
Catherine Lozupone

ListeofePublicationsebyeYeareine
DescendingeOrder

Source:ehttps:uuexalytcomuauthorspdfuxv8v69z4ucatherineslozuponespublicationssbysyeartpdf

Version:eyvy4sv4sy5e

ThisedocumentehasebeenegeneratedebasedeonetheepublicationseandecitationserecordedebyeexalytcomteFore

theelatesteversioneofethisepublicationelistrevisitetheelinkegiveneabovet

TheethirdecolumneisetheeimpactefactoremIFneofetheejournalreandetheefourthecolumneisetheenumbereofe

citationseofetheearticlet

24
papers

20,019
citations

22
h-index

24
g-index

24
ext. papers

27,804
ext. citations

12.6
avg, IF

6.73
L-index



h Paper IF Citations

24 TheOGutOMicrobiomeOinOzutismsOStudyeSiteOEffectsOandOLongitudinalOznalysisOofOBehaviorOChangefO
MSystemsdO2021dOodO 7.6 7

23 ReproducibledOinteractivedOscalableOandOextensibleOmicrobiomeOdataOscienceOusingOQIIMEOkfONaturep
BiotechnologydO2019dOlpdOqnkeqnp 44.5 4050

22 NormalizationOandOmicrobialOdifferentialOabundanceOstrategiesOdependOuponOdataOcharacteristicsfO
MicrobiomedO2017dOndOkp 16.6 840

21 FecalOBacterialOCommunitiesOinOtreatedOHIVOinfectedOindividualsOonOtwoOantiretroviralOregimensfO
ScientificpReportsdO2017dOpdOmlpmi 4.9 45

20 PerinatalOBisphenolOzOExposureOInducesOChronicOInflammationOinORabbitOOffspringOviaOModulationOofO
GutOBacteriaOandOTheirOMetabolitesfOMSystemsdO2017dOkdO 7.6 48

19 GutOmicrobiomeOofOmothersOdeliveringOprematurelyOshowsOreducedOdiversityOandOlowerOrelativeO
abundanceOofOBifidobacteriumOandOStreptococcusfOPLoSpONEdO2017dOikdOehiqmllo 3.7 29

18 GutObacteriaOinOchildrenOwithOautismOspectrumOdisorderssOchallengesOandOpromiseOofOstudyingOhowOaO
complexOcommunityOinfluencesOaOcomplexOdiseasefOMicrobialpEcologypinpHealthpandpDiseasedO2015dOkodOkorim 70

17 WidespreadOcolonizationOofOtheOlungObyOTropherymaOwhippleiOinOHIVOinfectionfOAmericanpJournalpofp
RespiratorypandpCriticalpCarepMedicinedO2013dOiqpdOiiihep 10.2 140

16 IdentifyingOgenomicOandOmetabolicOfeaturesOthatOcanOunderlieOearlyOsuccessionalOandOopportunisticO
lifestylesOofOhumanOgutOsymbiontsfOGenomepResearchdO2012dOkkdOirpmeqm 9.7 97

15 CombinedOphylogeneticOandOgenomicOapproachesOforOtheOhighethroughputOstudyOofOmicrobialO
habitatOadaptationfOTrendspinpMicrobiologydO2011dOirdOmpkeqk 12.4 22

14 UniFracsOanOeffectiveOdistanceOmetricOforOmicrobialOcommunityOcomparisonfOISMEpJournaldO2011dOndOiorepk11.9 1474

13 FastOUniFracsOfacilitatingOhighethroughputOphylogeneticOanalysesOofOmicrobialOcommunitiesOincludingO
analysisOofOpyrosequencingOandOPhyloChipOdatafOISMEpJournaldO2010dOmdOipekp 11.9 869

12 SoilObacterialOandOfungalOcommunitiesOacrossOaOpHOgradientOinOanOarableOsoilfOISMEpJournaldO2010dOmdOilmheni11.9 2148

11 MicrobialOcommunityOresemblanceOmethodsOdifferOinOtheirOabilityOtoOdetectObiologicallyOrelevantO
patternsfONaturepMethodsdO2010dOpdOqiler 21.6 192

10 StableOtRNzebasedOphylogeniesOusingOonlyOpoOnucleotidesfORnadO2010dOiodOimorepp 5.8 29

9 BiogeographyOandOhabitatOmodellingOofOhighealpineObacteriafONaturepCommunicationsdO2010dOidOnl 17.4 113

8
TheOcladisticObasisOforOtheOphylogeneticOdiversityOWPDaOmeasureOlinksOevolutionaryOfeaturesOtoO
environmentalOgradientsOandOsupportsObroadOapplicationsOofOmicrobialOecologyVsOQphylogeneticObetaO
diversityQOframeworkfOInternationalpJournalpofpMolecularpSciencesdO2009dOihdOmpklemi

6.3 70

Catherine Lozupone

2



7 HostebacterialOcoevolutionOandOtheOsearchOforOnewOdrugOtargetsfOCurrentpOpinionpinpChemicalpBiology
dO2008dOikdOihreim 9.7 87

6 EvolutionOofOmammalsOandOtheirOgutOmicrobesfOSciencedO2008dOlkhdOiompeni 33.3 2355

5 MetagenomicOandOsmallesubunitOrRNzOanalysesOrevealOtheOgeneticOdiversityOofObacteriadOarchaeadO
fungidOandOvirusesOinOsoilfOAppliedpandpEnvironmentalpMicrobiologydO2007dOpldOphnreoo 4.8 406

4 ShortOpyrosequencingOreadsOsufficeOforOaccurateOmicrobialOcommunityOanalysisfONucleicpAcidsp
ResearchdO2007dOlndOeikh 20.1 510

3 PyCogentsOaOtoolkitOforOmakingOsenseOfromOsequencefOGenomepBiologydO2007dOqdORipi 18.3 151

2 UniFraceeanOonlineOtoolOforOcomparingOmicrobialOcommunityOdiversityOinOaOphylogeneticOcontextfOBMCp
BioinformaticsdO2006dOpdOlpi 3.6 1131

1 UniFracsOaOnewOphylogeneticOmethodOforOcomparingOmicrobialOcommunitiesfOAppliedpandp
EnvironmentalpMicrobiologydO2005dOpidOqkkqeln 4.8 5136

List of Publications

3


