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272 oHmethodHforHmetaUanalysisHofHmolecularHassociationHstudiesVHStatisticsbinbMedicineTH2005THZbTHYZgYUaXd 2.3 519

271 ratingHtheHoriginHofHtheHqqRcUreltaaZHowrSUresistanceHalleleHbyHtheHcoalescenceHofHhaplotypesVH
AmericanbJournalbofbHumanbGeneticsTH1998THdZTHYcXeUYc 11 428

270 {elanocortinUYHreceptorHpolymorphismsHandHriskHofHmelanomahHisHtheHassociationHexplainedHsolelyH
byHpigmentationHphenotypemVHAmericanbJournalbofbHumanbGeneticsTH2000THddTHYedUfd 11 424

269 ueneticsHofHasthmaHandHhayHfeverHinHoustralianHtwinsVHThebAmericanbReviewbofbRespiratorybDiseaseTH
1990THYbZTHYacYUf 389

268 oHgenomeUwideHassociationHstudyHidentifiesHnovelHallelesHassociatedHwithHhairHcolorHandHskinH
pigmentationVHPLoSbGeneticsTH2008THbTHeYXXXXeb 6 373

267 oHnovelHrecurrentHmutationHinH{wTtHpredisposesHtoHfamilialHandHsporadicHmelanomaVHNatureTH2011TH
bfXTHggUYXa 50.4 335

266 SystematicHreviewHandHmetaUanalysisHofHtheHassociationHbetweenH{beta}ZUadrenoceptorH
polymorphismsHandHasthmahHaHvuusHreviewVHAmericanbJournalbofbEpidemiologyTH2005THYdZTHZXYUYY 3.8 319

265 wdentificationHofHwzdRHandHchromosomeHYYqYaVcHasHriskHlociHforHasthmaVHLancetobTheTH2011THaefTHYXXdUYb 40 298

264 RecentHhumanHeffectiveHpopulationHsizeHestimatedHfromHlinkageHdisequilibriumVHGenomebResearchTH
2007THYeTHcZXUd 9.7 297

263 oHsingleHS}PHinHanHevolutionaryHconservedHregionHwithinHintronHfdHofHtheHvsRqZHgeneHdeterminesH
humanHblueUbrownHeyeHcolorVHAmericanbJournalbofbHumanbGeneticsTH2008THfZTHbZbUaY 11 275

262 SharedHgeneticHoriginHofHasthmaTHhayHfeverHandHeczemaHelucidatesHallergicHdiseaseHbiologyVHNatureb
GeneticsTH2017THbgTHYecZUYece 36.3 256

261 {qYRHgenotypeHmodifiesHriskHofHmelanomaHinHfamiliesHsegregatingHqry}ZoHmutationsVHAmericanb
JournalbofbHumanbGeneticsTH2001THdgTHedcUea 11 247

260 {etaUanalysisHofHgenomeUwideHassociationHstudiesHidentifiesHthreeHnewHriskHlociHforHatopicH
dermatitisVHNaturebGeneticsTH2011THbbTHYfeUgZ 36.3 244

259 zinkageHofHasthmaHandHtotalHserumHwgsHconcentrationHtoHmarkersHonHchromosomeHYZqhHevidenceH
fromHofroUqaribbeanHandHqaucasianHpopulationsVHGenomicsTH1996THaeTHbYUcX 4.3 208

258 ueneticHinfluencesHonHhandednesshHdataHfromHZcTeaZHoustralianHandHrutchHtwinHfamiliesVH
NeuropsychologiaTH2009THbeTHaaXUe 3.2 205

257 uenomeUwideHassociationHstudyHidentifiesHthreeHnewHmelanomaHsusceptibilityHlociVHNaturebGeneticsTH
2011THbaTHYYXfUYa 36.3 203

256 qommonHvariantsHinHtheHtrichohyalinHgeneHareHassociatedHwithHstraightHhairHinHsuropeansVHAmericanb
JournalbofbHumanbGeneticsTH2009THfcTHecXUc 11 200
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255 wnteractiveHeffectsHofH{qYRHandH qoZHonHmelanomaHriskHphenotypesVHHumanbMolecularbGeneticsTH
2004THYaTHbbeUdY 5.6 199

254
oHmajorHquantitativeUtraitHlocusHforHmoleHdensityHisHlinkedHtoHtheHfamilialHmelanomaHgeneHqry}ZohHaH
maximumUlikelihoodHcombinedHlinkageHandHassociationHanalysisHinHtwinsHandHtheirHsibsVHAmericanb
JournalbofbHumanbGeneticsTH1999THdcTHbfaUgZ

11 193

253 {etaUanalysisHofHgenomeUwideHassociationHstudiesHidentifiesHtenHlociHinfluencingHallergicH
sensitizationVHNaturebGeneticsTH2013THbcTHgXZUgXd 36.3 191

252 qommonHsequenceHvariantsHonHZXqYYVZZHconferHmelanomaHsusceptibilityVHNaturebGeneticsTH2008THbXTHfafUbX36.3 188

251 uenomeUwideHassociationHstudyHidentifiesHvariantsHatHgpZYHandHZZqYaHassociatedHwithHdevelopmentH
ofHcutaneousHneviVHNaturebGeneticsTH2009THbYTHgYcUg 36.3 186

250 }aturalHselectionHandHquantitativeHgeneticsHofHlifeUhistoryHtraitsHinHWesternHwomenhHaHtwinHstudyVH
Evolution;bInternationalbJournalbofbOrganicbEvolutionTH2001THccTHbZaUac 3.8 186

249 oHthreeUsingleUnucleotideHpolymorphismHhaplotypeHinHintronHYHofH qoZHexplainsHmostHhumanH
eyeUcolorHvariationVHAmericanbJournalbofbHumanbGeneticsTH2007THfXTHZbYUcZ 11 174

248
uenomewideHlinkageHstudyHinHYTYedHaffectedHsisterHpairHfamiliesHidentifiesHaHsignificantH
susceptibilityHlocusHforHendometriosisHonHchromosomeHYXqZdVHAmericanbJournalbofbHumanbGeneticsTH
2005THeeTHadcUed

11 173

247 qry}ZoHvariantsHinHaHpopulationUbasedHsampleHofHQueenslandHfamiliesHwithHmelanomaVHJournalbofb
thebNationalbCancerbInstituteTH1999THgYTHbbdUcZ 9.7 165

246 uenomeUwideHassociationHstudyHidentifiesHnovelHlociHpredisposingHtoHcutaneousHmelanomaVHHumanb
MolecularbGeneticsTH2011THZXTHcXYZUZa 5.6 164

245 uenomeUwideHmetaUanalysisHidentifiesHfiveHnewHsusceptibilityHlociHforHcutaneousHmalignantH
melanomaVHNaturebGeneticsTH2015THbeTHgfeUggc 36.3 162

244 PsoriasisHinHoustralianHtwinsVHJournalbofbthebAmericanbAcademybofbDermatologyTH1993THZgTHbZfUab 4.5 161

243 sffectsHofHvtsHqZfZYHandHvdarHpolymorphismsHandHpolygenicHbackgroundHonHironHstoresHinHaHlargeH
communityHsampleHofHtwinsVHAmericanbJournalbofbHumanbGeneticsTH2000THddTHYZbdUcf 11 160

242 sxploringHtheHassociationHbetweenHsevereHrespiratoryHsyncytialHvirusHinfectionHandHasthmahHaH
registryUbasedHtwinHstudyVHAmericanbJournalbofbRespiratorybandbCriticalbCarebMedicineTH2009THYegTHYXgYUe 10.2 146

241 {ultipleHpigmentationHgeneHpolymorphismsHaccountHforHaHsubstantialHproportionHofHriskHofH
cutaneousHmalignantHmelanomaVHJournalbofbInvestigativebDermatologyTH2010THYaXTHcZXUf 4.3 144

240 uenomeUwideHassociationHanalysisHidentifiesHYYHriskHvariantsHassociatedHwithHtheHasthmaHwithHhayH
feverHphenotypeVHJournalbofbAllergybandbClinicalbImmunologyTH2014THYaaTHYcdbUeY 11.5 143

239 ReceptorHfunctionTHdominantHnegativeHactivityHandHphenotypeHcorrelationsHforH{qYRHvariantHallelesVH
HumanbMolecularbGeneticsTH2007THYdTHZZbgUdX 5.6 141

238 uenomeUwideHassociationHstudyHtoHidentifyHgeneticHdeterminantsHofHsevereHasthmaVHThoraxTH2012TH
deTHedZUf 7.3 139
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237 {elanocortinUYHreceptorHgenotypeHisHaHriskHfactorHforHbasalHandHsquamousHcellHcarcinomaVHJournalbofb
InvestigativebDermatologyTH2001THYYdTHZZbUg 4.3 137

236 rigitalHquantificationHofHhumanHeyeHcolorHhighlightsHgeneticHassociationHofHthreeHnewHlociVHPLoSb
GeneticsTH2010THdTHeYXXXgab 6 135

235 uenomeUwideHassociationHstudyHidentifiesHaHnewHmelanomaHsusceptibilityHlocusHatHYqZYVaVHNatureb
GeneticsTH2011THbaTHYYYbUf 36.3 126

234 vumanHpigmentationHgenesHunderHenvironmentalHselectionVHGenomebBiologyTH2012THYaTHZbf 18.3 120

233 wncreasedHr}oHmethylationHatHtheHoXw}YHgeneHinHaHmonozygoticHtwinHfromHaHpairHdiscordantHforHaH
caudalHduplicationHanomalyVHAmericanbJournalbofbHumanbGeneticsTH2006THegTHYccUdZ 11 116

232 }ovelHvariantsHinHgrowthHdifferentiationHfactorHgHinHmothersHofHdizygoticHtwinsVHJournalbofbClinicalb
EndocrinologybandbMetabolismTH2006THgYTHbeYaUd 5.6 110

231
opplicationHofHtransmissionHdisequilibriumHtestsHtoHnonsyndromicHoralHcleftshHincludingHcandidateH
genesHandHenvironmentalHexposuresHinHtheHmodelsVHAmericanbJournalbofbMedicalbGeneticsbPartbATH
1997THeaTHaaeUbb

108

230 {etaUanalysisHidentifiesHsevenHsusceptibilityHlociHinvolvedHinHtheHatopicHmarchVHNatureb
CommunicationsTH2015THdTHffXb 17.4 105

229 ueneticHassociationHandHcellularHfunctionHofH{qYRHvariantHallelesHinHhumanHpigmentationVHAnnalsbofb
thebNewbYorkbAcademybofbSciencesTH2003THggbTHabfUcf 6.5 104

228 wRtbHvariantsHhaveHageUspecificHeffectsHonHnevusHcountHandHpredisposeHtoHmelanomaVHAmericanb
JournalbofbHumanbGeneticsTH2010THfeTHdUYd 11 100

227 zatentHclassHandHgeneticHanalysisHdoesHnotHsupportHmigraineHwithHauraHandHmigraineHwithoutHauraHasH
separateHentitiesVHGeneticbEpidemiologyTH2004THZdTHZaYUbb 2.6 99

226 ueneticsHofHskinHcolorHvariationHinHsuropeanshHgenomeUwideHassociationHstudiesHwithHfunctionalH
followUupVHHumanbGeneticsTH2015THYabTHfZaUac 6.3 97

225 svidenceHforHlinkageHofHchromosomeHYZqYcUqZbVYHmarkersHtoHhighHtotalHserumHwgsHconcentrationsHinH
childrenHofHtheHuermanH{ulticenterHollergyHStudyVHGenomicsTH1997THbdTHYcgUdZ 4.3 97

224 ossociationHbetweenH R{rzaTHwzYRzYHandHaHdeletionHonHchromosomeHYeqZYHwithHasthmaHriskHinH
oustraliaVHEuropeanbJournalbofbHumanbGeneticsTH2011THYgTHbcfUdb 5.3 92

223 TheHroleHofHmelanocortinUYHreceptorHpolymorphismHinHskinHcancerHriskHphenotypesVHPigmentbCellbhb
MelanomabResearchTH2003THYdTHZddUeZ 90

222 uenomeUwideHassociationHstudiesHofHasthmaHinHpopulationUbasedHcohortsHconfirmHknownHandH
suggestedHlociHandHidentifyHanHadditionalHassociationHnearHvzoVHPLoSbONETH2012THeTHebbXXf 3.7 89

221 oHgenomeHscanHforHeyeHcolorHinHcXZHtwinHfamilieshHmostHvariationHisHdueHtoHaHQTzHonHchromosomeH
YcqVHTwinbResearchbandbHumanbGeneticsTH2004THeTHYgeUZYX 88

220 wnferringHtheHdirectionHofHcausationHinHcrossUsectionalHtwinHdatahHtheoreticalHandHempiricalH
considerationsVHGeneticbEpidemiologyTH1994THYYTHbfaUcXZ 2.6 88
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219 onalysisHofHculturedHhumanHmelanocytesHbasedHonHpolymorphismsHwithinHtheHSzqbcoZW{oTPTH
SzqZbocW}qyXcTHandH qoZWPHlociVHJournalbofbInvestigativebDermatologyTH2009THYZgTHagZUbXc 4.3 84

218  ppositeHeffectsHofHandrogenHreceptorHqouHrepeatHlengthHonHincreasedHriskHofHleftUhandednessHinH
malesHandHfemalesVHBehaviorbGeneticsTH2005THacTHeacUbb 3.2 83

217 {aternalHqigaretteHSmokingHandH ralHqleftshHoH{etaUanalysisVHCleftbPalatepCraniofacialbJournalTH1997
THabTHZXdUZYX 1.9 82

216 ossociationHofH{qYRHvariantsHandHhostHphenotypesHwithHmelanomaHriskHinHqry}ZoHmutationH
carriershHaHueno{szHstudyVHJournalbofbthebNationalbCancerbInstituteTH2010THYXZTHYcdfUfa 9.7 81

215 oHhaplotypeHspanningHywooXaYgHandHTTRoPHisHassociatedHwithHnormalHvariationHinHreadingHandH
spellingHabilityVHBiologicalbPsychiatryTH2007THdZTHfYYUe 7.9 79

214
ueneticHregulationHofHrermatophagoidesHpteronyssinusUspecificHwgsHresponsivenesshHaH
genomeUwideHmultipointHlinkageHanalysisHinHfamiliesHrecruitedHthroughHZHasthmaticHsibsVH
qollaborativeHStudyHonHtheHueneticsHofHosthmaHPqSuoQVHJournalbofbAllergybandbClinicalbImmunologyTH
1998THYXZTHbadUbZ

11.5 79

213 oHgenomewideHsearchHforHtypeHZHdiabetesUsusceptibilityHgenesHinHindigenousHoustraliansVHAmericanb
JournalbofbHumanbGeneticsTH2002THeXTHabgUce 11 78

212 renseHmappingHofHchromosomeHYZqYaVYZUqZaVaHandHlinkageHtoHasthmaHandHatopyVHJournalbofbAllergyb
andbClinicalbImmunologyTH1999THYXbTHbfcUgY 11.5 74

211 tamilialHhyperaldosteronismHtypeHwwHisHlinkedHtoHtheHchromosomeHepZZHregionHbutHalsoHshowsH
predictedHheterogeneityVHJournalbofbHypertensionTH2005THZaTHYbeeUfb 1.9 72

210 turtherHevidenceHforHlinkageHofHfamilialHhyperaldosteronismHtypeHwwHatHchromosomeHepZZHinHwtalianH
asHwellHasHoustralianHandHSouthHomericanHfamiliesVHJournalbofbHypertensionTH2008THZdTHYceeUfZ 1.9 71

209 }ovelHsusceptibilityHgeneHforHlateUonsetH}wrr{HisHlocalizedHtoHhumanHchromosomeHYZqVHDiabetesTH
1998THbeTHYegaUd 0.9 69

208 zinkageHofHPagetHdiseaseHofHboneHtoHaHnovelHregionHonHhumanHchromosomeHYfqZaVHAmericanb
JournalbofbHumanbGeneticsTH2002THeXTHcYeUZc 11 68

207 oHgenomeUwideHscanHforHnaevusHcounthHlinkageHtoHqry}ZoHandHtoHotherHchromosomeHregionsVH
EuropeanbJournalbofbHumanbGeneticsTH2007THYcTHgbUYXZ 5.3 67

206 ueneticHandHenvironmentalHriskHfactorsHforHasthmahHaHcotwinUcontrolHstudyVHAmericanbJournalbofb
RespiratorybandbCriticalbCarebMedicineTH1998THYceTHfbXUc 10.2 67

205 ottentionHdeficitHhyperactivityHdisorderHinHoustralianHadultshHprevalenceTHpersistenceTHconductH
problemsHandHdisadvantageVHPLoSbONETH2012THeTHebebXb 3.7 67

204 RedHhairHisHtheHnullHphenotypeHofH{qYRVHHumanbMutationTH2008THZgTHsffUgb 4.7 64

203 oHdeletionHmutationHinHurtgHinHsistersHwithHspontaneousHrZHtwinsVHTwinbResearchbandbHumanb
GeneticsTH2004THeTHcbfUcc 64

202 ueneticHcontrolHofHtheHrenalHclearanceHofHuratehHaHstudyHofHtwinsVHAnnalsbofbthebRheumaticbDiseasesTH
1992THcYTHaecUe 2.4 63
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201 vandednessHinHTwinshHxointHonalysisHofHrataHtromHacHSamplesVHTwinbResearchbandbHumanbGeneticsTH
2006THgTHbdUca 2.2 62

200
ueneticHinfluencesHofHchromosomesHcqaYUqaaHandHYYqYaHonHspecificHwgsHresponsivenessHtoHcommonH
inhaledHallergensHamongHofricanHomericanHfamiliesVHqollaborativeHStudyHonHtheHueneticsHofHosthmaH
PqSuoQVHJournalbofbAllergybandbClinicalbImmunologyTH1998THYXZTHbbgUca

11.5 62

199 uenomeUwideHassociationHmetaUanalysisHofHindividualsHofHsuropeanHancestryHidentifiesHnewHlociH
explainingHaHsubstantialHfractionHofHhairHcolorHvariationHandHheritabilityVHNaturebGeneticsTH2018THcXTHdcZUdcd36.3 59

198
qharacterizationHofHtwoHpolymorphismsHinHtheHleukotrieneHqbHsynthaseHgeneHinHanHoustralianH
populationHofHsubjectsHwithHmildTHmoderateTHandHsevereHasthmaVHJournalbofbAllergybandbClinicalb
ImmunologyTH2004THYYaTHffgUgc

11.5 56

197 sstimationHofHvarianceHcomponentsHforHageHatHmenarcheHinHtwinHfamiliesVHBehaviorbGeneticsTH2007TH
aeTHddfUee 3.2 55

196 wdentificationHofHSQST{YHmutationsHinHfamilialHPagetOsHdiseaseHinHoustralianHpedigreesVHBoneTH2004TH
acTHZeeUfZ 4.7 54

195 oro{aaHhaplotypesHareHassociatedHwithHasthmaHinHaHlargeHoustralianHpopulationVHEuropeanbJournalb
ofbHumanbGeneticsTH2006THYbTHYXZeUad 5.3 53

194 uenomeUwideHassociationHstudyHinHYedTdefHsuropeansHrevealsHgeneticHlociHforHtanningHresponseHtoH
sunHexposureVHNaturebCommunicationsTH2018THgTHYdfb 17.4 51

193 qqRcUreltaaZHmutationHisHstronglyHassociatedHwithHprimaryHsclerosingHcholangitisVHGenesbandb
ImmunityTH2004THcTHbbbUcX 4.4 51

192 ueneticHinfluenceHonHtheHageHatHonsetHofHasthmahHaHtwinHstudyVHJournalbofbAllergybandbClinicalb
ImmunologyTH2010THYZdTHdZdUaX 11.5 50

191 PhenotypicHcharacterizationHofHnevusHandHtumorHpatternsHinH{wTtHsaYfyHmutationHcarrierH
melanomaHpatientsVHJournalbofbInvestigativebDermatologyTH2014THYabTHYbYUYbg 4.3 49

190 uWoSHfindingsHforHhumanHirisHpatternshHassociationsHwithHvariantsHinHgenesHthatHinfluenceHnormalH
neuronalHpatternHdevelopmentVHAmericanbJournalbofbHumanbGeneticsTH2011THfgTHaabUba 11 47

189 veterogeneityHofHmelanomaHriskHinHfamiliesHofHmelanomaHpatientsVHAmericanbJournalbofb
EpidemiologyTH1994THYbXTHgdYUea 3.8 47

188 }ovelHpleiotropicHriskHlociHforHmelanomaHandHnevusHdensityHimplicateHmultipleHbiologicalHpathwaysVH
NaturebCommunicationsTH2018THgTHbeeb 17.4 47

187 uenomeUwideHassociationHstudyHofHinattentionHandHhyperactivityUimpulsivityHmeasuredHasH
quantitativeHtraitsVHTwinbResearchbandbHumanbGeneticsTH2013THYdTHcdXUeb 2.2 46

186 TheHsPoSYHgeneHinfluencesHtheHaerobicUanaerobicHcontributionHinHeliteHenduranceHathletesVHHumanb
GeneticsTH2005THYYfTHbYdUZa 6.3 45

185 TheHqrYbHqUYcgTHpolymorphismHisHnotHassociatedHwithHasthmaHorHasthmaHseverityHinHanHoustralianH
adultHpopulationVHThoraxTH2005THdXTHZYYUb 7.3 45

184 {etaUanalysisHofHZXHgenomeUwideHlinkageHstudiesHevidencedHnewHregionsHlinkedHtoHasthmaHandH
atopyVHEuropeanbJournalbofbHumanbGeneticsTH2010THYfTHeXXUd 5.3 44
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183 onyHproportionHofHductalHadenocarcinomaHinHradicalHprostatectomyHspecimensHpredictsH
extraprostaticHextensionVHHumanbPathologyTH2010THbYTHZfYUc 3.7 44

182 sffectHofHtheHpr}tHVYdd{HpolymorphismHonHworkingHmemoryHinHhealthyHadolescentsVHGenesobBrainb
andbBehaviorTH2007THdTHZdXUf 3.6 43

181 svaluationHofHcandidateHstromalHepithelialHcrossUtalkHgenesHidentifiesHassociationHbetweenHriskHofH
serousHovarianHcancerHandHTsRTTHaHcancerHsusceptibilityHJhotUspotJVHPLoSbGeneticsTH2010THdTHeYXXYXYd 6 42

180 oHnovelHtissueHinhibitorHofHmetalloproteinaseUYHPTw{PUYQHpolymorphismHassociatedHwithHasthmaHinH
oustralianHwomenVHThoraxTH2005THdXTHdZaUf 7.3 41

179 veadH{otionHandHwnattentionWvyperactivityHShareHqommonHueneticHwnfluenceshHwmplicationsHforH
f{RwHStudiesHofHorvrVHPLoSbONETH2016THYYTHeXYbdZeY 3.7 41

178 RheumatoidHarthritisHinHtwinshHaHstudyHofHaetiopathogenesisHbasedHonHtheHoustralianHTwinHRegistryVH
AnnalsbofbthebRheumaticbDiseasesTH1992THcYTHcffUga 2.4 40

177 uenomeUwideHassociationHmetaUanalysesHcombiningHmultipleHriskHphenotypesHprovideHinsightsHintoH
theHgeneticHarchitectureHofHcutaneousHmelanomaHsusceptibilityVHNaturebGeneticsTH2020THcZTHbgbUcXb 36.3 39

176 TheHprognosticHsignificanceHofHtheHZXYbHwnternationalHSocietyHofHUrologicalHPathologyHPwSUPQH
gradingHsystemHforHprostateHcancerVHPathologyTH2015THbeTHcYcUg 1.6 39

175 TheHandrogenHreceptorHqouHrepeatHpolymorphismHandHmodificationHofHbreastHcancerHriskHinHpRqoYH
andHpRqoZHmutationHcarriersVHBreastbCancerbResearchTH2005THeTHRYedUfa 8.3 39

174 spidermalHgrowthHfactorHgeneHPsutQHpolymorphismHandHriskHofHmelanocyticHneoplasiaVHJournalbofb
InvestigativebDermatologyTH2004THYZaTHedXUZ 4.3 39

173
tirstHallUinUoneHdiagnosticHtoolHforHr}oHintelligencehHgenomeUwideHinferenceHofHbiogeographicH
ancestryTHappearanceTHrelatednessTHandHsexHwithHtheHwdentitasHvYHtorensicHqhipVHInternationalbJournalb
ofbLegalbMedicineTH2013THYZeTHccgUeZ

3.1 38

172 wdentificationHofHaHmelanomaHsusceptibilityHlocusHandHsomaticHmutationHinHTsTZVHCarcinogenesisTH
2014THacTHZXgeUYXY 4.6 38

171 {etaUanalysisHcombiningHnewHandHexistingHdataHsetsHconfirmsHthatHtheHTsRTUqzPT{YzHlocusH
influencesHmelanomaHriskVHJournalbofbInvestigativebDermatologyTH2012THYaZTHbfcUe 4.3 38

170
TheHQueenslandHStudyHofH{elanomahHenvironmentalHandHgeneticHassociationsHPQU{suoQiHstudyH
designTHbaselineHcharacteristicsTHandHrepeatabilityHofHphenotypeHandHsunHexposureHmeasuresVHTwinb
ResearchbandbHumanbGeneticsTH2008THYYTHYfaUgd

2.2 38

169
RobustHestimationHofHexperimentwiseHPHvaluesHappliedHtoHaHgenomeHscanHofHmultipleHasthmaHtraitsH
identifiesHaHnewHregionHofHsignificantHlinkageHonHchromosomeHZXqYaVHAmericanbJournalbofbHumanb
GeneticsTH2005THeeTHYXecUfc

11 38

168 SexUzimitedHuenomeUWideHzinkageHScanHforHpodyH{assHwndexHinHanHUnselectedHSampleHofHgaaH
oustralianHTwinHtamiliesVHTwinbResearchbandbHumanbGeneticsTH2005THfTHdYdUdaZ 2.2 37

167 ueneticHandHenvironmentalHinfluencesHonHskinHpatternHdeteriorationVHJournalbofbInvestigativeb
DermatologyTH2005THYZcTHYYYgUZg 4.3 37

166 sxaminationHofHchromosomeHepZZHcandidateHgenesHRpayTHP{SZHandHu}oYZHinHfamilialH
hyperaldosteronismHtypeHwwVHClinicalbandbExperimentalbPharmacologybandbPhysiologyTH2008THacTHafXUc 3 36
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165 {utationsHinHtheHfollicleUstimulatingHhormoneHreceptorHandHfamilialHdizygoticHtwinningVHLancetobTheTH
2001THaceTHeeaUb 40 36

164  steoporosisHinHrheumatoidHarthritisVHoHmonozygoticHcoUtwinHcontrolHstudyVHArthritisbandb
RheumatismTH1995THafTHfXdUg 36

163 wnvestigationHofHtheHrelationshipHbetweenHsmokingHandHappendicitisHinHoustralianHtwinsVHAnnalsbofb
EpidemiologyTH2008THYfTHdaYUd 6.4 35

162 uenomeUwideHscanHofHwQHfindsHsignificantHlinkageHtoHaHquantitativeHtraitHlocusHonHZqVHBehaviorb
GeneticsTH2006THadTHbcUcc 3.2 35

161 vandednessHinHtwinshHjointHanalysisHofHdataHfromHacHsamplesVHTwinbResearchbandbHumanbGeneticsTH
2006THgTHbdUca 2.2 35

160 PolymorphismsHinHnevusUassociatedHgenesH{ToPTHPzoZudTHandHwRtbHandHtheHriskHofHinvasiveH
cutaneousHmelanomaVHTwinbResearchbandbHumanbGeneticsTH2011THYbTHbZZUaZ 2.2 34

159 uenomeUwideHassociationHstudyHidentifiesHbfHcommonHgeneticHvariantsHassociatedHwithHhandednessVH
NaturebHumanbBehaviourTH2021THcTHcgUeX 12.8 33

158 qellUtypeUspecificHeQTzHofHprimaryHmelanocytesHfacilitatesHidentificationHofHmelanomaHsusceptibilityH
genesVHGenomebResearchTH2018THZfTHYdZYUYdac 9.7 33

157 svidenceHofHgeneticHeffectsHonHbloodHleadHconcentrationVHEnvironmentalbHealthbPerspectivesTH2007TH
YYcTHYZZbUaX 8.4 31

156 ProgesteroneHreceptorHpolymorphismsHandHriskHofHbreastHcancerhHresultsHfromHtwoHoustralianHbreastH
cancerHstudiesVHBreastbCancerbResearchbandbTreatmentTH2008THYXgTHgYUg 4.4 31

155 uenomeUWideHossociationHShowsHthat´ PigmentationHuenesHPlayHaHRoleHinHSkin´ ogingVHJournalbofb
InvestigativebDermatologyTH2017THYaeTHYffeUYfgb 4.3 30

154 SpectrophotometricHmethodsHforHquantifyingHpigmentationHinHhumanHhairUinfluenceHofH{qYRH
genotypeHandHenvironmentVHPhotochemistrybandbPhotobiologyTH2008THfbTHeYgUZd 3.6 30

153 ossociationHbetweenHpolymorphismsHinHtheHprogesteroneHreceptorHgeneHandHendometriosisVH
MolecularbHumanbReproductionTH2005THYYTHdbYUe 4.4 30

152 ueneticsHandHueneUsnvironmentHwnteractionsHinHqhildhoodHandHodultH nsetHosthmaVHFrontiersbinb
PediatricsTH2019THeTHbgg 3.4 30

151 RiskHofHasthmaHinHadultHtwinsHwithHtypeHZHdiabetesHandHincreasedHbodyHmassHindexVHAllergy:bEuropeanb
JournalbofbAllergybandbClinicalbImmunologyTH2011THddTHcdZUf 9.3 29

150 VariationHinHboneHmorphogeneticHproteinHYcHisHnotHassociatedHwithHspontaneousHhumanHdizygoticH
twinningVHHumanbReproductionTH2008THZaTHZaeZUg 5.7 29

149 onHintegratedHgeneticHmapHforHlinkageHanalysisVHBehaviorbGeneticsTH2006THadTHbUd 3.2 28

148 oHgenomeHwideHlinkageHscanHforHdizygoticHtwinningHinHcZcHfamiliesHofHmothersHofHdizygoticHtwinsVH
HumanbReproductionTH2010THZcTHYcdgUfX 5.7 27
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147 vaplotypeHsharingHexcludesHcanineHorthologousHtilaggrinHlocusHinHatopyHinHWestHvighlandHWhiteH
TerriersVHAnimalbGeneticsTH2009THbXTHegaUb 2.5 27

146 SpecialHtwinHenvironmentsTHgeneticHinfluencesHandHtheirHeffectsHonHtheHhandednessHofHtwinsHandH
theirHsiblingsVHTwinbResearchbandbHumanbGeneticsTH2003THdTHYYgUaX 27

145
zinkageHanalysisHofHrermatophagoidesHpteronyssinusUspecificHwgsHresponsivenessHwithHpolymorphicH
markersHonHchromosomeHdpZYHPvzoUrHregionQHinHqaucasianHfamiliesHbyHtheH
transmissionWdisequilibriumHtestVHqollaborativeHStudyHonHtheHueneticsHofHosthmaHPqSuoQVHJournalbofb
AllergybandbClinicalbImmunologyTH1998THYXZTHbbaUf

11.5 27

144 {olecularHanalysisHofHcommonHpolymorphismsHwithinHtheHhumanHTyrosinaseHlocusHandHgeneticH
associationHwithHpigmentationHtraitsVHPigmentbCellbandbMelanomabResearchTH2014THZeTHccZUdb 4.5 26

143 SkewedHXHchromosomeHinactivationHandHbreastHandHovarianHcancerHstatushHevidenceHforHXUlinkedH
modifiersHofHpRqoYVHJournalbofbthebNationalbCancerbInstituteTH2008THYXXTHYcYgUZg 9.7 26

142 oHfunctionalHpolymorphismHinHtheHpromoterHregionHofHtheHcyclooxygenaseUZHgeneHisHnotHassociatedH
withHasthmaHandHatopyHinHanHoustralianHpopulationVHClinicalbandbExperimentalbAllergyTH2004THabTHYeYbUf 4.1 26

141 tamilialHPagetOsHdiseaseHofHbonehHnonlinkageHtoHtheHPrpYHandHPrpZHlociHonHchromosomesHdpHandH
YfqHinHaHlargeHpedigreeVHJournalbofbBonebandbMineralbResearchTH2001THYdTHaaUf 6.3 26

140 oHnewHregulatoryHvariantHinHtheHinterleukinUdHreceptorHgeneHassociatesHwithHasthmaHriskVHGenesbandb
ImmunityTH2013THYbTHbbYUd 4.4 25

139 oHstudyHofHdiabetesHmellitusHwithinHaHlargeHsampleHofHoustralianHtwinsVHTwinbResearchbandbHumanb
GeneticsTH2008THYYTHZfUbX 2.2 25

138 RiskHfactorsHforHasthmaHinHyoungHadultshHaHcoUtwinHcontrolHstudyVHAllergy:bEuropeanbJournalbofbAllergyb
andbClinicalbImmunologyTH2006THdYTHZZgUaa 9.3 25

137 {ajorHquantitativeHtraitHlocusHforHeosinophilHcountHisHlocatedHonHchromosomeHZqVHJournalbofbAllergyb
andbClinicalbImmunologyTH2004THYYbTHfZdUaX 11.5 25

136 VariationHinHolcoholHPharmacokineticsHasHaHRiskHtactorHforHolcoholHrependenceVHAlcoholism:bClinicalb
andbExperimentalbResearchTH2001THZcTHYZceUYZda 3.7 24

135 oHpopulationUbasedHstudyHofHoustralianHtwinsHwithHmelanomaHsuggestsHaHstrongHgeneticH
contributionHtoHliabilityVHJournalbofbInvestigativebDermatologyTH2009THYZgTHZZYYUg 4.3 23

134 SexUlimitedHgenomeUwideHlinkageHscanHforHbodyHmassHindexHinHanHunselectedHsampleHofHgaaH
oustralianHtwinHfamiliesVHTwinbResearchbandbHumanbGeneticsTH2005THfTHdYdUaZ 2.2 23

133
VarianceHcomponentsHanalysesHofHmultipleHasthmaHtraitsHinHaHlargeHsampleHofHoustralianHfamiliesH
ascertainedHthroughHaHtwinHprobandVHAllergy:bEuropeanbJournalbofbAllergybandbClinicalbImmunologyTH
2006THdYTHZbcUca

9.3 22

132 oHmajorHquantitativeHtraitHlocusHforHqrbUqrfHratioHisHlocatedHonHchromosomeHYYVHGenesbandb
ImmunityTH2004THcTHcbfUcZ 4.4 22

131 qyclooxygenaseUYHgeneHpolymorphismsHinHpatientsHwithHdifferentHasthmaHphenotypesHandHatopyVH
EuropeanbRespiratorybJournalTH2005THZdTHZbgUcd 13.6 22

130 RelationshipHbetweenHtypeHYHdiabetesHandHatopicHdiseasesHinHaHtwinHpopulationVHAllergy:bEuropeanb
JournalbofbAllergybandbClinicalbImmunologyTH2011THddTHdbcUe 9.3 21

(2011-2009)
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129 vighHallergenUspecificHserumHimmunoglobulinHsHlevelsHinHnonatopicHWestHvighlandHwhiteHterriersVH
VeterinarybDermatologyTH2011THZZTHZceUdd 1.8 21

128 pRotHpolymorphismsHandHriskHofHmelanocyticHneoplasiaVHJournalbofbInvestigativebDermatologyTH2005TH
YZcTHYZcZUf 4.3 21

127
ueneticHtimeUseriesHanalysisHidentifiesHaHmajorHQTzHforHinHvivoHalcoholHmetabolismHnotHpredictedHbyH
inHvitroHstudiesHofHstructuralHproteinHpolymorphismHatHtheHorvYpHorHorvYqHlociVHBehaviorbGeneticsTH
2005THacTHcXgUZb

3.2 21

126 qysteinylHzeukotrienesHPathwayHuenesTHotopicHosthmaHandHrrugHResponsehHtromHPopulationH
wsolatesHtoHzargeHuenomeUWideHossociationHStudiesVHFrontiersbinbPharmacologyTH2016THeTHZgg 5.6 21

125 otopicHdermatitisHinHWestHvighlandHwhiteHterriersHisHassociatedHwithHaHYVaU{bHregionHonHqtoHYeVH
ImmunogeneticsTH2012THdbTHZXgUYe 3.2 20

124 VariationHinHp{PRYpTHTutRpYHandHp{PRZHandHcontrolHofHdizygoticHtwinningVHTwinbResearchbandb
HumanbGeneticsTH2011THYbTHbXfUYd 2.2 19

123 zinkageHandHassociationHanalysisHofHspectrophotometricallyHquantifiedHhairHcolorHinHoustralianH
adolescentshHtheHeffectHofH qoZHandHvsRqZVHJournalbofbInvestigativebDermatologyTH2008THYZfTHZfXeUYb 4.3 19

122 qyclooxygenaseUZHgeneHpolymorphismsHinHanHoustralianHpopulationhHassociationHofHtheHUYYgcuHlHoH
promoterHpolymorphismHwithHmildHasthmaVHClinicalbandbExperimentalbAllergyTH2008THafTHgYaUZX 4.1 19

121 TheHvalueHofHrelativesHwithHphenotypesHbutHmissingHgenotypesHinHassociationHstudiesHforH
quantitativeHtraitsVHGeneticbEpidemiologyTH2006THaXTHaXUd 2.6 19

120 ueneticHdeterminantsHofHdiabetesHareHsimilarlyHassociatedHwithHotherHimmuneUmediatedHdiseasesVH
CurrentbOpinionbinbAllergybandbClinicalbImmunologyTH2007THeTHbdfUeb 3.3 19

119 rizygoticHtwinningHisHnotHlinkedHtoHvariationHatHtheHalphaUinhibinHlocusHonHhumanHchromosomeHZVH
JournalbofbClinicalbEndocrinologybandbMetabolismTH2000THfcTHaagYUc 5.6 19

118 rizygoticHTwinningHwsH}otHzinkedHtoHVariationHatHtheH´ UwnhibinHzocusHonHvumanHqhromosomeHZVH
JournalbofbClinicalbEndocrinologybandbMetabolismTH2000THfcTHaagYUaagc 5.6 19

117 wmmunoblottingHanalysisHofHtwinHseraHprovidesHevidenceHforHlimitedHgeneticHcontrolHofHspecificHwgsH
toHhouseHdustHmiteHallergensVHJournalbofbAllergybandbClinicalbImmunologyTH1998THYXYTHbgYUe 11.5 18

116 {ultivariateHQTzHlinkageHanalysisHsuggestsHaHQTzHforHplateletHcountHonHchromosomeHYgqVHEuropeanb
JournalbofbHumanbGeneticsTH2004THYZTHfacUbZ 5.3 17

115 vumanHtwinningHisHnotHlinkedHtoHtheHregionHofHchromosomeHbHsyntenicHwithHtheHsheepHtwinningH
geneHtecpVHAmericanbJournalbofbMedicalbGeneticsbPartbATH2001THYXXTHYfZUd 17

114 TwinHstudiesHinHmedicalHresearchVHLancetobTheTH1993THabYTHYbYfUYbYg 40 17

113 PathwayUbasedHanalysisHofHaHmelanomaHgenomeUwideHassociationHstudyhHanalysisHofHgenesHrelatedHtoH
tumourUimmunosuppressionVHPLoSbONETH2011THdTHeZgbcY 3.7 16

112
UnexpectedlyHsevereHacuteHradiotherapyHsideHeffectsHareHassociatedHwithHsingleHnucleotideH
polymorphismsHofHtheHmelanocortinUYHreceptorVHInternationalbJournalbofbRadiationbOncologybBiologyb
PhysicsTH2010THeeTHYbfdUgZ

4 16
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111 vighHnaevusHcountHandH{qYRHredHhairHallelesHcontributeHsynergisticallyHtoHincreasedHmelanomaHriskVH
BritishbJournalbofbDermatologyTH2019THYfYTHYXXgUYXYd 4 15

110 rizygoticHtwinningHisHnotHassociatedHwithHmethylenetetrahydrofolateHreductaseHhaplotypesVHHumanb
ReproductionTH2003THYfTHZbdXUb 5.7 15

109 oHpolymorphismHinHtheHpromoterHregionHofHtheHhumanHinterleukinUYdHgeneHisHnotHassociatedHwithH
asthmaHorHatopyHinHanHoustralianHpopulationVHClinicalbandbExperimentalbAllergyTH2005THacTHaZeUaY 4.1 15

108 oHsimulationHstudyHconcerningHtheHeffectHofHvaryingHtheHresidualHphenotypicHcorrelationHonHtheH
powerHofHbivariateHquantitativeHtraitHlociHlinkageHanalysisVHBehaviorbGeneticsTH2004THabTHYacUbY 3.2 14

107 otopyHinHoustraliaVHNaturebGeneticsTH1995THYXTHZdX 36.3 14

106 ossociationHandHinteractionHanalysesHofHeightHgenesHunderHasthmaHlinkageHpeaksVHAllergy:bEuropeanb
JournalbofbAllergybandbClinicalbImmunologyTH2009THdbTHYdZaUf 9.3 13

105 RapidHscreeningHofHbXXXHindividualsHforHgermUlineHvariationsHinHtheHpRotHgeneVHClinicalbChemistryTH
2006THcZTHYdecUf 5.5 13

104 wdentificationHofHfamiliesHwithHcorticalHzewyHbodyHdiseaseVHAmericanbJournalbofbMedicalbGeneticsbPartb
ATH2004THYZfpTHYYfUZZ 13

103 }oTURozHSszsqTw }Ho}rHQUo}TwToTwVsHus}sTwqSH tHzwtsUvwST RYHTRowTSHw}HWsSTsR}H
W {s}hHoHTWw}HSTUrYVHEvolution;bInternationalbJournalbofbOrganicbEvolutionTH2001THccTHbZa 3.8 13

102 wrisHpigmentedHlesionsHasHaHmarkerHofHcutaneousHmelanomaHriskhHanHoustralianHcaseUcontrolHstudyVH
BritishbJournalbofbDermatologyTH2018THYefTHYYYgUYYZe 4 12

101 ReportHofHsndometrialHqancerHinHoustralianHpRqoYHandHpRqoZHmutationUpositiveHtamiliesVHTwinb
ResearchbandbHumanbGeneticsTH2011THYbTHYYYUf 2.2 12

100 }oHevidenceHforHcodingHregionHmutationsHinHtheHretinoblastomaUassociatedHyruppelUassociatedHboxH
proteinHgeneHPRpayQHcausingHfamilialHhyperaldosteronismHtypeHwwVHClinicalbEndocrinologyTH2006THdcTHfZgUaY3.4 12

99 wprHsharingHaroundHtheHPPoRuHlocusHisHnotHincreasedHinHdizygoticHtwinsHorHtheirHmothersVHNatureb
GeneticsTH2001THZfTHaYc 36.3 12

98 veritabilityHofHnaevusHpatternsHinHanHadultHtwinHcohortHfromHtheHprisbaneHTwinHRegistryhHaH
crossUsectionalHstudyVHBritishbJournalbofbDermatologyTH2016THYebTHacdUda 4 12

97 PTP}ZZHpolymorphismsHmayHindicateHaHroleHforHthisHgeneHinHatopicHdermatitisHinHWestHvighlandH
whiteHterriersVHBMCbResearchbNotesTH2011THbTHceY 2.3 11

96 wsHfragileHXHsyndromeHaHriskHfactorHforHdizygoticHtwinningmVHAmericanbJournalbofbMedicalbGeneticsbPartb
ATH1997THeZTHZbcUd 11

95 PolymorphismsHinHtheHcUlipoxygenaseHactivatingHproteinHPoz XcoPQHgeneHareHnotHassociatedHwithH
asthmaHinHanHoustralianHpopulationVHClinicalbandbExperimentalbAllergyTH2005THacTHaaZUf 4.1 11

94 zowerHrespiratoryHtractHsymptomsHinHQueenslandHschoolchildrenhHriskHfactorsHforHwheezeTHcoughHandH
diminishedHventilatoryHfunctionVHThoraxTH1993THbfTHYXZYUb 7.3 11

(1993-2019)
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93 uenomeUwideHassociationHstudyHinHalmostHYgcTXXXHindividualsHidentifiesHcXHpreviouslyHunidentifiedH
geneticHlociHforHeyeHcolorVHSciencebAdvancesTH2021THeTH 14.3 11

92 uenomeUWideHossociationHStudiesHwdentifyH{ultiple´ ueneticHzociHwnfluencingHsyebrowH
qolor´ VariationHinHsuropeansVHJournalbofbInvestigativebDermatologyTH2019THYagTHYdXYUYdXc 4.3 10

91 qontrastHeffectsHandHsexHinfluenceHmaternalHandHselfUreportHdimensionalHmeasuresHofH
attentionUdeficitHhyperactivityHdisorderVHBehaviorbGeneticsTH2015THbcTHacUcX 3.2 10

90 tamilialHaggregationHofHalbuminuriaHandHarterialHhypertensionHinHanHoboriginalHoustralianH
communityHandHtheHcontributionHofHvariantsHinHoqsHandHTPcaVHBMCbNephrologyTH2016THYeTHYfa 2.7 10

89 wgsHresponsivenessHtoHrermatophagoidesHfarinaeHinHWestHvighlandHwhiteHterrierHdogsHisHassociatedH
withHregionHonHqtoacVHJournalbofbHeredityTH2011THYXZHSupplHYTHSebUfX 2.4 10

88 uenomewideHscansHofHredHcellHindicesHsuggestHlinkageHonHchromosomeHdqZaVHJournalbofbMedicalb
GeneticsTH2007THbbTHZbUaX 5.8 10

87 zinkageHandHassociationHanalysisHofHradiationHdamageHrepairHgenesHXRqqaHandHXRqqcHwithHnevusH
densityHinHadolescentHtwinsVHTwinbResearchbandbHumanbGeneticsTH2003THdTHaYcUZY 10

86 oHpopulationUbasedHstudyHofHbronchialHasthmaHinHadultHtwinHpairsVHChestTH1992THYXZTHdcb 5.3 10

85 oHnonUsynonymousHmutationHinHtheHcanineHPkdYHgeneHisHassociatedHwithHautosomalHdominantH
polycysticHkidneyHdiseaseHinHpullHTerriersVHPLoSbONETH2011THdTHeZZbcc 3.7 10

84 uSTPYHdoesHnotHmodifyH{qYRHeffectsHonHmelanomaHriskVHExperimentalbDermatologyTH2017THZdTHeaXUeaa 4 9

83 wnvestigationHofHdiabetesHmellitusHinHpurmeseHcatsHasHanHinheritedHtraithHaHpreliminaryHstudyVHNewb
ZealandbVeterinarybJournalTH2013THdYTHacbUf 1.7 9

82 veritabilityHandHlinkageHanalysisHofHappendicitisHutilizingHageHatHonsetVHTwinbResearchbandbHumanb
GeneticsTH2009THYZTHYcXUe 2.2 9

81 }oHevidenceHthatHqry}YpHPpZeQHpolymorphismsHmodifyHbreastHcancerHriskHinHpRqoYHandHpRqoZH
mutationHcarriersVHBreastbCancerbResearchbandbTreatmentTH2009THYYcTHaXeUYa 4.4 9

80  cularHmelanomaHisHnotHassociatedHwithHqry}ZoHorH{qYRHvariantsUUaHpopulationUbasedHstudyVH
MelanomabResearchTH2003THYaTHbXgUYa 3.3 9

79 pRotHpolymorphismsHandHtheHriskHofHovarianHcancerHofHlowHmalignantHpotentialVHGynecologicb
OncologyTH2005THgeTHfXeUYZ 4.9 9

78 RealUtimeHPqRHquantificationHofHtheHcanineHfilaggrinHorthologueHinHtheHskinHofHatopicHandHnonUatopicH
dogshHaHpilotHstudyVHBMCbResearchbNotesTH2011THbTHccb 2.3 8

77 qharacterizationHofHtheHmethylationHpatternsHofH{SboZHinHatopicHcasesHandHcontrolsVHAllergy:b
EuropeanbJournalbofbAllergybandbClinicalbImmunologyTH2010THdcTHaaaUe 9.3 8

76 svidenceHforHtheHgeneticHcontrolHofHimmunoglobulinHsHreactivityHtoHtheHallergensHofHolternariaH
alternataVHClinicalbandbExperimentalbAllergyTH2002THaZTHYaYdUZZ 4.1 8
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75 O{indHyourH{olesOHstudyhHprotocolHofHaHprospectiveHcohortHstudyHofHmelanocyticHnaeviVHBMJbOpenTH
2018THfTHeXZcfce 3 8

74 sarlyHlifeHenvironmentalHpredictorsHofHasthmaHageUofUonsetVHImmunityobInflammationbandbDiseaseTH
2014THZTHYbYUcY 2.4 7

73 vzoHandHgenomewideHalleleHsharingHinHdizygoticHtwinsVHAmericanbJournalbofbHumanbGeneticsTH2006TH
egTHYXcZUf 11 7

72 oHsimpleHmethodHtoHlocaliseHpleiotropicHsusceptibilityHlociHusingHunivariateHlinkageHanalysesHofH
correlatedHtraitsVHEuropeanbJournalbofbHumanbGeneticsTH2006THYbTHgcaUdZ 5.3 7

71 zinkageHanalysesHofHeventUrelatedHpotentialHslowHwaveHphenotypesHrecordedHinHaHworkingHmemoryH
taskVHBehaviorbGeneticsTH2006THadTHZgUbb 3.2 7

70 vazardHandHdensityHestimationHfromHbivariateHcensoredHdataVHJournalbofbNonparametricbStatisticsTH
1998THYXTHdeUga 0.7 7

69 }oHcommonHmajorHgeneHforHapolipoproteinHoUwHandHvrzaUqHlevelshHevidenceHfromHbivariateH
segregationHanalysisVHGeneticbEpidemiologyTH1999THYdTHcbUdf 2.6 7

68 rirectionHofHcausationhHReplyHtoHcommentariesVHGeneticbEpidemiologyTH1994THYYTHbdaUbeZ 2.6 7

67 ScreeningHaHZHc{HgeneticHmapHforHallelicHassociationhHaHsimulatedHoligogenicHtraitVHGeneticb
EpidemiologyTH1995THYZTHcgcUdXX 2.6 7

66 RespiratoryHsymptomsHinHQueenslandHschoolchildrenhHanHassociationHbetweenHmonthHofHbirthHandH
respiratoryHillnessVHClinicalbandbExperimentalbAllergyTH1991THZYTHZaYUa 4.1 7

65 TheHinterplayHofHsunHdamageHandHgeneticHriskHinHoustralianHmultipleHandHsingleHprimaryHmelanomaH
casesHandHcontrolsVHBritishbJournalbofbDermatologyTH2020THYfaTHaceUadd 4 7

64 PhenotypicHandHgenotypicHanalysisHofHamelanoticHandHhypomelanoticHmelanomaHpatientsVHJournalbofb
thebEuropeanbAcademybofbDermatologybandbVenereologyTH2019THaaTHYXedUYXfa 4.6 6

63 PolymorphismsHinHtheHsyntaxinHYeHgeneHareHnotHassociatedHwithHhumanHcutaneousHmalignantH
melanomaVHMelanomabResearchTH2009THYgTHfXUd 3.3 6

62 SignificanceHofHminuteHfocusHofHadenocarcinomaHonHprostateHneedleHbiopsyVHUrologyTH2007THeXTHZggUaXZ 1.6 6

61 piometricalHgeneticHanalysisHofHtheHcotwinHcontrolHdesignVHBehaviorbGeneticsTH1994THZbTHabYUb 3.2 6

60 TypeHoHpersonalityHinHoustralianHtwinsVHBehaviorbGeneticsTH1994THZbTHbdgUec 3.2 6

59 wsHtheHgeneticsHofHmolinessHsimplyHtheHgeneticsHofHsunHexposuremHoHpathHanalysisHofHnevusHcountsH
andHriskHfactorsHinHpritishHtwinsVHCytogeneticbandbGenomebResearchTH1992THcgTHYgbUd 1.9 6

58 uenesHreterminingH}evusHqountHandHrermoscopicHoppearanceHinHoustralianH{elanomaHqasesHandH
qontrolsVHJournalbofbInvestigativebDermatologyTH2020THYbXTHbgfUcXYVeYe 4.3 6

(2020-2018)
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57 occuracyHofHwnferredHoP sHuenotypesHforHaHRangeHofHuenotypingHorraysHandHwmputationHReferenceH
PanelsVHJournalbofbAlzheimerisbDiseaseTH2018THdbTHbgUcb 4.3 5

56 TheHRelationshipHpetweenHPersonalityHandHSomaticHandHPsychologicalHristresshHoHqomparisonHofH
qhineseHandHoustralianHodolescentsVHBehaviorbGeneticsTH2018THbfTHaYcUaZZ 3.2 5

55 ossociationHstudyHofHcommonHmitochondrialHvariantsHandHcognitiveHabilityVHBehaviorbGeneticsTH2009TH
agTHcXbUYZ 3.2 5

54 qalculationHofHwprHprobabilitiesHwithHdenseHS}PHorHsequenceHdataVHGeneticbEpidemiologyTH2008THaZTHcYaUg 2.6 5

53 oHpsychometricHevaluationHofHtheHShortHwnterpersonalHReactionsHwnventoryHPSwRwQHinHanHoustralianH
twinHsampleVHPersonalitybandbIndividualbDifferencesTH1995THYfTHaXeUaZX 3.3 5

52 uermlineHandHsomaticHalbinismHvariantsHinHamelanoticWhypomelanoticHmelanomahHwncreasedHcarriageH
ofHTYRHandH qoZHvariantsVHPLoSbONETH2020THYcTHeXZafcZg 3.7 5

51 SpecialHTwinHsnvironmentsTHueneticHwnfluencesHandHtheirHsffectsHonHtheHvandednessHofHTwinsHandH
theirHSiblings 5

50 TertiaryHuleasonHpatternHcHonHneedleHbiopsyHpredictsHgreaterHtumourHvolumeHonHradicalH
prostatectomyVHPathologyTH2011THbaTHdgaUd 1.6 4

49 zinkageHconfirmsHcanineHpkdYHorthologueHasHaHcandidateHforHbullHterrierHpolycysticHkidneyHdiseaseVH
AnimalbGeneticsTH2009THbXTHcbaUd 2.5 4

48 RiskHfactorsHforHatherosclerosisHinHtwinsVHGeneticbEpidemiologyTH1993THYXTHcceUdZ 2.6 4

47 wncreasingHtheHresponseHrateHtoHaHmailedHquestionnaireHbyHincludingHmoreHstampsHonHtheHreturnH
envelopehHaHcotwinHcontrolHstudyVHTwinbResearchbandbHumanbGeneticsTH2001THbTHeYUZ 4

46 oHuenomeHScanHforHsyeHqolorHinHcXZHTwinHtamilieshH{ostHVariationHisHdueHtoHaHQTzHonHqhromosomeHYcq 4

45 ueneticsHofHsyeHqolourH2015THYUg 3

44 tamilyUbasedHmitochondrialHassociationHstudyHofHtraitsHrelatedHtoHtypeHZHdiabetesHandHtheHmetabolicH
syndromeHinHadolescentsVHDiabetologiaTH2009THcZTHZacgUZadf 10.3 3

43 {utationsHatHyq}QYHandHanHunknownHlocusHcauseHlongHQTHsyndromeHinHaHlargeHoustralianHfamilyhH
implicationsHforHgeneticHtestingVHAmericanbJournalbofbMedicalbGeneticsobPartbATH2010THYcZoTHdYaUZY 2.5 3

42 oHcomprehensiveHanalysisHofHcomplexHtraitsHinHproblemHZoVHGeneticbEpidemiologyTH1997THYbTHfYcUZX 2.6 3

41 zinkageHanalysisHexcludesHtheHinvolvementHofHtheHcanineHPyrZHhomologueHinHbullHterrierHpolycysticH
kidneyHdiseaseVHAnimalbGeneticsTH2006THaeTHcZeUf 2.5 3

40 oHgenomeHscanHforHepidermalHskinHpatternHinHadolescentHtwinsHrevealsHsuggestiveHlinkageHonH
YZpYaVaYVHJournalbofbInvestigativebDermatologyTH2006THYZdTHZeeUfZ 4.3 3
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39 opplyingHstatisticalHapproachesHinHtheHdissectionHofHgenesHversusHenvironmentHforHasthmaHandH
allergicHdiseaseVHCurrentbOpinionbinbAllergybandbClinicalbImmunologyTH2001THYTHbaYUbab 3.3 3

38 qlassifyingHdermoscopicHpatternsHofHnaeviHinHaHcaseUcontrolHstudyHofHmelanomaVHPLoSbONETH2017THYZTHeXYfddbe3.7 3

37 SexUzimitedHuenomeUWideHzinkageHScanHforHpodyH{assHwndexHinHanHUnselectedHSampleHofHgaaH
oustralianHTwinHtamilies 3

36 zinkageHandHossociationHonalysisHofHRadiationHramageHRepairHuenesHXRqqaHandHXRqqcHwithH}evusH
rensityHinHodolescentHTwins 3

35 {ultiplexHmelanomaHfamiliesHareHenrichedHforHpolygenicHriskVHHumanbMolecularbGeneticsTH2020THZgTHZgedUZgfc5.6 3

34 oddressingHrelicateHandHVariableHqancerH{orphologyHinHSpectralHvistopathologyHUsingHqanineH
VisceralHvemangiosarcomaVHAnalyticalbChemistryTH2021THgaTHYZYfeUYZYgb 7.8 3

33 ristributionHanalysesHofHacquiredHmelanocyticHnaeviHonHtheHtrunkVHDermatologyTH2014THZZfTHZdgUec 4.4 2

32
sffectsHofHSqoYTH{xrTHandHrPRzoHtripletHrepeatHpolymorphismsHonHcognitiveHphenotypesHinHaH
normalHpopulationHofHadolescentHtwinsVHAmericanbJournalbofbMedicalbGeneticsbPartbB:b
NeuropsychiatricbGeneticsTH2007THYbbpTHgcUYXX

3.5 2

31 TheHyoreanHTwinHRegistryUUmethodsTHcurrentHstageTHandHinterimHresultsVHTwinbResearchbandbHumanb
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