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Model-based integrated optimization and evaluation of a multi-step ion exchange chromatography.

Separation and Purification Technology, 2014, 136, 207-222.
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Education, 2015, 92, 1497-1502. :

Estimation of adsorption isotherm and mass transfer parameters in protein chromatography using
artificial neural networks. Journal of Chromatography A, 2017, 1487, 211-217.
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UV absorptionad€based inverse modeling of protein chromatography. Engineering in Life Sciences, 2016,
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Water on hydrophobic surfaces: Mechanistic modeling of hydrophobic interaction chromatography. a7 97
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Root cause investigation of deviations in protein chromatography based on mechanistic models and
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A versatile noninvasive method for adsorber quantification in batch and column chromatography

based on the ionic capacity. Biotechnology Progress, 2016, 32, 666-677. 2.6 22
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Protein adsorption on ion exchange adsorbers: A comparison of a stoichiometric and
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Application of spectral deconvolution and inverse mechanistic modelling as a tool for root cause
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Analysis of complex protein elution behavior in preparative ion exchange processes using a colloidal

particle adsorption model. Journal of Chromatography A, 2021, 1654, 462439.

Modeling the Gibbsa€“Donnan effect during ultrafiltration and diafiltration processes using the
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A mechanistic model of ion-exchange chromatography on polymer fiber stationary phases. Journal of
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