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89 EffectOofOSxRSczoVchOproteinsOonOvascularOpermeabilitydOELifebO2021bOgfbO 8.9 13

88 InteractomeOMappingOProvidesOaONetworkOofONeurodegenerativeODiseaseOProteinsOandOUncoversO
WidespreadOProteinOxggregationOinOxffectedOyrainsdOCellsReportsbO2020bOihbOgfoflf 10.6 20

87 xORobustnessOxnalysisOofODynamicOyooleanOModelsOofOzellularOzircuitsdOLecturesNotessinsComputers
SciencebO2019bOgoicgpl 0.9

86 ToOEmbedOorONotqONetworkOEmbeddingOasOaOParadigmOinOzomputationalOyiologydOFrontierssins
GeneticsbO2019bOgfbOiog 4.5 59

85 zomparativeOxnalysisOofONormalizationOMethodsOforONetworkOPropagationdOFrontierssinsGeneticsbO
2019bOgfbOk 4.5 8

84 TheOEXPxNDEROIntegratedOPlatformOforOTranscriptomeOxnalysisdOJournalsofsMolecularsBiologybO2019bO
kigbOhipochkfm 6.5 13

83 xOsystematicOapproachOtoOorientOtheOhumanOproteincproteinOinteractionOnetworkdONatures
CommunicationsbO2019bOgfbOifgl 17.4 12

82 WebPropagateqOxOWebOServerOforONetworkOPropagationdOJournalsofsMolecularsBiologybO2018bOkifbOhhigchhim6.5 3

81 QuantitativeOmassOspectrometryOanalysisOrevealsOaOpanelOofOnineOproteinsOasOdiagnosticOmarkersOforO
colonOadenocarcinomasdOOncotargetbO2018bOpbOgilifcgilkk 3.3 12

80 NetworkOpropagationqOaOuniversalOamplifierOofOgeneticOassociationsdONaturesReviewssGeneticsbO2017bO
gobOllgclmh 30.1 285

79 xOnetworkOdiffusionOapproachOtoOinferringOsamplecspecificOfunctionOrevealsOfunctionalOchangesO
associatedOwithObreastOcancerdOPLoSsComputationalsBiologybO2017bOgibOegfflnpi 5 10

78 xNxTOhdfqOreconstructingOfunctionalOproteinOsubnetworksdOBMCsBioinformaticsbO2017bOgobOkpl 3.6 10

77 GLxDIxTORqOaOglobalOapproachOforOelucidatingOdiseaseOmodulesdOGenomesMedicinebO2017bOpbOko 14.4 10

76 xnOintegerOprogrammingOframeworkOforOinferringOdiseaseOcomplexesOfromOnetworkOdatadO
BioinformaticsbO2016bOihbOihngcihnn 7.2 37

75 FunctionalOxlignmentOofOMetabolicONetworksdOJournalsofsComputationalsBiologybO2016bOhibOipfcp 1.7 1

74 INFERENzEOOFOPERSONxLIZEDODRUGOTxRGETSOVIxONETWORKOPROPxGxTIONdOPacificsSymposiums
onsBiocomputingsPacificsSymposiumsonsBiocomputingbO2016bOhgbOglmcmn 1.3 6

73 FunctionalOxlignmentOofOMetabolicONetworksdOLecturesNotessinsComputersSciencebO2015bOhkichll 0.9
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72 NetworkcyasedOIntegrationOofODisparateOOmicODataOToOIdentifyOQSilentOPlayersQOinOzancerdOPLoSs
ComputationalsBiologybO2015bOggbOegffklpl 5 50

71 RegulationOofOSecgmOlevelsOandOdynamicsOlinksOproliferationOandOsecretiondOJournalsofsCellsSciencebO
2015bOghobOmnfcoh 5.3 22

70 NetworkOorientationOviaOshortestOpathsdOBioinformaticsbO2014bOifbOgkkpcll 7.2 18

69 xOmethodOforOinferringOmedicalOdiagnosesOfromOpatientOsimilaritiesdOBMCsMedicinebO2013bOggbOgpk 11.4 43

68 NetworkcbasedOinterpretationOofOgenomicOvariationOdatadOJournalsofsMolecularsBiologybO2013bOkhlbOipmkcp6.5 12

67 PathwaycbasedOanalysisOofOgenomicOvariationOdatadOCurrentsOpinionsinsGeneticssandsDevelopmentbO
2013bOhibOmhhcm 4.9 12

66 GlobalOalignmentOofOproteincproteinOinteractionOnetworksdOMethodssinsMolecularsBiologybO2013bOpipbOhgcik1.4 6

65 SystematicOidentificationOofOgeneOannotationOerrorsOinOtheOwidelyOusedOyeastOmutationOcollectionsdO
NaturesMethodsbO2012bOpbOinico 21.6 58

64 zomparativeOanalysisOofOproteinOnetworksdOCommunicationssofsthesACMbO2012bOllbOoocpn 2.5 34

63 EnhancingOtheOprioritizationOofOdiseaseccausingOgenesOthroughOtissueOspecificOproteinOinteractionO
networksdOPLoSsComputationalsBiologybO2012bOobOegffhmpf 5 122

62 LargecscaleOelucidationOofOdrugOresponseOpathwaysOinOhumansdOJournalsofsComputationalsBiologybO
2012bOgpbOgmicnk 1.7 29

61 INDIqOaOcomputationalOframeworkOforOinferringOdrugOinteractionsOandOtheirOassociatedO
recommendationsdOMolecularsSystemssBiologybO2012bOobOlph 12.2 131

60 PREDIzTqOaOmethodOforOinferringOnovelOdrugOindicationsOwithOapplicationOtoOpersonalizedOmedicinedO
MolecularsSystemssBiologybO2011bOnbOkpm 12.2 466

59 xnOalgorithmicOframeworkOforOpredictingOsideOeffectsOofOdrugsdOJournalsofsComputationalsBiologybO
2011bOgobOhfncgo 1.7 103

58 zombiningOdrugOandOgeneOsimilarityOmeasuresOforOdrugctargetOelucidationdOJournalsofsComputationals
BiologybO2011bOgobOgiickl 1.7 120

57 PRINzIPLEqOaOtoolOforOassociatingOgenesOwithOdiseasesOviaOnetworkOpropagationdOBioinformaticsbO
2011bOhnbOiihlcm 7.2 31

56 IdentificationOofOproteinOcomplexesOfromOcocimmunoprecipitationOdatadOBioinformaticsbO2011bOhnbOgggcn 7.2 91

55 ProcessesOofOfungalOproteomeOevolutionOandOgainOofOfunctionqOgeneOduplicationOandOdomainO
rearrangementdOPhysicalsBiologybO2011bOobOfilffp 3 9
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54 ExpanderqOfromOexpressionOmicroarraysOtoOnetworksOandOfunctionsdONaturesProtocolsbO2010bOlbOifichh 18.8 165

53 TheOlargecscaleOorganizationOofOtheObacterialOnetworkOofOecologicalOcococcurrenceOinteractionsdO
NucleicsAcidssResearchbO2010bOiobOiolncmo 20.1 193

52 xssociatingOgenesOandOproteinOcomplexesOwithOdiseaseOviaOnetworkOpropagationdOPLoSs
ComputationalsBiologybO2010bOmbOegfffmkg 5 584

51 TranscriptionalOregulationObyOzHIPeLDyOcomplexesdOPLoSsGeneticsbO2010bOmbOegffgfmi 6 22

50 TopologycfreeOqueryingOofOproteinOinteractionOnetworksdOJournalsofsComputationalsBiologybO2010bO
gnbOhinclh 1.7 80

49 xOnovelOHMMcbasedOmethodOforOdetectingOenrichedOtranscriptionOfactorObindingOsitesOrevealsO
RUNXiOasOaOpotentialOtargetOinOpancreaticOcancerObiologydOPLoSsONEbO2010bOlbOegkkhi 3.7 2

48 FastOandOaccurateOalignmentOofOmultipleOproteinOnetworksdOJournalsofsComputationalsBiologybO2009bO
gmbOpopcpp 1.7 47

47 TowardOaccurateOreconstructionOofOfunctionalOproteinOnetworksdOMolecularsSystemssBiologybO2009bOlbOhko 12.2 80

46 xOcomplexccentricOviewOofOproteinOnetworkOevolutiondONucleicsAcidssResearchbO2009bOinbOeoo 20.1 23

45 xOnetworkcbasedOmethodOforOpredictingOdiseaseccausingOgenesdOJournalsofsComputationalsBiologybO
2009bOgmbOgogcp 1.7 74

44 IncreasedOmicroRNxOactivityOinOhumanOcancersdOPLoSsONEbO2009bOkbOemfkl 3.7 34

43 TopologycFreeOQueryingOofOProteinOInteractionONetworksdOLecturesNotessinsComputersSciencebO2009bOnkcop0.9 13

42 ProteinOnetworksOinOdiseasedOGenomesResearchbO2008bOgobOmkkclh 9.7 589

41 xOsystemsclevelOapproachOtoOmappingOtheOtelomereOlengthOmaintenanceOgeneOcircuitrydOMoleculars
SystemssBiologybO2008bOkbOgnh 12.2 45

40 QNetqOaOtoolOforOqueryingOproteinOinteractionOnetworksdOJournalsofsComputationalsBiologybO2008bOglbOpgichl1.7 71

39 ImprovedOnetworkcbasedOidentificationOofOproteinOorthologsdOBioinformaticsbO2008bOhkbOihffcm 7.2 16

38 NetworkyLxSTqOcomparativeOanalysisOofOproteinOnetworksdOBioinformaticsbO2008bOhkbOlpkcm 7.2 86

37 zrosscSpeciesOxnalysisOofOProteincproteinOInteractionONetworksdOComputationalsBiologybO2008bOgmicgol 0.7 1
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36 FastOandOxccurateOxlignmentOofOMultipleOProteinONetworksO2008bOhkmchlm 28

35 NetworkcbasedOpredictionOofOproteinOfunctiondOMolecularsSystemssBiologybO2007bOibOoo 12.2 743

34 zomprehensiveOanalysisOofOcococcurringOdomainOsetsOinOyeastOproteinsdOBMCsGenomicsbO2007bOobOgmg 4.5 15

33 SPINEqOaOframeworkOforOsignalingcregulatoryOpathwayOinferenceOfromOcauseceffectOexperimentsdO
BioinformaticsbO2007bOhibOiilpcmm 7.2 85

32 IdentificationOofOconservedOproteinOcomplexesObasedOonOaOmodelOofOproteinOnetworkOevolutiondO
BioinformaticsbO2007bOhibOegnfcm 7.2 72

31 TranscriptionalOregulationOofOproteinOcomplexesOwithinOandOacrossOspeciesdOProceedingssofsthes
NationalsAcademysofsSciencessofsthesUnitedsStatessofsAmericabO2007bOgfkbOghoico 11.5 44

30 GeneOlossOrateqOaOprobabilisticOmeasureOforOtheOconservationOofOeukaryoticOgenesdONucleicsAcidss
ResearchbO2007bOilbOen 20.1 21

29 zomparisonOofOProteincProteinOInteractionOzonfidenceOxssignmentOSchemesdOLecturesNotessins
ComputersSciencebO2007bOipclf 0.9

28 QNetqOxOToolOforOQueryingOProteinOInteractionONetworksdOLecturesNotessinsComputersSciencebO2007bOgcgl 0.9 26

27 QPathqOaOmethodOforOqueryingOpathwaysOinOaOproteincproteinOinteractionOnetworkdOBMCs
BioinformaticsbO2006bOnbOgpp 3.6 113

26 xOdirectOcomparisonOofOproteinOinteractionOconfidenceOassignmentOschemesdOBMCsBioinformaticsbO
2006bOnbOimf 3.6 85

25 xnalysisOofOSNPcexpressionOassociationOmatricesdOJournalsofsBioinformaticssandsComputationals
BiologybO2006bOkbOhlpcnk 1 3

24 GeneticOvariationOinOputativeOregulatoryOlociOcontrollingOgeneOexpressionOinObreastOcancerdO
ProceedingssofsthesNationalsAcademysofsSciencessofsthesUnitedsStatessofsAmericabO2006bOgfibOnnilckf 11.5 26

23 EfficientOalgorithmsOforOdetectingOsignalingOpathwaysOinOproteinOinteractionOnetworksdOJournalsofs
ComputationalsBiologybO2006bOgibOgiickk 1.7 190

22 SystematicOidentificationOofOfunctionalOorthologsObasedOonOproteinOnetworkOcomparisondOGenomes
ResearchbO2006bOgmbOkhocil 9.7 142

21 ModelingOcellularOmachineryOthroughObiologicalOnetworkOcomparisondONaturesBiotechnologybO2006bO
hkbOkhncii 44.5 404

20 xnalysisOofOSNPcexpressionOassociationOmatricesO2005bOgilcki 2

19 IdentificationOofOproteinOcomplexesObyOcomparativeOanalysisOofOyeastOandObacterialOproteinO
interactionOdatadOJournalsofsComputationalsBiologybO2005bOghbOoilckm 1.7 120
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18 EfficientOxlgorithmsOforODetectingOSignalingOPathwaysOinOProteinOInteractionONetworksdOLectures
NotessinsComputersSciencebO2005bOgcgi 0.9 11

17 EXPxNDERccanOintegrativeOprogramOsuiteOforOmicroarrayOdataOanalysisdOBMCsBioinformaticsbO2005bOmbOhih 3.6 242

16 xnOinitialOblueprintOforOmyogenicOdifferentiationdOGenessandsDevelopmentbO2005bOgpbOllicmp 12.6 335

15 zonservedOpatternsOofOproteinOinteractionOinOmultipleOspeciesdOProceedingssofsthesNationalsAcademys
ofsSciencessofsthesUnitedsStatessofsAmericabO2005bOgfhbOgpnkcp 11.5 586

14 IdentificationOofOproteinOcomplexesObyOcomparativeOanalysisOofOyeastOandObacterialOproteinO
interactionOdataO2004bO 12

13
RevealingOmodularityOandOorganizationOinOtheOyeastOmolecularOnetworkObyOintegratedOanalysisOofO
highlyOheterogeneousOgenomewideOdatadOProceedingssofsthesNationalsAcademysofsSciencessofsthes
UnitedsStatessofsAmericabO2004bOgfgbOhpogcm

11.5 298

12 PathyLxSTqOaOtoolOforOalignmentOofOproteinOinteractionOnetworksdONucleicsAcidssResearchbO2004bOihbOWoico20.1 293

11 zlusterOgraphOmodificationOproblemsdODiscretesAppliedsMathematicsbO2004bOgkkbOgnicgoh 1 200

10 zREMEqOziscRegulatoryOModuleOExplorerOforOtheOhumanOgenomedONucleicsAcidssResearchbO2004bOihbOWhlicm20.1 41

9 GenomecwideOinOsilicoOidentificationOofOtranscriptionalOregulatorsOcontrollingOtheOcellOcycleOinOhumanO
cellsdOGenomesResearchbO2003bOgibOnnicof 9.7 242

8 zLIzKOandOEXPxNDERqOaOsystemOforOclusteringOandOvisualizingOgeneOexpressionOdatadOBioinformaticsbO
2003bOgpbOgnoncpp 7.2 283

7 zREMEqOaOframeworkOforOidentifyingOciscregulatoryOmodulesOinOhumancmouseOconservedOsegmentsdO
BioinformaticsbO2003bOgpOSupplOgbOihoicpg 7.2 76

6 zonservedOpathwaysOwithinObacteriaOandOyeastOasOrevealedObyOglobalOproteinOnetworkOalignmentdO
ProceedingssofsthesNationalsAcademysofsSciencessofsthesUnitedsStatessofsAmericabO2003bOgffbOggipkcp 11.5 394

5 DiscoveringOstatisticallyOsignificantObiclustersOinOgeneOexpressionOdatadOBioinformaticsbO2002bOgoO
SupplOgbOSgimckk 7.2 576

4 zomplexityOclassificationOofOsomeOedgeOmodificationOproblemsdODiscretesAppliedsMathematicsbO2001bO
ggibOgfpcgho 1 119

3 zomplexityOzlassificationOofOSomeOEdgeOModificationOProblemsdOLecturesNotessinsComputersSciencebO
1999bOmlcnn 0.9 18

2 OpenOzommunityOzhallengeORevealsOMolecularONetworkOModulesOwithOKeyORolesOinODiseases 10

1 EffectOofOSxRSczoVchOproteinsOonOvascularOpermeability 1
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