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52 vnalysisNofNtheNxompleteNMitochondrialNGenomeNSequenceNofNtheNyiploidNxottonNbyNxomparativeN
GenomicsNvpproachescNBioMedkResearchkInternationalaN2016aNgefkaNjeiejnm 3 25
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42 ItembwasedNxollaborativeN’ilteringNRecommendationNvlgorithmNxombiningNItemNxategoryNwithN
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41 LocalityNpreservingNmultimodalNdiscriminativeNlearningNforNsupervisedNfeatureNselectioncNKnowledgek
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InternationalaN2016aNgefkaNlmghign 3 14

39 ’astNorthogonalNlinearNdiscriminantNanalysisNwithNapplicationNtoNimageNclassificationcN
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OptimizationkMethodskandkSoftwareaN2012aNglaNihfbiih 1.3 10
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29 TheNcompleteNmitochondrialNgenomeNofcNMitochondrialkDNAkPartkB:kResourcesaN2016aNfaNfggbfgh 0.5 7

28 LeastNsquaresNtwinNsupportNvectorNmachineNclassificationNviaNmaximumNonebclassNwithinNclassN
variancecNOptimizationkMethodskandkSoftwareaN2012aNglaNjhbkn 1.3 7

27 vSxzNToNvctiveNSupervisionNforNSemibSupervisedNLearningcNIEEEkTransactionskonkKnowledgekandkDatak
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26
xomparativeNgenomicsNanalysisNrevealsNgeneNfamilyNexpansionNandNchangesNofNexpressionNpatternsN
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24 znhancedNvdaptiveNLocalityNPreservingNProjectionsNforN’aceNRecognitionN2017aN 5

23 IncorporatingNneighborsâ��NdistributionNknowledgeNintoNsupportNvectorNmachinescNSoftkComputingaN
2017aNgfaNkielbkige 3.5 5

22 GenomebwideNdetectionNofNgeneticNlociNtriggeringNunevenNdescendingNofNgametesNfromNaNnaturalN
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21 LocalizedNMultibplaneNTWSVMNxlassifierNviaNManifoldNRegularizationN2010aN 5
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SalixNsuchowensiscNJournalkofkForestrykResearchaN2019aNheaNfmffbfmgg 2 4

19 TheNcompleteNchloroplastNgenomeNsequenceNofNanNeconomicNplantcNMitochondrialkDNAkPartkB:k
ResourcesaN2017aNgaNimhbimj 0.5 4

18 yensitybbasedNweightingNmultibsurfaceNleastNsquaresNclassificationNwithNitsNapplicationscNKnowledgek
andkInformationkSystemsaN2012aNhhaNgmnbhem 2.4 4

17 TranscriptomeNandNyegradomeNProfilingNRevealsNaNRoleNofNmiRjheNinNtheNxircadianNRegulationNofN
GeneNzxpressionNincNCellsaN2021aNfeaN 7.9 4

16 VGSxgoNSecondNgenerationNvectorNgraphNtoolkitNofNgenomeNsyntenyNandNcollinearitycNGenomicsaN2020
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14 TheNWholeNGenomeNvssemblyNandNxomparativeNGenomicNResearchNofNThellungiellaNparvulaN
WzxtremophileNxruciferXNMitochondrioncNInternationalkJournalkofkGenomicsaN2016aNgefkaNjgmhkgm 2.5 3

13 vNnewNmethodNforNshorelineNextractionNfromNairborneNLiyvRNpointNcloudscNRemotekSensingkLettersaN
2019aNfeaNinkbjej 2.3 3

12 IterativeNsupportNvectorNmachineNwithNguaranteedNaccuracyNandNrunNtimecNExpertkSystemsaN2010aNglaNhhmbhim2.1 2

11 SupportNvectorNmachineNwithNorthogonalNxhebyshevNkernelN2006aN 2

10 TheNgenomeNofNoilbxamelliaNandNpopulationNgenomicsNanalysisNprovideNinsightsNintoNseedNoilN
domesticationccNGenomekBiologyaN2022aNghaNfi 18.3 2

9
yetectingNtheNxandidateNGenderNyeterminantsNbyNwioinformaticNPredictionNofNmiRNvsNandNTheirN
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7 GzSearchoNvnNInteractiveNGUINToolNforNIdentifyingNGeneNzxpressionNSignaturecNBioMedkResearchk
InternationalaN2015aNgefjaNmjhlhi 3 1
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