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l Paper IF Citations

167 uMRfRgMtypeMMYvMtranscriptionMfactorMisMinvolvedMinMtheMcoldMregulationMofMwvzMgenesMandMinM
acquiredMfreezingMtolerancebMJournalloflBiologicallChemistryZM2006ZMfleZMgkjgjahi 5.4 555

166 TheMb L MtranscriptionMfactorMMdb L gMpromotesManthocyaninMaccumulationMandMfruitMcolourationM
inMresponseMtoMlowMtemperatureMinMapplesbMPlantylCelllandlEnvironmentZM2012ZMgiZMellhamk 8.4 352

165 MdwOPeMubiquitinMygMligasesMinteractMwithMMdMYveMtoMregulateMlightainducedManthocyaninM
biosynthesisMandMredMfruitMcolorationMinMapplebMPlantlPhysiologyZM2012ZMejdZMedeeaff 6.6 263

164 MdMYvmMandMMdMYveeMareMinvolvedMinMtheMregulationMofMtheMαuainducedMbiosynthesisMofM
anthocyaninMandMproanthocyanidinMinMapplesbMPlantlandlCelllPhysiologyZM2015ZMijZMjidajf 4.9 165

163 MdMYveMRegulatesMunthocyaninMandMMalateMuccumulationMbyMxirectlyMzacilitatingMTheirMTransportM
intoMVacuolesMinMupplesbMPlantlPhysiologyZM2016ZMekdZMegeiagd 6.6 141

162 TheMappleMWxhdMproteinMMdTT’eMinteractsMwithMb L MbutMnotMMYvMproteinsMtoMregulateM
anthocyaninMaccumulationbMJournalloflPlantlPhysiologyZM2012ZMejmZMkedak 3.6 127

161 ’enomeMwideManalysisMofMtheMappleMMYvMtranscriptionMfactorMfamilyMallowsMtheMidentificationMofM
MdoMYvefeMgeneMconferingMabioticMstressMtoleranceMinMplantsbMPLoSlONEZM2013ZMlZMejmmii 3.7 125

160 TheMbZ×PMtranscriptionMfactorMMd YiMregulatesManthocyaninMaccumulationMandMnitrateMassimilationM
inMapplebMHorticulturelResearchZM2017ZMhZMekdfg 7.7 117

159 TheMcoldainducedMbasicMhelixaloopahelixMtranscriptionMfactorMgeneMMdw×b L eMencodesManM×wyalikeM
proteinMinMapplebMBMClPlantlBiologyZM2012ZMefZMff 5.3 116

158 uppleMbZ×PMtranscriptionMfactorMMdbZ×PhhMregulatesMabscisicMacidapromotedManthocyaninM
accumulationbMPlantylCelllandlEnvironmentZM2018ZMheZMfjklafjmf 8.4 91

157 TranscriptionMzactorMuRyvfM×sM×nvolvedMinMSolubleMSugarMuccumulationMbyMuctivatingMSugarM
TransporterMandMumylaseM’enesbMPlantlPhysiologyZM2017ZMekhZMfghlafgjf 6.6 90

156
y×NgaL×KyeZMMYveZMandMyT YLyNyMRySPONSyMzuwTORgMuctMinMaMRegulatoryMLoopMThatM
SynergisticallyMModulatesMythyleneMviosynthesisMandMunthocyaninMuccumulationbMPlantlPhysiologyZM
2018ZMeklZMldlalfg

6.6 90

155 ×solationMandMcharacterizationMofManMappleMcytosolicMmalateMdehydrogenaseMgeneMrevealMitsMfunctionM
inMmalateMsynthesisbMJournalloflPlantlPhysiologyZM2011ZMejlZMhkhald 3.6 89

154 RfRgaMYvMtranscriptionMfactorMMdMYvfgMisMinvolvedMinMtheMcoldMtoleranceMandMproanthocyanidinM
accumulationMinMapplebMPlantlJournalZM2018ZMmjZMijfaikk 6.9 88

153 unMappleMMYvMtranscriptionMfactorMregulatesMcoldMtoleranceMandManthocyaninMaccumulationMandM
undergoesMM×yLeamediatedMdegradationbMPlantlBiotechnologylJournalZM2020ZMelZMggkagig 11.6 75

152 ’lucoseMSensorMMd XKeMPhosphorylatesMandMStabilizesMMdb L gMtoMPromoteMunthocyaninM
viosynthesisMinMupplebMPLoSlGeneticsZM2016ZMefZMeeddjfkg 6 74

151 OverexpressionMofMMdSOSfLeZMaMw×PKMproteinMkinaseZMincreasesMtheMantioxidantMmetabolitesMtoM
enhanceMsaltMtoleranceMinMappleMandMtomatobMPhysiologialPlantarumZM2016ZMeijZMfdeafeh 4.6 74
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150 MdSnRKebeMinteractsMwithMMdαuZelMtoMregulateMsucroseainducedManthocyaninMandM
proanthocyanidinMaccumulationMinMapplebMJournalloflExperimentallBotanyZM2017ZMjlZMfmkkafmmd 7 72

149 OverexpressionMofMaMRfRgMMYvMgeneMMdS×MYveMincreasesMtoleranceMtoMmultipleMstressesMinM
transgenicMtobaccoMandMapplesbMPhysiologialPlantarumZM2014ZMeidZMkjalk 4.6 69

148
MolecularMcloningMandMfunctionalMcharacterizationMofMaMnovelMappleMMdw×PKjLMgeneMrevealsMitsM
involvementMinMmultipleMabioticMstressMtoleranceMinMtransgenicMplantsbMPlantlMolecularlBiologyZM2012ZM
kmZMefgagi

4.6 69

147 TheMmolecularMcloningMandMfunctionalMcharacterizationMofMMdMYwfZMaMb L MtranscriptionMfactorMinM
applebMPlantlPhysiologylandlBiochemistryZM2016ZMedlZMfhage 5.4 69

146
TheMenhancementMofMtoleranceMtoMsaltMandMcoldMstressesMbyMmodifyingMtheMredoxMstateMandMsalicylicM
acidMcontentMviaMtheMcytosolicMmalateMdehydrogenaseMgeneMinMtransgenicMappleMplantsbMPlantl
BiotechnologylJournalZM2016ZMehZMemljamk

11.6 67

145 TheMyRzMtranscriptionMfactorMMdyRzglMpromotesMdroughtMstressainducedManthocyaninMbiosynthesisM
inMapplebMPlantlJournalZM2020ZMedeZMikgailm 6.9 65

144 ’enomeawideManalysisMandMidentificationMofMstressaresponsiveMgenesMofMtheMNuMauTuzeZfawUwfM
transcriptionMfactorMfamilyMinMapplebMPlantlPhysiologylandlBiochemistryZM2013ZMkeZMeeafe 5.4 64

143 UbiquitinationaRelatedMMdvTMScaffoldMProteinsMTargetMaMb L MTranscriptionMzactorMforM×ronM
 omeostasisbMPlantlPhysiologyZM2016ZMekfZMemkgaemll 6.6 64

142 OverexpressionMofMMdb L edhMgeneMenhancesMthe´ toleranceMtoMironMdeficiencyMinMapplebMPlantl
BiotechnologylJournalZM2016ZMehZMejggahi 11.6 62

141 yxpressionMofMarginineMdecarboxylaseMandMornithineMdecarboxylaseMgenesMinMappleMcellsMandMstressedM
shootsbMJournalloflExperimentallBotanyZM2005ZMijZMeediaei 7 62

140 MdWRKYhdMpromotesMwoundingainducedManthocyaninMbiosynthesisMinMassociationMwithMMdMYveM
andMundergoesMMdvTfamediatedMdegradationbMNewlPhytologistZM2019ZMffhZMgldagmi 9.8 59

139 TheMNitrateaResponsiveMProteinMMdvTfMRegulatesMunthocyaninMviosynthesisMbyM×nteractingMwithMtheM
MdMYveMTranscriptionMzactorbMPlantlPhysiologyZM2018ZMeklZMlmdamdj 6.6 58

138 TheMRfRgaMYvMtranscriptionMfactorMMdMYvkgMisMinvolvedMinMmalateMaccumulationMandMvacuolarM
acidificationMinMapplebMPlantlJournalZM2017ZMmeZMhhgahih 6.9 55

137 TheMRfRgMMYvMtranscriptionMfactorMMdMYvgdMmodulatesMplantMresistanceMagainstMpathogensMbyM
regulatingMcuticularMwaxMbiosynthesisbMBMClPlantlBiologyZM2019ZMemZMgjf 5.3 53

136
MdvvXffMregulatesMUVavainducedManthocyaninMbiosynthesisMthroughMregulatingMtheMfunctionMofM
Md YiMandMisMtargetedMbyMMdvTfMforMfjSMproteasomeamediatedMdegradationbMPlantlBiotechnologyl
JournalZM2019ZMekZMffgeaffgg

11.6 47

135 MolecularMcloningMofMthreeMmalicMacidMrelatedMgenesMMdPyPwZMMdV uauZMMdcyMyMandMtheirM
expressionManalysisMinMappleMfruitsbMScientialHorticulturaeZM2009ZMeffZMhdhahdl 4.1 47

134 uMnovelMgeneZMscreenedMbyMcxNuauzLPMapproachZMcontributesMtoMloweringMtheMacidityMofMfruitMinM
applebMPlantlPhysiologylandlBiochemistryZM2007ZMhiZMegmahi 5.4 47

133 TheMSUMOMygMLigaseMMdS×ZeMTargetsMMdb L edhMtoMRegulateMPlasmaMMembraneM auTPaseMuctivityM
andM×ronM omeostasisbMPlantlPhysiologyZM2019ZMekmZMllaedj 6.6 45
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132 unMappleMNuwMtranscriptionMfactorMnegativelyMregulatesMcoldMtoleranceMviaMwvzadependentMpathwaybM
JournalloflPlantlPhysiologyZM2018ZMffeZMkhald 3.6 44

131 uppleMuPfcyRyvPMtranscriptionMfactorMMdS ×NyfMconfersMdroughtMresistanceMbyMregulatingMwaxM
biosynthesisbMPlantaZM2019ZMfhmZMejfkaejhg 4.7 43

130 MolecularMcloningMandMfunctionalMcharacterizationMofMMdSOSfMrevealsMitsMinvolvementMinMsaltM
toleranceMinMappleMcallusMandMurabidopsisbMPlantlCelllReportsZM2012ZMgeZMkegaff 5.1 43

129
TheMsmallMubiquitinalikeMmodifierMygMligaseMMdS×ZeMpromotesManthocyaninMaccumulationMbyM
sumoylatingMMdMYveMunderMlowatemperatureMconditionsMinMapplebMPlantylCelllandlEnvironmentZM
2017ZMhdZMfdjlafdld

8.4 42

128 TobaccoMTranscriptionMzactorMwonfersMToleranceMtoMwoldMStressMbyMRegulatingMtheMPathwayMandM
ReactiveMOxygenMSpeciesM omeostasisbMFrontierslinlPlantlScienceZM2018ZMmZMgle 6.2 42

127 unMappleMsucroseMtransporterMMdSUTfbfMisMaMphosphorylationMtargetMforMproteinMkinaseMMdw×PKffMinM
responseMtoMdroughtbMPlantlBiotechnologylJournalZM2019ZMekZMjfiajgk 11.6 42

126 unMappleMw×PKMproteinMkinaseMtargetsMaMnovelMresidueMofMuRyvMtranscriptionMfactorMforM
uvuadependentMphosphorylationbMPlantylCelllandlEnvironmentZM2017ZMhdZMffdkaffem 8.4 42

125 TheMregulatoryMmoduleMMdPUvfmaMdb L gMconnectsMethyleneMbiosynthesisMwithMfruitMqualityMinM
applebMNewlPhytologistZM2019ZMffeZMemjjaemlf 9.8 42

124 unMappleMNuwMtranscriptionMfactorMenhancesMsaltMstressMtoleranceMbyMmodulatingMtheMethyleneM
responsebMPhysiologialPlantarumZM2018ZMejhZMfkmaflm 4.6 41

123  owMdoManthocyaninsMpaintMourMhorticulturalMproductssbMScientialHorticulturaeZM2019ZMfhmZMfikafjf 4.1 39

122 uMgenomeawideManalysisMofMtheMLvxMVLuTyRuLMOR’uNMvOUNxuR×ySMdomainWMgeneMfamilyMinMMalusM
domesticaMwithMaMfunctionalMcharacterizationMofMMdLvxeebMPLoSlONEZM2013ZMlZMeikdhh 3.7 39

121 Mdb L mgZManMappleMactivatorMregulatingMleafMsenescenceZMisMregulatedMbyMuvuMandMMdvTfMinM
antagonisticMwaysbMNewlPhytologistZM2019ZMfffZMkgiakie 9.8 39

120 MdV PeMencodesManMappleMvacuolarM VYWaPPaseMandMenhancesMstressMtoleranceMinMtransgenicMappleM
callusMandMtomatobMJournalloflPlantlPhysiologyZM2011ZMejlZMfefhagg 3.6 38

119 TheM’lucoseMSensorMMd XKeMPhosphorylatesMaMTonoplastMNac MyxchangerMtoM×mproveMSaltM
TolerancebMPlantlPhysiologyZM2018ZMekjZMfmkkafmmd 6.6 37

118 uMw×PKMproteinMkinaseMtargetsMsucroseMtransporterMMdSUTfbfMatMSerMforMphosphorylationMtoMenhanceM
saltMtolerancebMPlantylCelllandlEnvironmentZM2019ZMhfZMmelamgd 8.4 36

117 Md YiMpositivelyMregulatesMcoldMtoleranceMviaMwvzadependentMandMwvzaindependentMpathwaysMinM
applebMJournalloflPlantlPhysiologyZM2017ZMfelZMfkiafle 3.6 35

116 xynamicMregulationMofManthocyaninMbiosynthesisMatMdifferentMlightMintensitiesMbyMtheM
vTfaTwPhjaMYveMmoduleMinMapplebMJournalloflExperimentallBotanyZM2020ZMkeZMgdmhagedm 7 35

115 yctopicMexpressionMofMtheMappleMMdamiRNueijhMgeneMregulatesMflowerMandMfruitMdevelopmentMinM
urabidopsisbMPlantlCellylTissuelandlOrganlCultureZM2013ZMeefZMghgagie 2.7 33
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114 uppleMR×N’MygMligaseMMdM×yLeMinhibitsManthocyaninMaccumulationMbyMubiquitinatingMandMdegradingM
MdMYveMproteinbMPlantlandlCelllPhysiologyZM2017ZMilZMemigaemjf 4.9 29

113 MolecularMcloningMandMfunctionalManalysisMofMaMUVavMphotoreceptorMgeneZMMdUVRlMVUVMResistanceM
LocusMlWZMfromMapplebMPlantlScienceZM2016ZMfhkZMeeiafj 5.3 28

112 whrysanthemumMMuxSaboxMtranscriptionMfactorMwmuNReMmodulatesMlateralMrootMdevelopmentMviaM
homoacheterodimerizationMtoMinfluenceMauxinMaccumulationMinMurabidopsisbMPlantlScienceZM2018ZMfjjZMfkagj5.3 27

111 unMuppleMvavoxMProteinMMdvvXgkMModulatesMunthocyaninMviosynthesisMandM ypocotylMylongationM
SynergisticallyMwithMMdMYvsMandMMd YibMPlantlandlCelllPhysiologyZM2020ZMjeZMegdaehg 4.9 27

110 uMNeighboringMuromaticauromaticMuminoMucidMwombinationM’overnsMuctivityMxivergenceMbetweenM
TomatoMPhytoeneMSynthasesbMPlantlPhysiologyZM2019ZMeldZMemllafddg 6.6 26

109 zunctionalMcharacterizationMofMtheMappleMMh’u×eMgeneMthroughMectopicMexpressionMandMgraftingM
experimentsMinMtomatoesbMJournalloflPlantlPhysiologyZM2012ZMejmZMgdgaed 3.6 26

108 Md’RzeeZManMappleMehagagMproteinZMactsMasMaMpositiveMregulatorMofMdroughtMandMsaltMtolerancebMPlantl
ScienceZM2019ZMfllZMeedfem 5.3 25

107 unMuppleMProteinMKinaseMMdSnRKebeM×nteractsMwithMMdwu×PeMtoMRegulateMuvuMSensitivitybMPlantlandl
CelllPhysiologyZM2017ZMilZMejgeaejhe 4.9 25

106 ’enomeawideMidentificationMandMcharacterizationMofMappleMlongachainMucylawouMsynthetasesMandM
expressionManalysisMunderMdifferentMstressesbMPlantlPhysiologylandlBiochemistryZM2018ZMegfZMgfdaggf 5.4 25

105 uppleMzavoxMProteinMMdMuXfMRegulatesMPlantMPhotomorphogenesisMandMStressMResponsebMFrontiersl
inlPlantlScienceZM2016ZMkZMejli 6.2 22

104 wloningMandMelucidationMofMtheMfunctionalMroleMofMappleMMdLvxegMinManthocyaninMbiosynthesisMandM
nitrateMassimilationbMPlantlCellylTissuelandlOrganlCultureZM2017ZMegdZMhkaim 2.7 21

103 zunctionalMidentificationMofMMdS×ZeMasMaMSUMOMygMligaseMinMapplebMJournalloflPlantlPhysiologyZM2016ZM
emlZMjmald 3.6 21

102 MolecularMcloningMandMfunctionalMcharacterizationMofMtheMappleMsucroseMtransporterMgeneMMdSUTfbM
PlantlPhysiologylandlBiochemistryZM2016ZMedmZMhhfahie 5.4 20

101 uppleMMdMYwfMreducesMaluminumMstressMtoleranceMbyMdirectlyMregulatingMMdyRzgMgenebMPlantlandl
SoilZM2017ZMhelZMfiiafjj 4.2 19

100 MdSWyyTekZMaMsugarMtransporterMinMappleZMenhancesMdroughtMtoleranceMinMtomatobMJournallofl
IntegrativelAgricultureZM2019ZMelZMfdheafdie 3.2 19

99 TheMMdWRKYgeMtranscriptionMfactorMbindsMtoMtheMpromoterMtoMmediateMuvuMsensitivitybMHorticulturel
ResearchZM2019ZMjZMjj 7.7 19

98 MdwyRfMconferredMtoMwaxMaccumulationMandMincreasedMdroughtMtoleranceMinMplantsbMPlantlPhysiologyl
andlBiochemistryZM2020ZMehmZMfkkafli 5.4 19

97 vTvMproteinMMdvTfMinhibitsManthocyaninMandMproanthocyanidinMbiosynthesisMbyMtriggeringMMdMYvmM
degradationMinMapplebMTreelPhysiologyZM2018ZMglZMeiklaeilk 4.2 19
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96 uMdsRNuabindingMproteinMMdxRveMassociatedMwithMmiRNuMbiogenesisMmodifiesMadventitiousMrootingM
andMtreeMarchitectureMinMapplebMPlantlBiotechnologylJournalZM2014ZMefZMelgamf 11.6 19

95 TheMappleMUaboxMygMubiquitinMligaseMMdPUvfmMcontributesMtoMactivateMplantMimmuneMresponseMtoM
theMfungalMpathogenMvotryosphaeriaMdothideabMPlantaZM2019ZMfhmZMeekkaeell 4.7 19

94 wonservedMvacuolarM YauTPaseMsubunitMveMimprovesMsaltMstressMtoleranceMinMappleMcalliMandMtomatoM
plantsbMScientialHorticulturaeZM2015ZMemkZMedkaeej 4.1 18

93 MdWRKYeiMimprovesMresistanceMofMappleMtoMvotryosphaeriaMdothideaMviaMtheMsalicylicMacidamediatedM
pathwayMbyMdirectlyMbindingMtheMMd×wSeMpromoterbMJournalloflIntegrativelPlantlBiologyZM2020ZMjfZMifkaihg8.3 18

92
uppleMvaboxMproteinMvvXgkMregulatesMjasmonicMacidMmediatedMcoldMtoleranceMthroughMtheM
αuZavvXgka×wyeawvzMpathwayMandMundergoesMM×yLeamediatedMubiquitinationMandMdegradationbM
NewlPhytologistZM2021ZMffmZMfkdkafkfm

9.8 18

91 uppleMethyleneMresponseMfactorMMdyRzeeMconfersMresistanceMtoMfungalMpathogenMvotryosphaeriaM
dothideabMPlantlScienceZM2020ZMfmeZMeedgie 5.3 17

90 ×solationMandMfunctionalMidentificationMofManMappleMMdwyReMgenebMPlantlCellylTissuelandlOrganl
CultureZM2019ZMegjZMeaeg 2.7 17

89 TheMappleMb L MtranscriptionMfactorMMdb L gMfunctionsMinMdeterminingMtheMfruitMcarbohydratesM
andMmalatebMPlantlBiotechnologylJournalZM2021ZMemZMfliafmm 11.6 17

88 TheMuPfMtranscriptionMfactorMNtyRzekfMconfersMdroughtMresistanceMbyMmodifyingMNtwuTbMPlantl
BiotechnologylJournalZM2020ZMelZMfhhhafhii 11.6 16

87 MdMYvilMModulatesMzeM omeostasisMbyMxirectlyMvindingMtoMtheMMdMuTyhgMPromoterMinMPlantsbM
PlantlandlCelllPhysiologyZM2018ZMimZMfhkjafhlm 4.9 16

86 zunctionalMidentificationMofMMdP×zeMasMaMPhytochromeM×nteractingMzactorMinMupplebMPlantlPhysiologyl
andlBiochemistryZM2017ZMeemZMeklaell 5.4 15

85 uppleMMdyRzhMnegativelyMregulatesMsaltMtoleranceMbyMinhibitingMMdyRzgMtranscriptionbMPlantlScience
ZM2018ZMfkjZMeleaell 5.3 15

84 yctopicMexpressionMofMtheMappleMMdamiRekfeMgeneMaltersMfloweringMtimeMandMfloralMorganMidentityMinM
urabidopsisbMPlantlCellylTissuelandlOrganlCultureZM2015ZMefgZMigiaihj 2.7 14

83 MdWRKYhjaynhancedMuppleMResistanceMtoMbyMuctivatingMtheMyxpressionMofMinMtheMSalicylicMucidM
SignalingMPathwaybMMolecularlPlant-MicrobelInteractionsZM2019ZMgfZMegmeaehde 3.6 14

82 ZManMuppleMb L MTranscriptionMzactorZMwonfersMWaterMStressMResistanceMbyMRegulatingMStomatalM
wlosureMandMROSM omeostasisMinMTransgenicMTobaccobMFrontierslinlPlantlScienceZM2020ZMeeZMihgjmj 6.2 14

81 uv×iMregulatesMuvuainducedManthocyaninMbiosynthesisMbyMmodulatingMtheMMYveab L gMcomplexMinM
applebMJournalloflExperimentallBotanyZM2021ZMkfZMehjdaehkf 7 14

80
vTvavuwKMxomainMygMLigaseMMdPOveMSuppressesMPlantMPathogenMxefenseMagainstMvotryosphaeriaM
dothideaMbyMUbiquitinatingMandMxegradingMMdPUvfmMProteinMinMupplebMPlantlandlCelllPhysiologyZM
2019ZMjdZMfefmafehd

4.9 13

79 yctopicMoverexpressionMofMurabidopsisMutmiRgmgaMgeneMchangesMauxinMsensitivityMandMenhancesMsaltM
resistanceMinMtobaccobMActalPhysiologiaelPlantarumZM2010ZMgfZMmmkaeddg 2.6 13
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78 wloningMandMfunctionalMidentificationMofMaMstrigolactoneMreceptorMgeneMMdxehMinMapplebMPlantlCellyl
TissuelandlOrganlCultureZM2020ZMehdZMemkafdl 2.7 13

77 ’enomeMwideManalysisMandMfunctionalMidentificationMofMMdKwSMgenesMinMapplebMPlantlPhysiologylandl
BiochemistryZM2020ZMeieZMfmmagef 5.4 12

76 vTvaTuZMxomainMProteinMMdvTfMModulatesMMalateMuccumulationMandMVacuolarMucidificationMinM
ResponseMtoMNitratebMPlantlPhysiologyZM2020ZMelgZMkidakjh 6.6 12

75 MdSOSfLeMphosphorylatesMMdV uaveMtoMmodulateMmalateMaccumulationMinMresponseMtoMsalinityMinM
applebMPlantlCelllReportsZM2016ZMgiZMkdiael 5.1 12

74 TheMectopicMexpressionMofMappleMMYveMandMb L gMdifferentiallyMactivatesManthocyaninMbiosynthesisM
inMtobaccobMPlantlCellylTissuelandlOrganlCultureZM2017ZMegeZMelgaemh 2.7 12

73 vTvcTuZMproteinMMdvTfMintegratesMmultipleMhormonalMandMenvironmentalMsignalsMtoMregulateM
anthocyaninMbiosynthesisMinMapplebMJournalloflIntegrativelPlantlBiologyZM2020ZMjfZMejhgaejhj 8.3 12

72
yctopicMexpressionMofManMappleMcytochromeMPhidMgeneMMdwYPMeMnegativelyMregulatesMplantM
photomorphogenesisMandMstressMresponseMinMurabidopsisbMBiochemicallandlBiophysicallResearchl
CommunicationsZM2017ZMhlgZMeam

3.4 11

71 TheMbasicMhelixaloopahelixMtranscriptionMfactorMMdb L gMmodulatesMleafMsenescenceMinMappleMviaMtheM
regulationMofbMHorticulturelResearchZM2020ZMkZMid 7.7 11

70 unMappleMlongachainMacylawouMsynthetaseMfMgeneMenhancesMplantMresistanceMtoMabioticMstressMbyM
regulatingMtheMaccumulationMofMcuticularMwaxbMTreelPhysiologyZM2020ZMhdZMehidaehji 4.2 11

69 Md ×RhMtranscriptionMandMtranslationMlevelsMassociatedMwithMdiseaseMinMappleMareMregulatedMbyM
MdWRKYgebMPlantlMolecularlBiologyZM2019ZMedeZMehmaejf 4.6 11

68 TheMappleMwf fatypeMzincMfingerMtranscriptionMfactorMMdZuTedMpositivelyMregulatesMαuainducedMleafM
senescenceMbyMinteractingMwithMMdvTfbMHorticulturelResearchZM2021ZMlZMeim 7.7 11

67 uppleMR×N’MfingerMygMubiquitinMligaseMMdM×yLeMnegativelyMregulatesMsaltMandMoxidativeMstressesM
toleranceM2017ZMjdZMegkaehi 10

66 udvancesMinMviosynthesisZMRegulationZMandMzunctionMofMuppleMwuticularMWaxbMFrontierslinlPlantl
ScienceZM2020ZMeeZMeeji 6.2 10

65 vTvavuwKaTuZMdomainMproteinMMdvTfamediatedMMdMYvkgMubiquitinationMnegativelyMregulatesM
malateMaccumulationMandMvacuolarMacidificationMinMapplebMHorticulturelResearchZM2020ZMkZMeie 7.7 10

64 TheMwharacterizationZMuuthenticationZMandM’eneMyxpressionMPatternMofMtheMMdwyRMzamilyMinMMalusM
domesticabMHorticulturallPlantlJournalZM2019ZMiZMeam 4.3 10

63 ’enomeawideMidentificationZMexpressionMprofilingZMandMproteinaproteinMinteractionMpropertiesMofM
ovateMfamilyMproteinsMinMapplebMTreelGeneticslandlGenomesZM2019ZMeiZMe 2.1 9

62 uppleMSUMOMygMligaseMMdS×ZeMisMinvolvedMinMtheMresponseMtoMphosphateMdeficiencybMJournalloflPlantl
PhysiologyZM2019ZMfgfZMfejaffi 3.6 9

61 Mduv×iMworksMwithMitsMinteractionMpartnersMtoMregulateMabscisicMacidamediatedMleafMsenescenceMinM
applebMPlantlJournalZM2021ZMediZMeijjaeile 6.9 9

(2021-2020)
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60 Md ×RMproteinsMrepressManthocyaninMaccumulationMbyMinteractingMwithMtheMMdαuZfMproteinMtoM
inhibitMitsMdegradationMinMapplesbMScientificlReportsZM2017ZMkZMhhhlh 4.9 8

59 ×dentificationMofMPhytochromea×nteractingMzactorMzamilyMMembersMandMzunctionalMunalysisMofMinbM
InternationallJournalloflMolecularlSciencesZM2020ZMfeZM 6.3 8

58 ×dentificationMofMtheMSROMgeneMfamilyMinMapplesMVMalusˆ�domesticaWMwithMaMfunctionalM
characterizationMofMMdRwxebMTreelGeneticslandlGenomesZM2017ZMegZMe 2.1 8

57 zunctionalMidentificationMofMappleMMdMYvfMgeneMinMphosphateastarvationMresponsebMJournalloflPlantl
PhysiologyZM2020ZMfhhZMeigdlm 3.6 8

56 uuxinMregulatesManthocyaninMbiosynthesisMthroughMtheMauxinMrepressorMproteinMMd×uufjbM
BiochemicallandlBiophysicallResearchlCommunicationsZM2020ZMiggZMkekakff 3.4 8

55 zunctionalMidentificationMofMappleMonMMd ×RhMinMbioticMstressbMPlantlScienceZM2019ZMflgZMgmjahdj 5.3 8

54 ×dentificationMandMfunctionalMcharacterizationMofMMdP×zgMinMresponseMtoMcoldMandMdroughtMstressMinM
MalusMdomesticabMPlantlCellylTissuelandlOrganlCultureZM2021ZMehhZMhgiahhk 2.7 8

53 TheMappleMehagagMproteinMMd’RzeeMinteractsMwithMtheMvTvMproteinMMdvTfMtoMregulateMnitrateM
deficiencyainducedManthocyaninMaccumulationbMHorticulturelResearchZM2021ZMlZMff 7.7 8

52 unMappleMlongachainMacylawouMsynthetaseZMMdLuwShZMinducesMearlyMfloweringMandMenhancesMabioticM
stressMresistanceMinMurabidopsisbMPlantlScienceZM2020ZMfmkZMeedifm 5.3 7

51 ’enomeawideManalysisMandMidentificationMofMtheMSMXLMgeneMfamilyMinMappleMVMalusMˆ�MdomesticaWbM
TreelGeneticslandlGenomesZM2018ZMehZMe 2.1 7

50 unMappleMuPfcyRyvPatypeMtranscriptionMfactorZMMdWR×hZMenhancesMplantMresistanceMtoMabioticMstressM
byMincreasingMcuticularMwaxMloadbMEnvironmentallandlExperimentallBotanyZM2020ZMeldZMedhfdj 5.9 7

49 TobaccoMtranscriptionMfactorMb L efgMimprovesMsaltMtoleranceMbyMactivatingMNuxP MoxidaseM
NtRbohyMexpressionbMPlantlPhysiologyZM2021ZMeljZMekdjaekfd 6.6 7

48 MolecularMcloningMandMfunctionalMcharacterizationMofMtheMuluminumaactivatedMmalateMtransporterM
geneMMduLMTehbMScientialHorticulturaeZM2019ZMfhhZMfdlafek 4.1 7

47 PhosphateMregulatesMmalateccitrateamediatedMironMuptakeMandMtransportMinMapplebMPlantlScienceZM
2020ZMfmkZMeedifj 5.3 6

46 αasmonateMinducesMbiosynthesisMofManthocyaninMandMproanthocyanidinMinMappleMbyMmediatingMtheM
αuZeaTRveaMYvmMcomplexbMPlantlJournalZM2021ZMedjZMehehaehgd 6.9 6

45 uppleMvTfMproteinMnegativelyMregulatesMjasmonicMacidatriggeredMleafMsenescenceMbyMmodulatingMtheM
stabilityMofMMYwfMandMαuZfbMPlantylCelllandlEnvironmentZM2021ZMhhZMfejafgg 8.4 6

44 uppleMMdSuTeMencodesMaMb L meMtranscriptionMfactorMinvolvedMinMsalinityMandMdroughtMresponsesbM
PlantaZM2021ZMfigZMhj 4.7 6

43 ’enomeawideMidentificationMandMphylogeneticZMcomparativeMgenomicZMalternativeMsplicingZMandM
expressionManalysesMofMTwPMgenesMinMplantsbMPlantlGeneZM2017ZMefZMfgagf 3.1 5
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42 zunctionalMcharacterizationMofMMdMYvkgMrevealsMitsMinvolvementMinMcoldMstressMresponseMinMappleM
calliMandMurabidopsisbMJournalloflIntegrativelAgricultureZM2017ZMejZMffeiafffe 3.2 5

41 ’enomeawideMidentificationZMexpressionZMandMinteractionManalysisMforMovateMfamilyMproteinsMinMpeachbM
MolecularlBiologylReportsZM2019ZMhjZMgkiiagkjh 2.8 5

40 ×dentificationMandMexpressionMofMtheMwyPMgeneMfamilyMinMappleMVMalusˆ�domesticaWbMJournallofl
IntegrativelAgricultureZM2018ZMekZMghlagil 3.2 5

39 ’enomeaWideM×dentificationMofMuppleMUbiquitinMS×NuMygMLigaseMandMzunctionalMwharacterizationMofM
MdS×NufbMFrontierslinlPlantlScienceZM2020ZMeeZMeedm 6.2 5

38 LowMnitrateMalleviatesMironMdeficiencyMbyMregulatingMironMhomeostasisMinMapplebMPlantylCelllandl
EnvironmentZM2021ZMhhZMeljmaellh 8.4 5

37 yctopicMexpressionMofMappleMMdSUTfMgeneMinfluencesMdevelopmentMandMabioticMstressMresistanceMinM
tomatobMScientialHorticulturaeZM2017ZMffdZMfimafjj 4.1 4

36 PhosphorylationMofMaMmalateMtransporterMpromotesMmalateMexcretionMandMreducesMcadmiumMuptakeM
inMapplebMJournalloflExperimentallBotanyZM2020ZMkeZMghgkaghhm 7 4

35 uMwfadomainMphospholipidabindingMproteinMMdwu×PeMpositivelyMregulatesMsaltMandMosmoticMstressM
toleranceMinMapplebMPlantlCellylTissuelandlOrganlCultureZM2019ZMeglZMfmagm 2.7 4

34 ubscisicMacidMalleviatesMironMdeficiencyMbyMregulatingMironMdistributionMinMrootsMandMshootsMofMapplebM
ScientialHorticulturaeZM2020ZMfjfZMedmdel 4.1 4

33 TheMappleMpalmitoyltransferaseMMdPuTejMinfluencesMsugarMcontentMandMsaltMtoleranceMviaManM
MdwvLeaMdw×PKegaMdSUTfbfMpathwaybMPlantlJournalZM2021ZMedjZMjlmakdi 6.9 4

32 uppleMSUMOMygMligaseMMdS×ZeMfacilitatesMSUMOylationMofMMduRzlMtoMregulateMlateralMrootM
formationbMNewlPhytologistZM2021ZMffmZMffdjaffff 9.8 4

31 TheMregulatoryMmoduleMMdvTfaMdMYvllcMdMYvefhaMdNRTsMregulatesMnitrogenMusageMinMapplebM
PlantlPhysiologyZM2021ZMeliZMemfhaemhf 6.6 4

30 xeterminationMofMProteinM×nteractionsMamongMReplicationMwomponentsMofMuppleMNecroticMMosaicM
VirusbMVirusesZM2020ZMefZM 6.2 3

29 ’eneMcloneZMexpressionMandMenzymeMactivityMassayMofMaMcytosolicMmalateMdehydrogenaseMfromMappleM
fruitsbMFrontiersloflAgriculturelinlChinaZM2008ZMfZMgdkageg 3

28 TheM’rowthaPromotingMMechanismMofMvrevibacillusMlaterosporusMuMwwedddekMonMuppleMRootstockM
MalusMrobustabMHorticulturallPlantlJournalZM2021ZMlZMffaff 4.3 3

27 wloningZMsequencingZMandMexpressionManalysisMofMgfMNuwMtranscriptionMfactorsMVMdNuwWMinMapplebM
PeerJZM2020ZMlZMelfhm 3.1 3

26 TheMvTvaTuZMproteinMMdvTfMnegativelyMregulatesMtheMdroughtMstressMresponseMbyMinteractingMwithM
theMtranscriptionMfactorMMdNuwehgMinMapplebMPlantlScienceZM2020ZMgdeZMeedjlm 5.3 3

25 TheMappleMR×N’a fMproteinMMdw×PlMregulatesManthocyaninMaccumulationMandMhypocotylMelongationM
byMinteractingMwithMMdwOPebMPlantlScienceZM2020ZMgdeZMeedjji 5.3 3
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24
’enomeawideManalysisMofMauxinMresponseMfactorMVuRzWMgenesMandMfunctionalMidentificationMofM
MduRzfMrevealsMtheMinvolvementMinMtheMregulationMofManthocyaninMaccumulationMinMapplebMNewl
ZealandlJournalloflCroplandlHorticulturallScienceZM2021ZMhmZMklame

0.9 3

23 RfRgaMYvMTranscriptionMzactorMMdMYvkgMwonfersM×ncreasedMResistanceMtoMtheMzungalMPathogenMinM
upplesMtheMSalicylicMucidMPathwaybMJournalloflAgriculturallandlFoodlChemistryZM2021ZMjmZMhhkahil 5.7 3

22 uppleMreceptoralikeMkinaseMzyRON×uMregulatesMsaltMtoleranceMandMuvuMsensitivityMinMMalusM
domesticabbMJournalloflPlantlPhysiologyZM2022ZMfkdZMeigjej 3.6 2

21 zunctionalMidentificationMofMMdSMXLlbfZMtheMhomologousMgeneMofMstrigolactonesMpathwayMrepressorM
proteinMgeneMinMMalusMˆ�MdomesticabMHorticulturallPlantlJournalZM2021ZMkZMfkiafli 4.3 2

20 N×NalikeMproteinMkMpromotesMnitrateamediatedMlateralMrootMdevelopmentMbyMactivatingMtranscriptionM
ofMTRYPTOP uNMuM×NOTRuNSzyRuSyMRyLuTyxMfbMPlantlScienceZM2021ZMgdgZMeedkke 5.3 2

19 Mdw×veZManMappleMb L MtranscriptionMfactorZMplaysMaMpositiveMregulatorMinMresponseMtoMdroughtM
stressbMEnvironmentallandlExperimentallBotanyZM2021ZMellZMedhifg 5.9 2

18 MdMYwfMandMMdyRzgMPositivelyMwoaRegulateM˛–azarneseneMviosynthesisMinMupplebMFrontierslinlPlantl
ScienceZM2020ZMeeZMieflhh 6.2 1

17 NitrateainducibleMMdvTfMactsMasMaMrestrictionMfactorMtoMlimitMappleMnecroticMmosaicMvirusMgenomeM
replicationMinMMalusMdomesticabMMolecularlPlantlPathologyZM2021ZM 5.7 1

16 ×solationZMsequencingZMandMexpressionManalysisMofMgdMuPfcyRzMtranscriptionMfactorsMinMapplebMPeerJZM
2020ZMlZMelgme 3.1 1

15 TheMMduv×iMtranscriptionMfactorMinteractsMwithMtheMMdNRTebicMdNPzkbgMpromoterMtoMfineatuneM
nitrateMtransportMfromMrootsMtoMshootsMinMapplebMHorticulturelResearchZM2021ZMlZMfgj 7.7 1

14 MolecularMcloningMandMfunctionalMcharacterizationMofMtheMwyPMRywyPTORMeMgeneMMdwyPReMofMuppleM
VMalusMˆ�MdomesticaWbMPlantlCellylTissuelandlOrganlCultureZM2020ZMehdZMigmaiid 2.7 1

13 uMbasicchelixaloopahelixMtranscriptionMfactorMcontrolsMleafMshapeMbyMregulatingMauxinMsignalingMinM
applebMNewlPhytologistZM2020ZMfflZMelmkaemeg 9.8 1

12 MdvZReMregulatesMuvuMresponseMbyMmodulatingMtheMexpressionMofMMduv×iMinMapplebMPlantlCelll
ReportsZM2021ZMhdZMeefkaeegm 5.1 1

11 MdxRyvfuMinMappleMisMinvolvedMinMtheMregulationMofMmultipleMabioticMstressMresponsesbMHorticulturall
PlantlJournalZM2021ZMkZMemkafdl 4.3 1

10 TheMappleMyangMcycleâ��sMgeneMMdxyPeMenhancesMsaltMandMdroughtMtoleranceZMasMwellMasMtriggersM
earlyafloweringMinMurabidopsisbMScientialHorticulturaeZM2019ZMfhlZMeihaejf 4.1 1

9 TheMappleMMdwOPeainteractingMproteinMeMnegativelyMregulatesMhypocotylMelongationMandM
anthocyaninMbiosynthesisbMBMClPlantlBiologyZM2021ZMfeZMei 5.3 1

8 ×nteractionMofMvTvaTuZMproteinMMdvTfMandMxyLLuMproteinMMdR’LgaMregulatesMnitrateamediatedM
plantMgrowthbMPlantlPhysiologyZM2021ZMeljZMkidakjj 6.6 1

7 ×dentificationMandMfunctionalManalysisMofMtheMMdLTP’MgeneMfamilyMinMapplebMPlantlPhysiologylandl
BiochemistryZM2021ZMejgZMgglaghk 5.4 0
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6 OverexpressionMofMMdP ReMynhancedMToleranceMtoMPhosphorusMxeficiencyMbyM×ncreasingMMdPuPedM
TranscriptionMinMuppleMVMalusMˆ�MMxomesticaWbMJournalloflPlantlGrowthlRegulationZM2021ZMhdZMekigaekjg 4.7 0

5 TheMSUMOMygMLigaseMMdS×ZeMSumoylatesMaMwellMNumberMRegulatorMMdwNRlMtoMwontrolMOrganMSizebbM
FrontierslinlPlantlScienceZM2022ZMegZMlgjmgi 6.2 0

4 NanoscaleMUVMubsorberMvoostingMwolorationMofMuppleMSkinbMACSlSustainablelChemistrylandl
EngineeringZM2019ZMkZMejfmiaejgdd 8.3

3 uMpeptideMencodingMgeneMMdwLylMregulatesMlateralMrootMdevelopmentMinMapplebMPlantlCellylTissuel
andlOrganlCultureZe 2.7

2 RegulatoryMSequencesMinMupplebMCompendiumloflPlantlGenomesZM2021ZMelmafee 0.8

1 ’enomeaWideM×dentificationZMyxpressionZMandM×nteractionMunalysisMofMvyLaLikeM omeodomainM’eneM
zamilyMinMPeachbbMBiochemicallGeneticsZM2022ZMe 2.4
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