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ARTICLE IF CITATIONS
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Increased <i>APOE</[i> fu4 expression is associated with the difference in Alzheimer's disease risk from
diverse ancestral backgrounds. Alzheimer's and Dementia, 2021, 17, 1179-1188.

Rare genetic variation implicated in non-Hispanic white families with Alzheimer disease. Neurology: 19 97
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Identifying differential regulatory control of <i>APOE<[i> E>4 on African versus European haplotypes as
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Dissecting the role of Amerindian genetic ancestry and the ApoE iu4 allele on Alzheimer disease in an
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Novel Variants in LRRK2 and GBA Identified in Latino Parkinson Disease Cohort Enriched for Caribbean

Origin. Frontiers in Neurology, 2020, 11, 573733. 2.4 6

Immune and Inflammatory Pathways Implicated by Whole Blood Transcriptomic Analysis in a Diverse
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Population. Genes, 2019, 10, 581. 2.4 >
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Comparative transa€ethnic metad€analysis of whole exome sequencing variation for Alzheimera€™s disease
(AD) in 18,402 individuals of the Alzheimera€™s Disease Sequencing Project (ADSP). Alzheimer's and
Dementia, 2020, 16, e041583.
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Increased <i>APOE&€e4<[i> expression is associated with reactive Al astrocytes and may confer the
difference in Alzheimer disease risk from different ancestral backgrounds. Alzheimer's and Dementia,
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Transcriptomic characterization of a Puerto Rican Alzheimer disease cohort implicates convergent
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Southern European genetic ancestry shows reduced APOE E4 risk for Alzheimer disease in Caribbean
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Identification of differential regulation of European versus African local ancestry haplotypes
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