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m Paper IF Citations

107 zdentificationKandKanalysisKofKfunctionalKelementsKinKbPKofKtheKhumanKgenomeKbyKtheKvNtOuvKpilotK
projectYKNatureWK2007WKeehWKhjjXibg 50.4 4121

106 TheKaccessibleKchromatinKlandscapeKofKtheKhumanKgenomeYKNatureWK2012WKeijWKhfXic 50.4 1900

105 thzPXseqKguidelinesKandKpracticesKofKtheKvNtOuvKandKmodvNtOuvKconsortiaYKGenomemResearchWK
2012WKccWKbibdXdb 9.7 1211

104 TheKuNrXencodedKnucleosomeKorganizationKofKaKeukaryoticKgenomeYKNatureWK2009WKefiWKdgcXg 50.4 926

103 zntegrativeKanalysisKofKtheKtaenorhabditisKelegansKgenomeKbyKtheKmodvNtOuvKprojectYKScienceWK
2010WKddaWKbhhfXih 33.3 744

102 wrzRvKSwormaldehydeXrssistedKzsolationKofKRegulatoryKvlementsTKisolatesKactiveKregulatoryK
elementsKfromKhumanKchromatinYKGenomemResearchWK2007WKbhWKihhXif 9.7 674

101 UnlockingKtheKsecretsKofKtheKgenomeYKNatureWK2009WKefjWKjchXda 50.4 620

100 vvidenceKforKnucleosomeKdepletionKatKactiveKregulatoryKregionsKgenomeXwideYKNaturemGeneticsWK
2004WKdgWKjaaXf 36.3 577

99 PromoterXspecificKbindingKofKRapbKrevealedKbyKgenomeXwideKmapsKofKproteinXuNrKassociationYK
NaturemGeneticsWK2001WKciWKdchXde 36.3 576

98 uefiningKfunctionalKuNrKelementsKinKtheKhumanKgenomeYKProceedingsmofmthemNationalmAcademymofm
SciencesmofmthemUnitedmStatesmofmAmericaWK2014WKbbbWKgbdbXi 11.5 490

97 thzPXchipkKconsiderationsKforKtheKdesignWKanalysisWKandKapplicationKofKgenomeXwideKchromatinK
immunoprecipitationKexperimentsYKGenomicsWK2004WKidWKdejXga 4.3 461

96 rKmapKofKopenKchromatinKinKhumanKpancreaticKisletsYKNaturemGeneticsWK2010WKecWKcffXj 36.3 435

95 WhatKareKsuperXenhancerspYKNaturemGeneticsWK2015WKehWKiXbc 36.3 398

94 OpenKchromatinKdefinedKbyKuNasezKandKwrzRvKidentifiesKregulatoryKelementsKthatKshapeKcellXtypeK
identityYKGenomemResearchWK2011WKcbWKbhfhXgh 9.7 391

93 NucleosomeKdynamicsKdefineKtranscriptionalKenhancersYKNaturemGeneticsWK2010WKecWKdedXh 36.3 382

92 rKlibraryKofKyeastKtranscriptionKfactorKmotifsKrevealsKaKwidespreadKfunctionKforKRscdKinKtargetingK
nucleosomeKexclusionKatKpromotersYKMolecularmCellWK2008WKdcWKihiXih 17.6 346

91 rnKassessmentKofKhistoneXmodificationKantibodyKqualityYKNaturemStructuralmandmMolecularmBiologyWK
2011WKbiWKjbXd 17.6 306
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90 zntegratingKregulatoryKmotifKdiscoveryKandKgenomeXwideKexpressionKanalysisYKProceedingsmofmthem
NationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaWK2003WKbaaWKdddjXee 11.5 274

89 tomparativeKanalysisKofKmetazoanKchromatinKorganizationYKNatureWK2014WKfbcWKeejXfc 50.4 265

88 yeritableKindividualXspecificKandKalleleXspecificKchromatinKsignaturesKinKhumansYKScienceWK2010WKdciWKcdfXj33.3 260

87 UsingKformaldehydeXassistedKisolationKofKregulatoryKelementsKSwrzRvTKtoKisolateKactiveKregulatoryK
uNrYKNaturemProtocolsWK2012WKhWKcfgXgh 18.8 230

86 yighlyKtranscribedKRNrKpolymeraseKzzKgenesKareKimpedimentsKtoKreplicationKforkKprogressionKinK
SaccharomycesKcerevisiaeYKMolecularmCellWK2009WKdeWKhccXde 17.6 229

85 sroadKchromosomalKdomainsKofKhistoneKmodificationKpatternsKinKtYKelegansYKGenomemResearchWK
2011WKcbWKcchXdg 9.7 208

84 vvidenceKforKcompensatoryKupregulationKofKexpressedKXXlinkedKgenesKinKmammalsWKtaenorhabditisK
elegansKandKurosophilaKmelanogasterYKNaturemGeneticsWK2011WKedWKbbhjXif 36.3 206

83 xenomeXwideKproteinXuNrKbindingKdynamicsKsuggestKaKmolecularKclutchKforKtranscriptionKfactorK
functionYKNatureWK2012WKeieWKcfbXf 50.4 175

82 rncientKtransposableKelementsKtransformedKtheKuterineKregulatoryKlandscapeKandKtranscriptomeK
duringKtheKevolutionKofKmammalianKpregnancyYKCellmReportsWK2015WKbaWKffbXgb 10.6 158

81 zsolationKofKactiveKregulatoryKelementsKfromKeukaryoticKchromatinKusingKwrzRvKSwormaldehydeK
rssistedKzsolationKofKRegulatoryKvlementsTYKMethodsWK2009WKeiWKcddXj 4.6 156

80 uimethylationKofKhistoneKydKatKlysineKdgKdemarcatesKregulatoryKandKnonregulatoryKchromatinK
genomeXwideYKMolecularmandmCellularmBiologyWK2005WKcfWKjeehXfj 4.8 152

79 MzXXbkKanKessentialKcomponentKofKtheKtYKelegansKmitoticKmachineryKexecutesKXKchromosomeKdosageK
compensationYKCellWK1998WKjcWKcgfXhh 56.2 151

78 xenomeXwideKanalysisKofKhumanKglobalKandKtranscriptionXcoupledKexcisionKrepairKofKUVKdamageKatK
singleXnucleotideKresolutionYKGenesmandmDevelopmentWK2015WKcjWKjeiXga 12.6 147

77 taenorhabditisKelegansKchromosomeKarmsKareKanchoredKtoKtheKnuclearKmembraneKviaK
discontinuousKassociationKwithKLvMXcYKGenomemBiologyWK2010WKbbWKRbca 18.3 142

76 yighKnucleosomeKoccupancyKisKencodedKatKhumanKregulatoryKsequencesYKPLoSmONEWK2010WKfWKejbcj 3.7 140

75 ZzNsrKintegratesKlocalKcovariatesKwithKuNrXseqKdataKtoKidentifyKbroadKandKnarrowKregionsKofK
enrichmentWKevenKwithinKamplifiedKgenomicKregionsYKGenomemBiologyWK2011WKbcWKRgh 18.3 139

74 TheKhistoneKydKdgKmethyltransferaseKMvSXeKactsKepigeneticallyKtoKtransmitKtheKmemoryKofK
germlineKgeneKexpressionKtoKprogenyYKPLoSmGeneticsWK2010WKgWKebaabajb 6 137

73 thzPOTlekKaKuserXfriendlyKtoolKforKtheKanalysisKofKthzPXchipKdataYKGenomemBiologyWK2005WKgWKRjh 18.3 130

(2005-2003)
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72 VariationKinKchromatinKaccessibilityKinKhumanKkidneyKcancerKlinksKydKdgKmethyltransferaseKlossKwithK
widespreadKRNrKprocessingKdefectsYKGenomemResearchWK2014WKceWKcebXfa 9.7 124

71 xeneKexpressionKdivergenceKinKyeastKisKcoupledKtoKevolutionKofKuNrXencodedKnucleosomeK
organizationYKNaturemGeneticsWK2009WKebWKediXef 36.3 121

70 rnKinverseKrelationshipKtoKgermlineKtranscriptionKdefinesKcentromericKchromatinKinKtYKelegansYK
NatureWK2012WKeieWKfdeXh 50.4 119

69 SystematicKevaluationKofKfactorsKinfluencingKthzPXseqKfidelityYKNaturemMethodsWK2012WKjWKgajXbe 21.6 112

68 SystematicKevaluationKofKvariabilityKinKthzPXchipKexperimentsKusingKpredefinedKuNrKtargetsYK
GenomemResearchWK2008WKbiWKdjdXead 9.7 111

67 ZeldaKisKdifferentiallyKrequiredKforKchromatinKaccessibilityWKtranscriptionKfactorKbindingWKandKgeneK
expressionKinKtheKearlyKurosophilaKembryoYKGenomemResearchWK2015WKcfWKbhbfXcg 9.7 106

66 WholeXgenomeKcomparisonKofKLeudKbindingKinKvitroKandKinKvivoKrevealsKtheKimportanceKofK
nucleosomeKoccupancyKinKtargetKsiteKselectionYKGenomemResearchWK2006WKbgWKbfbhXci 9.7 104

65 zdentificationKofKhistoneKydKlysineKdgKacetylationKasKaKhighlyKconservedKhistoneKmodificationYK
JournalmofmBiologicalmChemistryWK2007WKcicWKhgdcXea 5.4 103

64 xenomeXwideKkineticsKofKuNrKexcisionKrepairKinKrelationKtoKchromatinKstateKandKmutagenesisYK
ProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaWK2016WKbbdWKvcbceXdd 11.5 100

63 XKchromosomeKrepressionKbyKlocalizationKofKtheKtYKelegansKdosageKcompensationKmachineryKtoKsitesK
ofKtranscriptionKinitiationYKNaturemGeneticsWK2007WKdjWKeadXi 36.3 98

62 tisplatinKuNrKdamageKandKrepairKmapsKofKtheKhumanKgenomeKatKsingleXnucleotideKresolutionYK
ProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaWK2016WKbbdWKbbfahXbbfbc11.5 96

61 tellKcycleXspecifiedKfluctuationKofKnucleosomeKoccupancyKatKgeneKpromotersYKPLoSmGeneticsWK2006WK
cWKebfi 6 95

60
xenomewideKdemarcationKofKRNrKpolymeraseKzzKtranscriptionKunitsKrevealedKbyKphysicalK
fractionationKofKchromatinYKProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofm
AmericaWK2003WKbaaWKgdgeXj

11.5 95

59 rKcommonKsetKofKuNrKregulatoryKelementsKshapesKurosophilaKappendagesYKDevelopmentalmCellWK
2013WKchWKdagXbi 10.2 93

58 ProgressKandKchallengesKinKprofilingKtheKdynamicsKofKchromatinKandKtranscriptionKfactorKbindingK
withKuNrKmicroarraysYKCurrentmOpinionminmGeneticsmandmDevelopmentWK2004WKbeWKgjhXhaf 4.9 88

57 NucleosomeKsequenceKpreferencesKinfluenceKinKvivoKnucleosomeKorganizationYKNaturemStructuralm
andmMolecularmBiologyWK2010WKbhWKjbiXca 17.6 87

56 znterrogatingKtheKfunctionKofKmetazoanKhistonesKusingKengineeredKgeneKclustersYKDevelopmentalm
CellWK2015WKdcWKdhdXig 10.2 86

55 tellXtypeKspecificKandKcombinatorialKusageKofKdiverseKtranscriptionKfactorsKrevealedKbyK
genomeXwideKbindingKstudiesKinKmultipleKhumanKcellsYKGenomemResearchWK2012WKccWKjXce 9.7 86
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54 TheKgenomicKdistributionKandKfunctionKofKhistoneKvariantKyTZXbKduringKtYKelegansKembryogenesisYK
PLoSmGeneticsWK2008WKeWKebaaabih 6 81

53 TumorXspecificKretargetingKofKanKoncogenicKtranscriptionKfactorKchimeraKresultsKinKdysregulationKofK
chromatinKandKtranscriptionYKGenomemResearchWK2012WKccWKcfjXha 9.7 77

52 rKchromatinXmediatedKmechanismKforKspecificationKofKconditionalKtranscriptionKfactorKtargetsYK
NaturemGeneticsWK2006WKdiWKbeegXfb 36.3 77

51 uzPXchipkKrapidKandKaccurateKdeterminationKofKuNrXbindingKspecificityYKGenomemResearchWK2005WKbfWKecbXh9.7 71

50
LossKofKaKhistoneKdeacetylaseKdramaticallyKaltersKtheKgenomicKdistributionKofKSpobbpXcatalyzedK
uNrKbreaksKinKSaccharomycesKcerevisiaeYKProceedingsmofmthemNationalmAcademymofmSciencesmofmthem
UnitedmStatesmofmAmericaWK2007WKbaeWKdjffXga

11.5 64

49 znKvivoKeffectsKofKhistoneKydKdepletionKonKnucleosomeKoccupancyKandKpositionKinKSaccharomycesK
cerevisiaeYKPLoSmGeneticsWK2012WKiWKebaachhb 6 62

48 rKmolecularKlinkKbetweenKgeneXspecificKandKchromosomeXwideKtranscriptionalKrepressionYKGenesm
andmDevelopmentWK2002WKbgWKhjgXiaf 12.6 61

47 yeKcamebKcontributesKtoKdownregulationKofKXXlinkedKgenesKforKtYKelegansKdosageKcompensationYK
PLoSmGeneticsWK2012WKiWKebaacjdd 6 60

46 tontrolKofKtranscriptionKthroughKintragenicKpatternsKofKnucleosomeKcompositionYKCellWK2005WKbcdWKbbihXja56.2 59

45 TheKstressKresponseKfactorsKYapgWKtinfWKPhdbWKandKSknhKdirectKtargetingKofKtheKconservedK
coXrepressorKTupbXSsngKinKSYKcerevisiaeYKPLoSmONEWK2011WKgWKebjaga 3.7 58

44
xlobalKanalysisKofKtheKrelationshipKbetweenKtheKbindingKofKtheKsasbpKtranscriptionKfactorKandK
meiosisXspecificKdoubleXstrandKuNrKbreaksKinKSaccharomycesKcerevisiaeYKMolecularmandmCellularm
BiologyWK2006WKcgWKbabeXch

4.8 56

43 rKTranscriptionalKLineageKofKtheKvarlyKtY´ elegansKvmbryoYKDevelopmentalmCellWK2016WKdiWKedaXee 10.2 54

42 workheadKproteinsKcontrolKtheKoutcomeKofKtranscriptionKfactorKbindingKbyKantiactivationYKEMBOm
JournalWK2007WKcgWKedceXde 13 54

41 rKpositiveKbutKcomplexKassociationKbetweenKmeioticKdoubleXstrandKbreakKhotspotsKandKopenK
chromatinKinKSaccharomycesKcerevisiaeYKGenomemResearchWK2009WKbjWKccefXfh 9.7 51

40 PromoterXKandKRNrKpolymeraseKzzXdependentKhspXbgKgeneKassociationKwithKnuclearKporesKinK
taenorhabditisKelegansYKJournalmofmCellmBiologyWK2013WKcaaWKfijXgae 7.3 50

39 TheKRNrKpolymeraseKzzKkinaseKttkbKregulatesKpositioningKofKaKfRKhistoneKmethylationKboundaryK
alongKgenesYKMolecularmandmCellularmBiologyWK2007WKchWKhcbXdb 4.8 48

38 tontributionKofKhistoneKsequenceKpreferencesKtoKnucleosomeKorganizationkKproposedKdefinitionsK
andKmethodologyYKGenomemBiologyWK2010WKbbWKbea 18.3 46

37 zntegralKnuclearKporeKproteinsKbindKtoKPolKzzzXtranscribedKgenesKandKareKrequiredKforKPolKzzzKtranscriptK
processingKinKtYKelegansYKMolecularmCellWK2013WKfbWKieaXj 17.6 44

(2013-2008)
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36 TheKSetcZRpddSKpathwayKsuppressesKcrypticKtranscriptionKwithoutKregardKtoKgeneKlengthKorK
transcriptionKfrequencyYKPLoSmONEWK2009WKeWKeeiig 3.7 44

35 yistoneKmodificationsKpredisposeKgenomeKregionsKtoKbreakageKandKtranslocationYKGenesmandm
DevelopmentWK2015WKcjWKbdjdXeac 12.6 42

34 SingleXcellKrTrtXseqkKstrengthKinKnumbersYKGenomemBiologyWK2015WKbgWKbhc 18.3 41

33
TRrXbKthzPXseqKrevealsKregulatorsKofKsexualKdifferentiationKandKmultilevelKfeedbackKinKnematodeK
sexKdeterminationYKProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaWK
2013WKbbaWKbgaddXi

11.5 39

32 RegulationKofKtheKXKchromosomesKinKtaenorhabditisKelegansYKColdmSpringmHarbormPerspectivesminm
BiologyWK2014WKgWK 10.2 38

31 QuantitativeKgeneticsKofKtTtwKbindingKrevealKlocalKsequenceKeffectsKandKdifferentKmodesKofK
XXchromosomeKassociationYKPLoSmGeneticsWK2014WKbaWKebaaehji 6 38

30 TheKtYKelegansKdosageKcompensationKcomplexKpropagatesKdynamicallyKandKindependentlyKofKXK
chromosomeKsequenceYKCurrentmBiologyWK2009WKbjWKbhhhXih 6.3 38

29 xenomeXwideKanalysisKlinksKemerinKtoKneuromuscularKjunctionKactivityKinKtaenorhabditisKelegansYK
GenomemBiologyWK2014WKbfWKRcb 18.3 37

28 PhosphorylatedKLaminKrZtKinKtheKNuclearKznteriorKsindsKrctiveKvnhancersKrssociatedKwithK
rbnormalKTranscriptionKinKProgeriaYKDevelopmentalmCellWK2020WKfcWKgjjXhbdYebb 10.2 33

27 TheKopenKchromatinKlandscapeKofKKaposiRsKsarcomaXassociatedKherpesvirusYKJournalmofmVirologyWK
2013WKihWKbbidbXec 6.6 32

26 tYKelegansKdosageKcompensationkKaKwindowKintoKmechanismsKofKdomainXscaleKgeneKregulationYK
ChromosomemResearchWK2009WKbhWKcbfXch 4.4 31

25 yighKnucleosomeKoccupancyKisKencodedKatKXXlinkedKgeneKpromotersKinKtYKelegansYKGenomemResearchWK
2011WKcbWKcdhXee 9.7 29

24 rKdetailedKprotocolKforKformaldehydeXassistedKisolationKofKregulatoryKelementsKSwrzRvTYKCurrentm
ProtocolsminmMolecularmBiologyWK2013WKthapterKcbWKUnitcbYcg 2.9 27

23 STrTdKactsKthroughKpreXexistingKnucleosomeXdepletedKregionsKboundKbyKwOSKduringKanKepigeneticK
switchKlinkingKinflammationKtoKcancerYKEpigeneticsmandmChromatinWK2015WKiWKh 5.8 26

22 TheKSaccharomycesKcerevisiaeKhistoneKdemethylaseK hdbKfineXtunesKtheKdistributionKofKydKdgmecYK
MolecularmandmCellularmBiologyWK2007WKchWKfaffXgf 4.8 25

21 rlterationsKtoKchromatinKinKintestinalKmacrophagesKlinkKzLXbaKdeficiencyKtoKinappropriateK
inflammatoryKresponsesYKEuropeanmJournalmofmImmunologyWK2016WKegWKbjbcXcf 6.1 24

20 rlleleXspecificKandKheritableKchromatinKsignaturesKinKhumansYKHumanmMolecularmGeneticsWK2010WKbjWKRcaeXj5.6 24

19 uNrXbindingKspecificityKandKinKvivoKtargetsKofKtaenorhabditisKelegansKnuclearKfactorKzYKProceedingsm
ofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaWK2009WKbagWKbcaejXfe 11.5 23
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18
ReplyKtoKsrunetKandKuoolittlekKsothKselectedKeffectKandKcausalKroleKelementsKcanKinfluenceKhumanK
biologyKandKdiseaseYKProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmerica
WK2014WKbbbWKvddgg

11.5 22

17 TheKtaenorhabditisKelegansKdosageKcompensationKmachineryKisKrecruitedKtoKXKchromosomeKuNrK
attachedKtoKanKautosomeYKGeneticsWK2000WKbfgWKbgadXcb 4 22

16 TheKfunctionKandKregulationKofKtheKxrTrKfactorKvLTXcKinKtheKtYKelegansKendodermYKDevelopmentm
vCambridgeyWK2016WKbedWKeidXjb 6.6 20

15 rKconservedKPyuKfingerKproteinKandKendogenousKRNriKmodulateKinsulinKsignalingKinKtaenorhabditisK
elegansYKPLoSmGeneticsWK2011WKhWKebaaccjj 6 20

14 RegulationKofKnucleosomeKstabilityKasKaKmediatorKofKchromatinKfunctionYKCurrentmOpinionminmGeneticsm
andmDevelopmentWK2006WKbgWKbhbXg 4.9 20

13 xenomeXwideKmappingKofKproteinXuNrKinteractionsKbyKchromatinKimmunoprecipitationKandKuNrK
microarrayKhybridizationYKMethodsminmMolecularmBiologyWK2003WKcceWKjjXbaj 1.4 20

12
VariationKinKuNrXuamageKResponsesKtoKanKznhalationalKtarcinogenKSbWdXsutadieneTKinKRelationKtoK
StrainXSpecificKuifferencesKinKthromatinKrccessibilityKandKxeneKTranscriptionKProfilesKinKtfhsLZg K
andKtrSTZvi KMiceYKEnvironmentalmHealthmPerspectivesWK2017WKbcfWKbahaag

8.4 17

11 TissueXKandKstrainXspecificKeffectsKofKaKgenotoxicKcarcinogenKbWdXbutadieneKonKchromatinKandK
transcriptionYKMammalianmGenomeWK2018WKcjWKbfdXbgh 3.2 17

10 rsymmetricKtranscriptKdiscoveryKbyKRNrXseqKinKtYKelegansKblastomeresKidentifiesKnegXbWKaKgeneK
importantKforKanteriorKmorphogenesisYKPLoSmGeneticsWK2015WKbbWKebaafbbh 6 14

9 thromatinKprofilingKofKurosophilaKtNSKsubpopulationsKidentifiesKactiveKtranscriptionalKenhancersYK
DevelopmentmvCambridgeyWK2016WKbedWKdhcdXdhdc 6.6 12

8 NucleosomeKfragilityKisKassociatedKwithKfutureKtranscriptionalKresponseKtoKdevelopmentalKcuesKandK
stressKinKtYKelegansYKGenomemResearchWK2017WKchWKhfXig 9.7 11

7 xenomeXwideKmeasurementKofKproteinXuNrKbindingKdynamicsKusingKcompetitionKthzPYKNaturem
ProtocolsWK2013WKiWKbddhXfd 18.8 11

6 uNrKzmmunoprecipitationKSuzPTKforKtheKueterminationKofKuNrXsindingKSpecificityYKColdmSpringm
HarbormProtocolsWK2008WKcaaiWKpdbYprotejhc 1.2 8

5 SystematicKidentificationKofKbalancedKtranspositionKpolymorphismsKinKSaccharomycesKcerevisiaeYK
PLoSmGeneticsWK2009WKfWKebaaafac 6 5

4 rKsplitKpersonalityKforKnucleosomesYKCellWK2014WKbfjWKbcejXfb 56.2 1

3 rKTranscriptionalKLineageKofKtheKvarlyKtYKelegansKvmbryo 1

2 zsolationKofKrctiveKRegulatoryKvlementsKfromKvukaryoticKthromatinKUsingKwrzRvK
SwormaldehydeXrssistedKzsolationKofKRegulatoryKvlementsTK2012WKcedXcff

1 thromatinKproteinsKdoKdoubleKdutyYKCellWK2008WKbddWKhgdXf 56.2

(2008-2014)
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