
Stefano Piana

ListiofiPublicationsibyiCitations

Source:ihttps://exalyycom/authorxpdf/10761999/stefanoxpianaxpublicationsxbyxcitationsypdf

Version:i2024x04x28i

ThisidocumentihasibeenigeneratedibasedionitheipublicationsiandicitationsirecordedibyiexalyycomyiFori

theilatestiversioniofithisipublicationilistvivisititheilinkigiveniabovey

TheithirdicolumniisitheiimpactifactorirIFsiofitheijournalvianditheifourthicolumniisitheinumberiofi

citationsiofitheiarticley

40
papers

11,891
citations

34
h-index

42
g-index

42
ext. papers

13,841
ext. citations

9.8
avg, IF

6.57
L-index



l Paper IF Citations

40 ImprovedRsidehchainRtorsionRpotentialsRforRtheRAmberRffuuSBRproteinRforceRfieldiRProteins:pStructure,p
FunctionpandpBioinformaticsgR2010gRstgRmuqlht 4.2 3395

39 AtomichlevelRcharacterizationRofRtheRstructuralRdynamicsRofRproteinsiRSciencegR2010gRoolgRopmhr 33.3 1331

38 HowRfasthfoldingRproteinsRfoldiRSciencegR2011gRoopgRqmshnl 33.3 1284

37 HowRrobustRareRproteinRfoldingRsimulationsRwithRrespectRtoRforceRfieldRparameterizationβiR
BiophysicalpJournalgR2011gRmllgRLpshu 2.9 611

36 SystematicRvalidationRofRproteinRforceRfieldsRagainstRexperimentalRdataiRPLoSpONEgR2012gRsgReonmom 3.7 493

35 WaterRdispersionRinteractionsRstronglyRinfluenceRsimulatedRstructuralRpropertiesRofRdisorderedR
proteinRstatesiRJournalpofpPhysicalpChemistrypBgR2015gRmmugRqmmohno 3.4 468

34 DevelopingRaRmolecularRdynamicsRforceRfieldRforRbothRfoldedRandRdisorderedRproteinRstatesiR
ProceedingspofpthepNationalpAcademypofpSciencespofpthepUnitedpStatespofpAmericagR2018gRmmqgREpsqthEpsrr11.5 434

33 ARbiashexchangeRapproachRtoRproteinRfoldingiRJournalpofpPhysicalpChemistrypBgR2007gRmmmgRpqqohu 3.4 430

32 AssessingRtheRaccuracyRofRphysicalRmodelsRusedRinRproteinhfoldingRsimulationsvRquantitativeR
evidenceRfromRlongRmolecularRdynamicsRsimulationsiRCurrentpOpinionpinpStructuralpBiologygR2014gRnpgRuthmlq8.1 351

31
IdentificationRofRtwoRdistinctRinactiveRconformationsRofRtheRbetanhadrenergicRreceptorRreconcilesR
structuralRandRbiochemicalRobservationsiRProceedingspofpthepNationalpAcademypofpSciencespofpthep
UnitedpStatespofpAmericagR2009gRmlrgRprtuhup

11.5 247

30 AtomichlevelRdescriptionRofRubiquitinRfoldingiRProceedingspofpthepNationalpAcademypofpSciencespofpthep
UnitedpStatespofpAmericagR2013gRmmlgRqumqhnl 11.5 242

29 ProteinRfoldingRkineticsRandRthermodynamicsRfromRatomisticRsimulationiRProceedingspofpthepNationalp
AcademypofpSciencespofpthepUnitedpStatespofpAmericagR2012gRmlugRmstpqhql 11.5 221

28 ARkineticRmodelRofRtrphcageRfoldingRfromRmultipleRbiasedRmolecularRdynamicsRsimulationsiRPLoSp
ComputationalpBiologygR2009gRqgRemlllpqn 5 217

27 StructureRandRdynamicsRofRanRunfoldedRproteinRexaminedRbyRmolecularRdynamicsRsimulationiR
JournalpofpthepAmericanpChemicalpSocietygR2012gRmopgRostshum 16.4 193

26 RefinementRofRproteinRstructureRhomologyRmodelsRviaRlonggRallhatomRmolecularRdynamicsR
simulationsiRProteins:pStructure,pFunctionpandpBioinformaticsgR2012gRtlgRnlsmhu 4.2 193

25 SimulatingRmicrometrehscaleRcrystalRgrowthRfromRsolutioniRNaturegR2005gRpotgRslho 50.4 177

24 MillisecondhscaleRmolecularRdynamicsRsimulationsRonRAntonR2009gR 166

Stefano Piana

2



23 RoleRofRconformationalRfluctuationsRinRtheRenzymaticRreactionRofRHIVhmRproteaseiRJournalpofp
MolecularpBiologygR2002gRomugRqrshto 6.5 122

22 AbRinitioRmolecularRdynamicshbasedRassignmentRofRtheRprotonationRstateRofRpepstatinRAkHIVhmR
proteaseRcleavageRsiteiRJournalpofpthepAmericanpChemicalpSocietygR2001gRmnogRtsolhs 16.4 117

21 RNARforceRfieldRwithRaccuracyRcomparableRtoRstatehofhthehartRproteinRforceRfieldsiRProceedingspofpthep
NationalpAcademypofpSciencespofpthepUnitedpStatespofpAmericagR2018gRmmqgREmoprhEmoqq 11.5 114

20 DrugRresistanceRinRHIVhmRproteasevRFlexibilityhassistedRmechanismRofRcompensatoryRmutationsiR
ProteinpSciencegR2002gRmmgRnouohpln 6.3 105

19 ReactionRMechanismRofRHIVhmRProteaseRbyRHybridRCarhParrinellokClassicalRMDRSimulationsiRJournalp
ofpPhysicalpChemistrypBgR2004gRmltgRmmmouhmmmpu 3.4 100

18 ComputationalRdesignRandRexperimentalRtestingRofRtheRfastesthfoldingR˛†hsheetRproteiniRJournalpofp
MolecularpBiologygR2011gRplqgRpoht 6.5 94

17 UnderstandingRtheRbarriersRtoRcrystalRgrowthvRdynamicalRsimulationRofRtheRdissolutionRandRgrowthR
ofRureaRfromRaqueousRsolutioniRJournalpofpthepAmericanpChemicalpSocietygR2005gRmnsgRmusqhtn 16.4 93

16 ConformationalRflexibilityRofRtheRcatalyticRAspRdyadRinRHIVhmRproteasevRAnRabRinitioRstudyRonRtheRfreeR
enzymeiRProteins:pStructure,pFunctionpandpBioinformaticsgR2000gRougRnrhor 4.2 90

15 EvaluatingRtheReffectsRofRcutoffsRandRtreatmentRofRlonghrangeRelectrostaticsRinRproteinRfoldingR
simulationsiRPLoSpONEgR2012gRsgReouumt 3.7 72

14 PicosecondRtoRMillisecondRStructuralRDynamicsRinRHumanRUbiquitiniRJournalpofpPhysicalpChemistrypBgR
2016gRmnlgRtomohnl 3.4 70

13 InteractionRNetworksRinRProteinRFoldingRviaRAtomichResolutionRExperimentsRandRLonghTimehScaleR
MolecularRDynamicsRSimulationsiRJournalpofpthepAmericanpChemicalpSocietygR2015gRmosgRrqlrhmr 16.4 66

12 DemonstratingRanROrderhofhMagnitudeRSamplingREnhancementRinRMolecularRDynamicsRSimulationsR
ofRComplexRProteinRSystemsiRJournalpofpChemicalpTheorypandpComputationgR2016gRmngRmorlhs 6.4 58

11 DevelopmentRofRaRForceRFieldRforRtheRSimulationRofRSinglehChainRProteinsRandRProteinhProteinR
ComplexesiRJournalpofpChemicalpTheorypandpComputationgR2020gRmrgRnpuphnqls 6.4 46

10 PredictingRtheReffectRofRaRpointRmutationRonRaRproteinRfoldvRtheRvillinRandRadvillinRheadpiecesRandR
theirRPrornAlaRmutantsiRJournalpofpMolecularpBiologygR2008gRosqgRprlhsl 6.5 45

9 ExploringRtheRfoldingRfreeRenergyRlandscapeRofRinsulinRusingRbiasRexchangeRmetadynamicsiRJournalp
ofpPhysicalpChemistrypBgR2009gRmmogRoqqrhrp 3.4 42

8 StructureRandRenergyRofRaRDNARdodecamerRunderRtensileRloadiRNucleicpAcidspResearchgR2005gRoogRslnuhot 20.1 40

7 AtomisticRdescriptionRofRtheRfoldingRofRaRdimericRproteiniRJournalpofpPhysicalpChemistrypBgR2013gRmmsgRmnuoqhpn3.4 37

6 MechanismRofRCoupledRFoldinghuponhBindingRofRanRIntrinsicallyRDisorderedRProteiniRJournalpofpthep
AmericanpChemicalpSocietygR2020gRmpngRmmlunhmmmlm 16.4 26

(2020-2002)

3



5 AssessmentRofRtheRutilityRofRcontacthbasedRrestraintsRinRacceleratingRtheRpredictionRofRproteinR
structureRusingRmolecularRdynamicsRsimulationsiRProteinpSciencegR2016gRnqgRmuhnu 6.3 24

4 AdvillinRfoldingRtakesRplaceRonRaRhypersurfaceRofRsmallRdimensionalityiRPhysicalpReviewpLettersgR2008gR
mlmgRnltmlm 7.4 23

3 AtomisticRsimulationRofRtheRDNARhelixhcoilRtransitioniRJournalpofpPhysicalpChemistrypAgR2007gRmmmgRmnopuhqp2.8 20

2
IdentifyingRlocalizedRchangesRinRlargeRsystemsvRChangehpointRdetectionRforRbiomolecularR
simulationsiRProceedingspofpthepNationalpAcademypofpSciencespofpthepUnitedpStatespofpAmericagR2015gR
mmngRspqphu

11.5 17

1 AtomichLevelRDescriptionRofRProteinRFoldingRinsideRtheRGroELRCavityiRJournalpofpPhysicalpChemistrypBgR
2018gRmnngRmmpplhmmppu 3.4 9

Stefano Piana

4


