
Christoph Lange

ListfoffPublicationsfbyfYearfinf
DescendingfOrder

Source:fhttps:vvexalyucomvauthortpdfvyx646239vchristophtlangetpublicationstbytyearupdf

Version:f2x24tx4t28f

ThisfdocumentfhasfbeenfgeneratedfbasedfonfthefpublicationsfandfcitationsfrecordedfbyfexalyucomufForf

theflatestfversionfoffthisfpublicationflistsfvisitftheflinkfgivenfaboveu

ThefthirdfcolumnfisfthefimpactffactorfnIFofoffthefjournalsfandftheffourthfcolumnfisfthefnumberfoff

citationsfoffthefarticleu

239
papers

12,498
citations

60
h-index

107
g-index

254
ext. papers

14,030
ext. citations

7.3
avg, IF

5.83
L-index



i Paper IF Citations

239 TheHinfluenceHofHunmeasuredHconfoundingHonHtheH RHSteigerHapproachVVHGeneticWEpidemiologyTH2022
TH 2.6 1

238 rovariateHadjustmentHofHspirometricHandHsmokingHphenotypesiHTheHpotentialHofHneuralHnetworkH
modelsVVHPLoSWONETH2022THYfTHeXaeefda 3.7

237 NovelHrecessiveHlocusHforHbodyHmassHindexHinHchildhoodHasthmaVHThoraxTH2021THfeTHYaafUYabX 7.3 0

236 WholeUgenomeHsequencingHrevealsHnewHplzheimerOsHdiseaseUassociatedHrareHvariantsHinHlociHrelatedH
toHsynapticHfunctionHandHneuronalHdevelopmentVHAlzheimergsWandWDementiaTH2021THYfTHYdXhUYdaf 1.2 15

235 rautionHagainstHexaminingHtheHroleHofHreverseHcausalityHinH endelianHRandomizationVHGeneticW
EpidemiologyTH2021THcdTHccdUcdc 2.6 4

234
venomeUwideHassociationHanalysisHofHréVxsUYhHmortalityHriskHinHSpRSUroVUaHgenomesHidentifiesH
mutationHinHtheHSpRSUroVUaHspikeHproteinHthatHcolocalizesHwithHγVYHofHtheHqrazilianHstrainVHGeneticW
EpidemiologyTH2021THcdTHegdUehb

2.6 2

233 locStraiHuastHanalysisHofHregionalWglobalHstratificationHinHwholeUgenomeHsequencing´ studiesVHGeneticW
EpidemiologyTH2021THcdTHgaUhg 2.6 5

232 UnsupervisedHclusterHanalysisHofHSpRSUroVUaHgenomesHreflectsHitsHgeographicHprogressionHandH
identifiesHdistinctHgeneticHsubgroupsHofHSpRSUroVUaHvirusVHGeneticWEpidemiologyTH2021THcdTHbYeUbab 2.6 2

231 srugUassociatedHadverseHeventsHinHtheHtreatmentHofHmultidrugUresistantHtuberculosisiHanHindividualH
patientHdataHmetaUanalysisVHLancetWRespiratoryWMedicinentheTH2020THgTHbgbUbhc 35.1 58

230 TheHeffectsHofHmisspecificationHofHtheHmediatorHandHoutcomeHinHmediationHanalysisVHGeneticW
EpidemiologyTH2020THccTHcXXUcXb 2.6 2

229 xdentificationHofHNovelHplzheimerOsHsiseaseH—ociHUsingHSexUSpecificHuamilyUqasedHpssociationH
pnalysisHofHWholeUvenomeHSequenceHsataVHScientificWReportsTH2020THYXTHdXah 4.9 16

228 UnsupervisedHclusterHanalysisHofHSpRSUroVUaHgenomesHreflectsHitsHgeographicHprogressionHandH
identifiesHdistinctHgeneticHsubgroupsHofHSpRSUroVUaHvirusH2020TH 3

227 pHunifyingHframeworkHforHrareHvariantHassociationHtestingHinHfamilyUbasedHdesignsTHincludingHhigherH
criticismHapproachesTHSzpTsTHandHburdenHtestsVHBioinformaticsTH2020TH 7.2 1

226
UnsupervisedHclusterHanalysisHofHSpRSUroVUaHgenomesHindicatesHthatHrecentHPyuneHaXaXQHcasesHinH
qeijingHareHfromHaHgeneticHsubgroupHthatHconsistsHofHmostlyHturopeanHandHSouthPeastQHpsianH
samplesTHofHwhichHtheHlatterHareHtheHmostHrecentH2020TH

5

225 WholeUgenomeHsequencingHrevealsHnewHplzheimerOsHdiseaseUassociatedHrareHvariantsHinHlociHrelatedH
toHsynapticHfunctionHandHneuronalHdevelopmentH2020TH 3

224  achineH—earningHrharacterizationHofHréγsHSubtypesiHxnsightsHuromHtheHréγsveneHStudyVHChestTH
2020THYdfTHYYcfUYYdf 5.3 18

223 pHflexibleHandHnearlyHoptimalHsequentialHtestingHapproachHtoHrandomizedHtestingiHQUxrzUSTéγVH
GeneticWEpidemiologyTH2020THccTHYbhUYcf 2.6 2
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222 StandardisedHshorterHregimensHindividualisedHlongerHregimensHforHrifampinUHorHmultidrugUresistantH
tuberculosisVHEuropeanWRespiratoryWJournalTH2020THddTH 13.6 27

221 metaupRVpTiHpnHtfficientHToolHforH etaUpnalysisHofHuamilyUqasedTHraseUrontrolTHandH
γopulationUqasedHRareHVariantHpssociationHStudiesVHFrontiersWinWGeneticsTH2019THYXTHdfa 4.5

220 tffectHofHpopulationHstratificationHonHSNγUbyUenvironmentHinteractionVHGeneticWEpidemiologyTH2019TH
cbTHYXceUYXdd 2.6 2

219 WholeHvenomeHSequencingHxdentifiesHrRxSγ—saHasHaH—ungHuunctionHveneHinHrhildrenHWithHpsthmaVH
ChestTH2019THYdeTHYXegUYXfh 5.3 3

218 veneticHpdvancesHinHrhronicHébstructiveHγulmonaryHsiseaseVHxnsightsHfromHréγsveneVHAmericanW
JournalWofWRespiratoryWandWCriticalWCareWMedicineTH2019THaXXTHeffUehX 10.2 31

217 pHcomparisonHofHpopularHTsTUgeneralizationsHforHfamilyUbasedHassociationHanalysisVHGeneticW
EpidemiologyTH2019THcbTHbXXUbYf 2.6 2

216 xntegrativeHvenomicsHpnalysisHxdentifiesHprVRYqHasHaHrandidateHrausalHveneHofHtmphysemaH
sistributionVHAmericanWJournalWofWRespiratoryWCellWandWMolecularWBiologyTH2019THeXTHbggUbhg 5.7 9

215 qloodHeosinophilHcountHthresholdsHandHexacerbationsHinHpatientsHwithHchronicHobstructiveH
pulmonaryHdiseaseVHJournalWofWAllergyWandWClinicalWImmunologyTH2018THYcYTHaXbfUaXcfVeYX 11.5 95

214 RapidHdiagnosisHofHpulmonaryHtuberculosisHbyHcombinedHmolecularHandHimmunologicalHmethodsVH
EuropeanWRespiratoryWJournalTH2018THdYTH 13.6 5

213 —obarHtmphysemaHsistributionHxsHpssociatedHWithHdUYearHRadiologicalHsiseaseHγrogressionVHChestTH
2018THYdbTHedUfe 5.3 23

212 WholeHexomeHsequencingHanalysisHinHsevereHchronicHobstructiveHpulmonaryHdiseaseVHHumanW
MolecularWGeneticsTH2018THafTHbgXYUbgYa 5.6 19

211
vrowthHxnhibitionHpssayHofHwumanHplveolarH acrophagesHasHaHrorrelateHofHxmmuneHγrotectionH
uollowingH ycobacteriumHbovisHqacilleHralmetteUvuˆ'rinHVaccinationVHFrontiersWinWImmunologyTH2018TH
hTHYfXg

8.4 4

210 uamilyUbasedHtestsHforHassociatingHhaplotypesHwithHgeneralHphenotypeHdataiHxmprovingHtheH
uqpTUhaplotypeHalgorithmVHGeneticWEpidemiologyTH2018THcaTHYabUYae 2.6 2

209 TuberkuloseHâ��HStandardsHderHsiagnostikHundHTherapieHaXYgVHPneumoWNewsTH2018THYXTHbgUdX 0

208 tvaluatingHtheHqualityHofHtheH—ésHcloudiHpn´ empiricalHinvestigationVHSemanticWWebTH2018THhTHgdhUhXY 2.4 29

207 TreatmentHcorrelatesHofHsuccessfulHoutcomesHinHpulmonaryHmultidrugUresistantHtuberculosisiHanH
individualHpatientHdataHmetaUanalysisVHLancetnWTheTH2018THbhaTHgaYUgbc 40 281

206 γolyvttiHaHgeneralizedHestimatingHequationHapproachHtoHtheHefficientHandHrobustHestimationHofH
polygenicHeffectsHinHlargeUscaleHassociationHstudiesVHBiostatisticsTH2018THYhTHahdUbXe 3.7 4

205 WholeUvenomeHSequencingHinHSevereHrhronicHébstructiveHγulmonaryHsiseaseVHAmericanWJournalWofW
RespiratoryWCellWandWMolecularWBiologyTH2018THdhTHeYcUeaa 5.7 14

(2018-2020)
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204 veneticHpssociationHandHRiskHScoresHinHaHrhronicHébstructiveHγulmonaryHsiseaseH etaUanalysisHofH
YeTfXfHSubjectsVHAmericanWJournalWofWRespiratoryWCellWandWMolecularWBiologyTH2017THdfTHbdUce 5.7 37

203 veneUbasedHsegregationHmethodHforHidentifyingHrareHvariantsHinHfamilyUbasedHsequencingHstudiesVH
GeneticWEpidemiologyTH2017THcYTHbXhUbYh 2.6 11

202 pHgeneralHapproachHtoHtestingHforHpleiotropyHwithHrareHandHcommonHvariantsVHGeneticWEpidemiologyTH
2017THcYTHYebUYfX 2.6 12

201 énHtheHassociationHanalysisHofHgenomeUsequencingHdataiHpHspatialHclusteringHapproachHforH
partitioningHtheHentireHgenomeHintoHnonoverlappingHwindowsVHGeneticWEpidemiologyTH2017THcYTHbbaUbcX 2.6 8

200 γulmonaryHimmuneHresponsesHtoH ycobacteriumHtuberculosisHinHexposedHindividualsVHPLoSWONETH
2017THYaTHeXYgfgga 3.7 6

199 xdentificationHofHgeneticHoutliersHdueHtoHsubUstructureHandHcrypticHrelationshipsVHBioinformaticsTH
2017THbbTHYhfaUYhfh 7.2 11

198 —uzzuâ��pH ethodologyHandHurameworkHforH—inkedHsataHQualityHpssessmentVHJournalWofWDataWandW
InformationWQualityTH2016THgTHYUba 2.5 33

197 UtilizingHtheHyaccardHindexHtoHrevealHpopulationHstratificationHinHsequencingHdataiHaHsimulationHstudyH
andHanHapplicationHtoHtheHYXXXHvenomesHγrojectVHBioinformaticsTH2016THbaTHYbeeUfa 7.2 29

196 txomeHSequencingHpnalysisHinHSevereTHtarlyUénsetHrhronicHébstructiveHγulmonaryHsiseaseVH
AmericanWJournalWofWRespiratoryWandWCriticalWCareWMedicineTH2016THYhbTHYbdbUeb 10.2 35

195 wighHRatesHofHTreatmentHSuccessHinHγulmonaryH ultidrugUResistantHTuberculosisHbyHxndividuallyH
TailoredHTreatmentHRegimensVHAnnalsWofWtheWAmericanWThoracicWSocietyTH2016THYbTHYafYUg 4.7 11

194 γ—sbHgeneHvariantsHandHplzheimerOsHdiseaseVHNatureTH2015THdaXTHtfUg 50.4 51

193 pdjustingHheterogeneousHascertainmentHbiasHforHgeneticHassociationHanalysisHwithHextendedH
familiesVHBMCWMedicalWGeneticsTH2015THYeTHea 2.1 7

192 RevisitingHwealthcareHWorkersHasHaHRiskHvroupHforHγrogressionHtowardHTuberculosisVHAmericanW
JournalWofWRespiratoryWandWCriticalWCareWMedicineTH2015THYhaTHYXaYUa 10.2 0

191 xntegratingH ultipleHrorrelatedHγhenotypesHforHveneticHpssociationHpnalysisHbyH aximizingH
weritabilityVHHumanWHeredityTH2015THfhTHhbUYXc 1.1 11

190 veneticHcontrolHofHgeneHexpressionHatHnovelHandHestablishedHchronicHobstructiveHpulmonaryHdiseaseH
lociVHHumanWMolecularWGeneticsTH2015THacTHYaXXUYX 5.6 33

189 pHgenomeUwideHassociationHstudyHidentifiesHriskHlociHforHspirometricHmeasuresHamongHsmokersHofH
turopeanHandHpfricanHancestryVHBMCWGeneticsTH2015THYeTHYbg 2.6 84

188 xnvestigationHofHtheHroleHofHTrucHrareHsequenceHvariantsHinHschizophreniaVHAmericanWJournalWofW
MedicalWGeneticsWPartWB:WNeuropsychiatricWGeneticsTH2015THYegqTHbdcUea 3.5 10

187 ualseUnegativeHinterferonU˛‡HreleaseHassayHresultsHinHactiveHtuberculosisiHaHTqNtTHstudyVHEuropeanW
RespiratoryWJournalTH2015THcdTHafhUgb 13.6 27
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186 rombinedHantigenUspecificHinterferonU˛‡HandHinterleukinUaHreleaseHassayHPuluoroSpotQHforHtheH
diagnosisHofH ycobacteriumHtuberculosisHinfectionVHPLoSWONETH2015THYXTHeXYaXXXe 3.7 10

185 QualityHpssessmentHofH—inkedHsatasetsHUsingHγrobabilisticHppproximationVHLectureWNotesWinW
ComputerWScienceTH2015THaaYUabe 0.9 11

184 UsingHNetworkH ethodologyHtoHxnferHγopulationHSubstructureVHPLoSWONETH2015THYXTHeXYbXfXg 3.7

183 énHtheHRecombinationHRateHtstimationHinHtheHγresenceHofHγopulationHSubstructureVHPLoSWONETH
2015THYXTHeXYcdYda 3.7

182 upRVpTiHaHfamilyUbasedHrareHvariantHassociationHtestVHBioinformaticsTH2014THbXTHbYhfUaXd 7.2 20

181 RiskHlociHforHchronicHobstructiveHpulmonaryHdiseaseiHaHgenomeUwideHassociationHstudyHandH
metaUanalysisVHLancetWRespiratoryWMedicinentheTH2014THaTHaYcUad 35.1 208

180 qeyondHtheHxuNU˛‡HhorizoniHbiomarkersHforHimmunodiagnosisHofHinfectionHwithH ycobacteriumH
tuberculosisVHEuropeanWRespiratoryWJournalTH2014THcbTHYcfaUge 13.6 103

179 pttitudesHaboutHtuberculosisHpreventionHinHtheHeliminationHphaseiHaHsurveyHamongHphysiciansHinH
vermanyVHPLoSWONETH2014THhTHeYYaegY 3.7 15

178 pnHalternativeHhypothesisHtestingHstrategyHforHsecondaryHphenotypeHdataHinHcaseUcontrolHgeneticH
associationHstudiesVHFrontiersWinWGeneticsTH2014THdTHYgg 4.5 9

177 TheHrareHTRt aHRcfwHvariantHexertsHonlyHaHmodestHeffectHonHplzheimerHdiseaseHriskVHNeurologyTH
2014THgbTHYbdbUg 6.5 35

176 RepresentingHdatasetHqualityHmetadataHusingHmultiUdimensionalHviewsH2014TH 13

175 qeyondHvWpSHinHréγsiHprobingHtheHlandscapeHbetweenHgeneUsetHassociationsTHgenomeUwideH
associationsHandHproteinUproteinHinteractionHnetworksVHHumanWHeredityTH2014THfgTHYbYUh 1.1 15

174
NonsyndromicHcleftHlipHwithHorHwithoutHcleftHpalateiHxncreasedHburdenHofHrareHvariantsHwithinH
vremlinUYTHaHcomponentHofHtheHboneHmorphogeneticHproteinHcHpathwayVHBirthWDefectsWResearchWPartW
A:WClinicalWandWMolecularWTeratologyTH2014THYXXTHchbUg

16

173 pHnovelHmethodHforHdetectingHassociationHbetweenHsNpHmethylationHandHdiseasesHusingHspatialH
informationVHGeneticWEpidemiologyTH2014THbgTHfYcUaY 2.6 3

172 énHtheHsimultaneousHassociationHanalysisHofHlargeHgenomicHregionsiHaHmassiveHmultiUlocusH
associationHtestVHBioinformaticsTH2014THbXTHYdfUec 7.2 45

171 rommonHgeneticHvariantsHassociatedHwithHrestingHoxygenationHinHchronicHobstructiveHpulmonaryH
diseaseVHAmericanWJournalWofWRespiratoryWCellWandWMolecularWBiologyTH2014THdYTHefgUgf 5.7 17

170 pHgeneralHsemiUparametricHapproachHtoHtheHanalysisHofHgeneticHassociationHstudiesHinH
populationUbasedHdesignsVHBMCWGeneticsTH2013THYcTHYb 2.6 1

169 sissectingHdirectHandHindirectHgeneticHeffectsHonHchronicHobstructiveHpulmonaryHdiseaseHPréγsQH
susceptibilityVHHumanWGeneticsTH2013THYbaTHcbYUcY 6.3 59

(2013-2015)
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168 siagnosisHandHtreatmentHofHlatentHinfectionHwithH ycobacteriumHtuberculosisVHRespirologyTH2013TH
YgTHaXdUYe 3.6 28

167  ashupsHUsingH athematicalHznowledgeH2013THYfYUaXc

166
énHassociationHanalysisHofHrareHvariantsHunderHpopulationHsubstructureiHanHapproachHforHtheH
detectionHofHsubjectsHthatHcanHcauseHbiasHinHtheHanalysisUUTHoptiHanHoutlierHdetectionHmethodVHGeneticW
EpidemiologyTH2013THbfTHcbYUh

2.6

165
γrincipalHcomponentsHmethodsHforHnarrowUsenseHheritabilityHinHtheHanalysisHofHmultidimensionalH
longitudinalHcognitiveHphenotypesVHAmericanWJournalWofWMedicalWGeneticsWPartWB:WNeuropsychiatricW
GeneticsTH2013THYeaqTHffXUg

3.5 1

164 pHgeneralHframeworkHforHrobustHandHefficientHassociationHanalysisHinHfamilyUbasedHdesignsiH
quantitativeHandHdichotomousHphenotypesVHStatisticsWinWMedicineTH2013THbaTHccgaUhg 2.3 10

163 sendriticHcellHrecruitmentHinHresponseHtoHskinHantigenHtestsHinHwxVUYUinfectedHindividualsHcorrelatesH
withHtheHlevelHofHTUcellHinfiltrationVHAidsTH2013THafTHYXfYUgX 3.5 6

162 éntologiesHandHlanguagesHforHrepresentingHmathematicalHknowledgeHonHtheHSemanticHWebVH
SemanticWWebTH2013THcTHYYhUYdg 2.4 31

161 énHrareUvariantHanalysisHinHpopulationUbasedHdesignsiHdecomposingHtheHlikelihoodHtoHtwoH
informativeHcomponentsVHHumanWHeredityTH2013THfeTHfeUgd 1.1

160 TestingHforHdirectHgeneticHeffectsHusingHaHscreeningHstepHinHfamilyUbasedHassociationHstudiesVH
FrontiersWinWGeneticsTH2013THcTHacb 4.5 2

159 xncreasedHfrequenciesHofHpulmonaryHregulatoryHTUcellsHinHlatentH ycobacteriumHtuberculosisH
infectionVHEuropeanWRespiratoryWJournalTH2012THcXTHYcdXUf 13.6 24

158 TqHorHnotHTqiHtheHroleHofHimmunodiagnosisVHEuropeanWJournalWofWImmunologyTH2012THcaTHagcXUb 6.1 2

157 rausationHandHcausalHinferenceHforHgeneticHeffectsVHHumanWGeneticsTH2012THYbYTHYeedUfe 6.3 12

156 pHgenomeUwideHassociationHstudyHofHréγsHidentifiesHaHsusceptibilityHlocusHonHchromosomeHYhqYbVH
HumanWMolecularWGeneticsTH2012THaYTHhcfUdf 5.6 181

155 wandlingHtheHdataHmanagementHneedsHofHhighUthroughputHsequencingHdataiHSpeedveneTHaH
compressionHalgorithmHforHtheHefficientHstorageHofHgeneticHdataVHBMCWBioinformaticsTH2012THYbTHYXX 3.6 14

154 venomeUwideHmetaUanalysesHofHnonsyndromicHcleftHlipHwithHorHwithoutHcleftHpalateHidentifyHsixHnewH
riskHlociVHNatureWGeneticsTH2012THccTHhegUfY 36.3 246

153 TqNtTHUHrollaborativeHresearchHonHtuberculosisHinHturopeVHEuropeanWJournalWofWMicrobiologyWandW
ImmunologyTH2012THaTHaecUfc 4.6 13

152 sifferentiatingHpopulationHstratificationHfromHgenotypingHerrorHusingHfamilyHdataVHAnnalsWofWHumanW
GeneticsTH2012THfeTHcaUda 2.2 5

151 γlasmacytoidHdendriticHcellsHinfiltrateHtheHskinHinHpositiveHtuberculinHskinHtestHindurationsVHJournalWofW
InvestigativeWDermatologyTH2012THYbaTHYYcUab 4.3 19
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150 O—ocationTH—ocationTH—ocationOiHaHspatialHapproachHforHrareHvariantHanalysisHandHanHapplicationHtoHaH
studyHonHnonUsyndromicHcleftHlipHwithHorHwithoutHcleftHpalateVHBioinformaticsTH2012THagTHbXafUbb 7.2 19

149 TheHriskHofHtuberculosisHinHtransplantHcandidatesHandHrecipientsiHaHTqNtTHconsensusHstatementVH
EuropeanWRespiratoryWJournalTH2012THcXTHhhXUYXYb 13.6 163

148 xmmunologicalHevidenceHofHincipientHpulmonaryHtuberculosisVHJournalWofWInfectiousWDiseasesTH2012TH
aXeTHYebXUYjHauthorHreplyHYebYUa 7 2

147 énHtheHmetaUanalysisHofHgenomeUwideHassociationHstudiesiHaHrobustHandHefficientHapproachHtoH
combineHpopulationHandHfamilyUbasedHstudiesVHHumanWHeredityTH2012THfbTHbdUce 1.1 5

146 puthoringHandHγublishingHUnitsHandHQuantitiesHinHSemanticHsocumentsVHLectureWNotesWinWComputerW
ScienceTH2012THaXaUaYe 0.9 2

145 qringingH athematicsHtoHtheHWebHofHsataiHTheHraseHofHtheH athematicsHSubjectHrlassificationVH
LectureWNotesWinWComputerWScienceTH2012THfebUfff 0.9 8

144 ReimplementingHtheH athematicsHSubjectHrlassificationHP SrQHasHaH—inkedHépenHsatasetVHLectureW
NotesWinWComputerWScienceTH2012THcdgUcea 0.9 3

143 TheHuundamentalsHofH odernHStatisticalHveneticsH2011TH 42

142 TheHqasicsHofHveneticHpssociationHpnalysisH2011THhhUYac

141 pssociationHpnalysisHinHuamilyHsesignsH2011THYbhUYdh 1

140 venomeHWideHpssociationHStudiesH2011THYfdUYgh

139 uamilyUbasedHpssociationH ethodsH2011THabYUadX

138 rombiningHdiseaseHmodelsHtoHtestHforHgeneUenvironmentHinteractionHinHnuclearHfamiliesVHBiometricsTH
2011THefTHYaeXUfX 1.8 4

137
rommonHgeneticHvariationHinHtheHvpsYHgeneHandHtheHentireHfamilyHofHs—XHhomeoboxHgenesHandH
autismHspectrumHdisordersVHAmericanWJournalWofWMedicalWGeneticsWPartWB:WNeuropsychiatricWGeneticsTH
2011THYdeTHabbUh

3.5 17

136 xnferringHgeneticHcausalHeffectsHonHsurvivalHdataHwithHassociatedHendoUphenotypesVHGeneticW
EpidemiologyTH2011THbdTHYYhUac 2.6 4

135 énHtheHfollowUupHofHgenomeUwideHassociationHstudiesiHanHoverallHtestHforHtheHmostHpromisingHSNγsVH
GeneticWEpidemiologyTH2011THbdTHbXbUh 2.6 4

134 TheHγlanetaryHSystemiHWebHbVXHNHpctiveHsocumentsHforHSTt VHProcediaWComputerWScienceTH2011THcTHdhgUeXf1.6 19

133 venomewideHassociationHbetweenHv—rrxYHandHresponseHtoHglucocorticoidHtherapyHinHasthmaVHNewW
EnglandWJournalWofWMedicineTH2011THbedTHYYfbUgb 59.2 277

(2011-2012)
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132 venomeUwideHassociationHanalysisHofHbodyHmassHinHchronicHobstructiveHpulmonaryHdiseaseVHAmericanW
JournalWofWRespiratoryWCellWandWMolecularWBiologyTH2011THcdTHbXcUYX 5.7 43

131 QuantitativeHtraitHpredictionHbasedHonHgeneticHmarkerUarrayHdataTHaHsimulationHstudyVHBioinformaticsTH
2011THafTHfcdUg 7.2 5

130 pssociationHofHStRγxNtaHwithHasthmaVHChestTH2011THYcXTHeefUefc 5.3 14

129 pHnewHtestingHstrategyHtoHidentifyHrareHvariantsHwithHeitherHriskHorHprotectiveHeffectHonHdiseaseVHPLoSW
GeneticsTH2011THfTHeYXXYagh 6 121

128 rveneiHanHRHpackageHforHimplementationHofHcausalHgeneticHanalysesVHEuropeanWJournalWofWHumanW
GeneticsTH2011THYhTHYahaUc 5.3 3

127 pnHomnibusHtestHforHfamilyUbasedHassociationHstudiesHwithHmultipleHSNγsHandHmultipleHphenotypesVH
EuropeanWJournalWofWHumanWGeneticsTH2010THYgTHfaXUd 5.3 7

126 VariantsHinHup YbpHareHassociatedHwithHchronicHobstructiveHpulmonaryHdiseaseVHNatureWGeneticsTH
2010THcaTHaXXUa 36.3 295

125 pdvancesHinHtheHdiagnosisHofHtuberculosisVHRespirologyTH2010THYdTHaaXUcX 3.6 102

124 γotentialHroleHforHx—UaHt—xSpotHinHdifferentiatingHrecentHandHremoteHinfectionHinHtuberculosisHcontactH
tracingVHPLoSWONETH2010THdTHeYYefX 3.7 21

123 pHdoublyHrobustHtestHforHgeneUenvironmentHinteractionHinHfamilyUbasedHstudiesHofHaffectedH
offspringVHBiostatisticsTH2010THYYTHaYbUad 3.7 11

122 STtXSH2010TH 7

121  appingHofHnumerousHdiseaseUassociatedHexpressionHpolymorphismsHinHprimaryHperipheralHbloodH
rscSHlymphocytesVHHumanWMolecularWGeneticsTH2010THYhTHcfcdUdf 5.6 94

120 γarsingHtheHeffectsHofHindividualHSNγsHinHcandidateHgenesHwithHfamilyHdataVHHumanWHeredityTH2010TH
ehTHhYUYXb 1.1 1

119 StrongerHevidenceHforHreplicationHofHNγγpHusingHgenomeUwideHgenotypingHdataVHAmericanWJournalW
ofWRespiratoryWandWCriticalWCareWMedicineTH2010THYgYTHhe 10.2

118 QuantitativeHγulmonaryHTUrellHResponsesHforHtheHsiagnosisHofHpctiveHTuberculosisVHAmericanW
JournalWofWRespiratoryWandWCriticalWCareWMedicineTH2010THYgYTHaghUahX 10.2 1

117 TwoUstageHtestingHstrategiesHforHgenomeUwideHassociationHstudiesHinHfamilyUbasedHdesignsVHMethodsW
inWMolecularWBiologyTH2010THeaXTHcgdUhe 1.4 5

116 VitaminHsHandHpctiveHTuberculosisiHpHuutileHQuestnVHAmericanWJournalWofWRespiratoryWandWCriticalWCareW
MedicineTH2010THYgYTHhdUhd 10.2

115 sevelopmentHofHaHγharmacogeneticHγredictiveHTestHinHasthmaiHproofHofHconceptVHPharmacogeneticsW
andWGenomicsTH2010THaXTHgeUhb 1.9 9
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114
énHgenomeUwideHassociationHstudiesHforHfamilyUbasedHdesignsiHanHintegrativeHanalysisHapproachH
combiningHascertainedHfamilyHsamplesHwithHunselectedHcontrolsVHAmericanWJournalWofWHumanW
GeneticsTH2010THgeTHdfbUgX

11 28

113 pHqayesianHapproachHtoHgeneticHassociationHstudiesHwithHfamilyUbasedHdesignsVHGeneticWEpidemiology
TH2010THbcTHdehUfc 2.6 4

112
énHtheHgenomeUwideHanalysisHofHcopyHnumberHvariantsHinHfamilyUbasedHdesignsiHmethodsHforH
combiningHfamilyUbasedHandHpopulationUbasedHinformationHforHtestingHdichotomousHorHquantitativeH
traitsTHorHcompletelyHascertainedHsamplesVHGeneticWEpidemiologyTH2010THbcTHdgaUhX

2.6 6

111 TestingHforHnonUrandomHmatingiHevidenceHforHancestryUrelatedHassortativeHmatingHinHtheH
uraminghamHheartHstudyVHGeneticWEpidemiologyTH2010THbcTHefcUh 2.6 36

110 psthmaUsusceptibilityHvariantsHidentifiedHusingHprobandsHinHcaseUcontrolHandHfamilyUbasedHanalysesVH
BMCWMedicalWGeneticsTH2010THYYTHYaa 2.1 16

109 UsingHcanonicalHcorrelationHanalysisHtoHdiscoverHgeneticHregulatoryHvariantsVHPLoSWONETH2010THdTHeYXbhd 3.7 30

108 WhatHaboutHexistingHdatabasesnVHDeutschesWAfamp;cxsvs8;rzteblattWInternationalTH2010THYXfTHcbdUejH
authorHreplyHcbe 2.5

107 tstimatingHtheHnumberHofHunseenHvariantsHinHtheHhumanHgenomeVHProceedingsWofWtheWNationalW
AcademyWofWSciencesWofWtheWUnitedWStatesWofWAmericaTH2009THYXeTHdXXgUYb 11.5 51

106 pssociationHbetweenHtuberculinHskinHtestHreactivityTHtheHmemoryHrscHcellHsubsetTHandHcirculatingH
uoxγbUexpressingHcellsHinHwxVUinfectedHpersonsVHJournalWofWInfectiousWDiseasesTH2009THYhhTHfXaUYX 7 28

105 wxVUYHinfectionHimpairsHtheHbronchoalveolarHTUcellHresponseHtoHmycobacteriaVHAmericanWJournalWofW
RespiratoryWandWCriticalWCareWMedicineTH2009THYgXTHYaeaUfX 10.2 121

104   γYaTHlungHfunctionTHandHréγsHinHhighUriskHpopulationsVHNewWEnglandWJournalWofWMedicineTH2009TH
beYTHadhhUeXg 59.2 257

103 pssessingHtheHreproducibilityHofHasthmaHcandidateHgeneHassociationsTHusingHgenomeUwideHdataVH
AmericanWJournalWofWRespiratoryWandWCriticalWCareWMedicineTH2009THYfhTHYXgcUhX 10.2 87

102 VitaminHdHandHtuberculosisiHnewHlightHonHaHpotentHbiologicHtherapynVHAmericanWJournalWofWRespiratoryW
andWCriticalWCareWMedicineTH2009THYfhTHfcXUa 10.2 17

101
qronchoalveolarHlavageHenzymeUlinkedHimmunospotHforHaHrapidHdiagnosisHofHtuberculosisiHaH
TuberculosisHNetworkHturopeanHTrialsgroupHstudyVHAmericanWJournalWofWRespiratoryWandWCriticalWCareW
MedicineTH2009THYgXTHeeeUfb

10.2 103

100  etaUanalysisHofHtheHxNSxvaHassociationHwithHobesityHincludingHfcTbcdHindividualsiHdoesH
heterogeneityHofHestimatesHrelateHtoHstudyHdesignnVHPLoSWGeneticsTH2009THdTHeYXXXehc 6 54

99
rommentHoniHsailyHbXXHmgHdoseHofHlinezolidHforHtheHtreatmentHofHintractableHmultidrugUresistantH
andHextensivelyHdrugUresistantHtuberculosisVHJournalWofWAntimicrobialWChemotherapyTH2009THecTH
gfhUgbjHauthorHreplyHggbUc

5.1 8

98 xmpactHofHpopulationHstratificationHonHfamilyUbasedHassociationHtestsHwithHlongitudinalH
measurementsVHStatisticalWApplicationsWinWGeneticsWandWMolecularWBiologyTH2009THgTHprticleHYf 1.2 3

97 ronsensusHnotHyetHreachedHonHkeyHdrugsHforHextensivelyHdrugUresistantHtuberculosisHtreatmentVH
ClinicalWInfectiousWDiseasesTH2009THchTHbYdUejHauthorHreplyHbYf 11.6 5

(2009-2010)
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96 énHtheHadjustmentHforHcovariatesHinHgeneticHassociationHanalysisiHaHnovelTHsimpleHprincipleHtoHinferH
directHcausalHeffectsVHGeneticWEpidemiologyTH2009THbbTHbhcUcXd 2.6 39

95 veneUenvironmentHinteractionHtestsHforHdichotomousHtraitsHinHtriosHandHsibshipsVHGeneticW
EpidemiologyTH2009THbbTHehYUh 2.6 27

94 pssessmentHofHplzheimerOsHdiseaseHcaseUcontrolHassociationsHusingHfamilyUbasedHmethodsVH
NeurogeneticsTH2009THYXTHYhUad 3 60

93  aximizingHtheHγowerHofHvenomeUWideHpssociationHStudiesiHpHNovelHrlassHofHγowerfulH
uamilyUqasedHpssociationHTestsVHStatisticsWinWBiosciencesTH2009THYTHYadUYcb 1.5 5

92 x—YqHpolymorphismsHmodulateHcysticHfibrosisHlungHdiseaseVHPediatricWPulmonologyTH2009THccTHdgXUhb 3.5 43

91 RecoveringHunusedHinformationHinHgenomeUwideHassociationHstudiesiHtheHbenefitHofHanalyzingHSNγsH
outHofHwardyUWeinbergHequilibriumVHEuropeanWJournalWofWHumanWGeneticsTH2009THYfTHYefeUga 5.3 28

90 pntimycobacterialHimmuneHresponsesHinHpatientsHwithHpulmonaryHsarcoidosisVHClinicalWRespiratoryW
JournalTH2009THbTHaahUbg 1.7 19

89 NewHpowerfulHapproachesHforHfamilyUbasedHassociationHtestsHwithHlongitudinalHmeasurementsVH
AnnalsWofWHumanWGeneticsTH2009THfbTHfcUgb 2.2 8

88 venomeUwideHassociationHanalysisHidentifiesHγstcsHasHanHasthmaUsusceptibilityHgeneVHAmericanW
JournalWofWHumanWGeneticsTH2009THgcTHdgYUhb 11 264

87 xntegrationHofHgenomicHandHgeneticHapproachesHimplicatesHxRtqaHasHaHréγsHsusceptibilityHgeneVH
AmericanWJournalWofWHumanWGeneticsTH2009THgdTHchbUdXa 11 118

86 veneticHassociationHanalysisHofHcopyUnumberHvariationHPrNVQHinHhumanHdiseaseHpathogenesisVH
GenomicsTH2009THhbTHaaUe 4.3 145

85  ultidrugUresistantHandHextensivelyHdrugUresistantHtuberculosisHinHtheHWestVHturopeHandHUnitedH
StatesiHepidemiologyTHsurveillanceTHandHcontrolVHClinicsWinWChestWMedicineTH2009THbXTHebfUedTHvii 5.3 53

84 TheHRoleHofHuamilyUqasedHsesignsHinHvenomeUWideHpssociationHStudiesVHStatisticalWScienceTH2009THacTH 2.4 19

83 RecommendationsHforHusingHstandardisedHphenotypesHinHgeneticHassociationHstudiesVHHumanW
GenomicsTH2009THbTHbXgUYh 6.8 6

82 venomeUwideHassociationHstudiesHofHfamilyHdataHinHpharmacogeneticsiHaHcaseHstudyVHCurrentW
PharmaceuticalWDesignTH2009THYdTHbfecUfa 3.3 1

81
énHqualityHcontrolHmeasuresHinHgenomeUwideHassociationHstudiesiHaHtestHtoHassessHtheHgenotypingH
qualityHofHindividualHprobandsHinHfamilyUbasedHassociationHstudiesHandHanHapplicationHtoHtheHwap apH
dataVHPLoSWGeneticsTH2009THdTHeYXXXdfa

6 6

80
énHtheHanalysisHofHgenomeUwideHassociationHstudiesHinHfamilyUbasedHdesignsiHaHuniversalTHrobustH
analysisHapproachHandHanHapplicationHtoHfourHgenomeUwideHassociationHstudiesVHPLoSWGeneticsTH2009TH
dTHeYXXXfcY

6 37

79 xntegratingHWebHServicesHintoHpctiveH athematicalHsocumentsVHLectureWNotesWinWComputerWScienceTH
2009THafhUahb 0.9 14

ChristophuLange

10



78 pH athematicalHppproachHtoHéntologyHputhoringHandHsocumentationVHLectureWNotesWinWComputerW
ScienceTH2009THbghUcXc 0.9 7

77 NatriureticHpeptideHsystemHgeneHvariantsHareHassociatedHwithHventricularHdysfunctionHafterHcoronaryH
arteryHbypassHgraftingVHAnesthesiologyTH2009THYYXTHfbgUcf 4.3 35

76 soesHqUtypeHnatriureticHpeptideHorHitsHgeneHpolymorphismHpredictHpatientHoutcomeHafterHcoronaryH
arteryHbypassHgraftHsurgerynVHAnesthesiologyTH2009THYYYTHYbfgUhjHauthorHreplyHYbfgUh 4.3

75 uamilyUbasedHmethodsHforHlinkageHandHassociationHanalysisVHAdvancesWinWGeneticsTH2008THeXTHaYhUda 3.3 63

74 énHtheHreplicationHofHgeneticHassociationsiHtimingHcanHbeHeverythingIVHAmericanWJournalWofWHumanW
GeneticsTH2008THgaTHgchUdg 11 119

73 venomicsHandHgenomeUwideHassociationHstudiesiHanHintegrativeHapproachHtoHexpressionHQT—H
mappingVHGenomicsTH2008THhaTHYahUbb 4.3 18

72 txtensivelyHdrugUresistantHtuberculosisHisHworseHthanHmultidrugUresistantHtuberculosisiHdifferentH
methodologyHandHsettingsTHsameHresultsVHClinicalWInfectiousWDiseasesTH2008THceTHhdgUh 11.6 30

71 uqpTUSNγUγriHanHapproachHforHmultipleHmarkersHandHsingleHtraitHinHfamilyUbasedHassociationHtestsVH
HumanWHeredityTH2008THeeTHYaaUe 1.1 5

70 ScreeningHandHreplicationHusingHtheHsameHdataHsetiHtestingHstrategiesHforHfamilyUbasedHstudiesHinH
whichHallHprobandsHareHaffectedVHPLoSWGeneticsTH2008THcTHeYXXXYhf 6 24

69 éfHblindHmenHandHelephantsiHmakingHsenseHofHextensivelyHdrugUresistantHtuberculosisVHAmericanW
JournalWofWRespiratoryWandWCriticalWCareWMedicineTH2008THYfgTHYXXXUY 10.2 12

68  ultidrugUHandHextensivelyHdrugUresistantHtuberculosisTHvermanyVHEmergingWInfectiousWDiseasesTH2008
THYcTHYfXXUe 10.2 81

67 pssociationHofHcorticotropinUreleasingHhormoneHreceptorUaHgeneticHvariantsHwithHacuteH
bronchodilatorHresponseHinHasthmaVHPharmacogeneticsWandWGenomicsTH2008THYgTHbfbUga 1.9 39

66 énHtheHanalysisHofHcopyUnumberHvariationsHinHgenomeUwideHassociationHstudiesiHaHtranslationHofHtheH
familyUbasedHassociationHtestVHGeneticWEpidemiologyTH2008THbaTHafbUgc 2.6 49

65
uamilyUbasedHassociationHanalysisHofHaHstatisticallyHderivedHquantitativeHtraitsHforHpswsHrevealHanH
associationHinHsRscHwithHinattentiveHsymptomsHinHpswsHindividualsVHAmericanWJournalWofWMedicalW
GeneticsWPartWB:WNeuropsychiatricWGeneticsTH2008THYcfqTHYXXUe

3.5 35

64 venomeUwideHassociationHscanHofHattentionHdeficitHhyperactivityHdisorderVHAmericanWJournalWofW
MedicalWGeneticsWPartWB:WNeuropsychiatricWGeneticsTH2008THYcfqTHYbbfUcc 3.5 201

63
venomeUwideHassociationHscanHofHquantitativeHtraitsHforHattentionHdeficitHhyperactivityHdisorderH
identifiesHnovelHassociationsHandHconfirmsHcandidateHgeneHassociationsVHAmericanWJournalWofWMedicalW
GeneticsWPartWB:WNeuropsychiatricWGeneticsTH2008THYcfqTHYbcdUdc

3.5 299

62 venomeUwideHassociationHscanHofHtheHtimeHtoHonsetHofHattentionHdeficitHhyperactivityHdisorderVH
AmericanWJournalWofWMedicalWGeneticsWPartWB:WNeuropsychiatricWGeneticsTH2008THYcfqTHYbddUg 3.5 92

61 ResponseHtoH acgregorVHAmericanWJournalWofWHumanWGeneticsTH2008THgaTHfhhUgXX 11 3

(2008-2009)
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60 venomeUwideHassociationHanalysisHrevealsHputativeHplzheimerOsHdiseaseHsusceptibilityHlociHinH
additionHtoHpγétVHAmericanWJournalWofWHumanWGeneticsTH2008THgbTHeabUba 11 363

59 TestingHandHestimatingHgeneUenvironmentHinteractionsHinHfamilyUbasedHassociationHstudiesVH
BiometricsTH2008THecTHcdgUef 1.8 34

58 pRvYHisHaHnovelHbronchodilatorHresponseHgeneiHscreeningHandHreplicationHinHfourHasthmaHcohortsVH
AmericanWJournalWofWRespiratoryWandWCriticalWCareWMedicineTH2008THYfgTHeggUhc 10.2 98

57 pccuracyHofHimmunodiagnosticHtestsHforHactiveHtuberculosisHusingHsingleHandHcombinedHresultsiHaH
multicenterHTqNtTUStudyVHPLoSWONETH2008THbTHebcYf 3.7 68

56 γolymorphismsHinHx—YbTHtotalHxgtTHeosinophiliaTHandHasthmaHexacerbationsHinHchildhoodVHJournalWofW
AllergyWandWClinicalWImmunologyTH2007THYaXTHgcUhX 11.5 93

55 txtensivelyHdrugUresistantHtuberculosisTHxtalyHandHvermanyVHEmergingWInfectiousWDiseasesTH2007THYbTHfgXUa10.2 60

54 txploringHcandidateHgeneHassociationsHwithHneuropsychologicalHperformanceVHAmericanWJournalWofW
MedicalWGeneticsWPartWB:WNeuropsychiatricWGeneticsTH2007THYccqTHhgfUhY 3.5 14

53 veneticHmodelHtestingHandHstatisticalHpowerHinHpopulationUbasedHassociationHstudiesHofHquantitativeH
traitsVHGeneticWEpidemiologyTH2007THbYTHbdgUea 2.6 203

52 énHdichotomizingHphenotypesHinHfamilyUbasedHassociationHtestsiHquantitativeHphenotypesHareHnotH
alwaysHtheHoptimalHchoiceVHGeneticWEpidemiologyTH2007THbYTHbfeUga 2.6 6

51 énHtheHparsingHofHstatisticalHinformationHinHfamilyUbasedHassociationHtestingVHNatureWGeneticsTH2007TH
bhTHagYUa 36.3 4

50 TheHassociationHofHaHSNγHupstreamHofHxNSxvaHwithHbodyHmassHindexHisHreproducedHinHseveralHbutHnotH
allHcohortsVHPLoSWGeneticsTH2007THbTHeeY 6 119

49 romprehensiveHtestingHofHpositionallyHclonedHasthmaHgenesHinHtwoHpopulationsVHAmericanWJournalW
ofWRespiratoryWandWCriticalWCareWMedicineTH2007THYfeTHgchUdf 10.2 74

48 RapidHimmunodiagnosisHofHtuberculosisHinHaHwomanHreceivingHantiUTNuHtherapyVHNatureWClinicalW
PracticeWRheumatologyTH2007THbTHdagUbc 15

47 RapidHsiagnosisHofHSmearUnegativeHTuberculosisHbyHqronchoalveolarH—avageHtnzymeUlinkedH
xmmunospotVHAmericanWJournalWofWRespiratoryWandWCriticalWCareWMedicineTH2007THYfeTHbYfUbYf 10.2

46 venomewideHweightedHhypothesisHtestingHinHfamilyUbasedHassociationHstudiesTHwithHanHapplicationH
toHaHYXXzHscanVHAmericanWJournalWofWHumanWGeneticsTH2007THgYTHeXfUYc 11 81

45 uamilyUbasedHassociationHtestHforHtimeUtoUonsetHdataHwithHtimeUdependentHdifferencesHbetweenHtheH
hazardHfunctionsVHGeneticWEpidemiologyTH2006THbXTHYacUba 2.6 18

44 γaqpTiHaHmassiveHparallelHimplementationHofHγqpTHforHgenomeUwideHassociationHstudiesHinHRVH
BioinformaticsTH2006THaaTHbYXbUd 7.2 17

43 RapidHdiagnosisHofHsmearUnegativeHtuberculosisHbyHbronchoalveolarHlavageHenzymeUlinkedH
immunospotVHAmericanWJournalWofWRespiratoryWandWCriticalWCareWMedicineTH2006THYfcTHYXcgUdc 10.2 131
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42 pHcommonHgeneticHvariantHisHassociatedHwithHadultHandHchildhoodHobesityVHScienceTH2006THbYaTHafhUgb 33.3 584

41 TheHStRγxNtaHgeneHisHassociatedHwithHchronicHobstructiveHpulmonaryHdiseaseVHAmericanWJournalWofW
HumanWGeneticsTH2006THfgTHadbUec 11 143

40
SingleUnucleotideHpolymorphismHrschgXddHonHchromosomeHYXqacHisHnotHassociatedHwithHplzheimerH
diseaseHinHtwoHindependentHfamilyHsamplesVHAmericanWJournalWofWHumanWGeneticsTH2006THfhTHYgXUbjH
authorHreplyHYgbUc

11 11

39 uamilyUbasedHdesignsHinHtheHageHofHlargeUscaleHgeneUassociationHstudiesVHNatureWReviewsWGeneticsTH
2006THfTHbgdUhc 30.1 339

38 rombinedHanalysisHfromHelevenHlinkageHstudiesHofHbipolarHdisorderHprovidesHstrongHevidenceHofH
susceptibilityHlociHonHchromosomesHeqHandHgqVHAmericanWJournalWofWHumanWGeneticsTH2005THffTHdgaUhd 11 192

37 γqpTiHaHcomprehensiveHsoftwareHpackageHforHgenomeUwideHassociationHanalysisHofHcomplexH
familyUbasedHstudiesVHHumanWGenomicsTH2005THaTHefUh 6.8 59

36 venomicHscreeningHandHreplicationHusingHtheHsameHdataHsetHinHfamilyUbasedHassociationHtestingVH
NatureWGeneticsTH2005THbfTHegbUhY 36.3 160

35 venomicHscreeningHinHfamilyUbasedHassociationHtestingVHBMCWGeneticsTH2005THeHSupplHYTHSYYd 2.6 3

34 romparisonHofHlinkageHandHassociationHstrategiesHforHquantitativeHtraitsHusingHtheHrévpHdatasetVH
BMCWGeneticsTH2005THeHSupplHYTHShe 2.6 2

33 γaternalHhistoryHofHasthmaHandHairwayHresponsivenessHinHchildrenHwithHasthmaVHAmericanWJournalWofW
RespiratoryWandWCriticalWCareWMedicineTH2005THYfaTHddaUg 10.2 41

32 uamilyUbasedHassociationHbetweenHplzheimerOsHdiseaseHandHvariantsHinHUqQ—NYVHNewWEnglandW
JournalWofWMedicineTH2005THbdaTHggcUhc 59.2 201

31 pttemptedHreplicationHofHreportedHchronicHobstructiveHpulmonaryHdiseaseHcandidateHgeneH
associationsVHAmericanWJournalWofWRespiratoryWCellWandWMolecularWBiologyTH2005THbbTHfYUg 5.7 155

30 txtendedHhaplotypeHinHtheHtumorHnecrosisHfactorHgeneHclusterHisHassociatedHwithHasthmaHandH
asthmaUrelatedHphenotypesVHAmericanWJournalWofWRespiratoryWandWCriticalWCareWMedicineTH2005THYfaTHegfUha10.2 46

29 TestingHforHassociationHinHgeneticHstudiesH2005THafUce 2

28 venomeUwideHlinkageHofHforcedHmidUexpiratoryHflowHinHchronicHobstructiveHpulmonaryHdiseaseVH
AmericanWJournalWofWRespiratoryWandWCriticalWCareWMedicineTH2004THYfXTHYahcUbXY 10.2 54

27 Té——UlikeHreceptorHYXHgeneticHvariationHisHassociatedHwithHasthmaHinHtwoHindependentHsamplesVH
AmericanWJournalWofWRespiratoryWandWCriticalWCareWMedicineTH2004THYfXTHdhcUeXX 10.2 112

26 TheHtransformingHgrowthHfactorUbetaYHPTvuqYQHgeneHisHassociatedHwithHchronicHobstructiveH
pulmonaryHdiseaseHPréγsQVHHumanWMolecularWGeneticsTH2004THYbTHYechUde 5.6 176

25 uamilyUbasedHassociationHtestsHforHsurvivalHandHtimesUtoUonsetHanalysisVHStatisticsWinWMedicineTH2004TH
abTHYfhUgh 2.3 42

(2004-2006)
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24 xncreasedHexpressionHofHtheHnaturalHkillerHcellHinhibitoryHreceptorHrsgdjWx—TaHonHantigenUspecificH
effectorHrsgHTHcellsHandHitsHimpactHonHrsgHTUcellHfunctionVHImmunologyTH2004THYYaTHdbYUca 7.8 45

23 x—YXHgeneHpolymorphismsHareHassociatedHwithHasthmaHphenotypesHinHchildrenVHGeneticWEpidemiologyTH
2004THaeTHYddUed 2.6 82

22 pssociationHofHvitaminHsHreceptorHgeneHpolymorphismsHwithHchildhoodHandHadultHasthmaVHAmericanW
JournalWofWRespiratoryWandWCriticalWCareWMedicineTH2004THYfXTHYXdfUed 10.2 205

21 psp bbHpolymorphismsHandHphenotypeHassociationsHinHchildhoodHasthmaVHJournalWofWAllergyWandW
ClinicalWImmunologyTH2004THYYbTHYXfYUg 11.5 101

20 γqpTiHtoolsHforHfamilyUbasedHassociationHstudiesVHAmericanWJournalWofWHumanWGeneticsTH2004THfcTHbefUh 11 242

19 TheHx—YaqHgeneHisHassociatedHwithHasthmaVHAmericanWJournalWofWHumanWGeneticsTH2004THfdTHfXhUYd 11 71

18
pHfamilyUbasedHassociationHtestHforHrepeatedlyHmeasuredHquantitativeHtraitsHadjustingHforHunknownH
environmentalHandWorHpolygenicHeffectsVHStatisticalWApplicationsWinWGeneticsWandWMolecularWBiologyTH
2004THbTHprticleYf

1.2 75

17 pHmultivariateHfamilyUbasedHassociationHtestHusingHgeneralizedHestimatingHequationsiHuqpTUvttVH
BiostatisticsTH2003THcTHYhdUaXe 3.7 168

16  ostHantiviralHrsgHTHcellsHduringHchronicHviralHinfectionHdoHnotHexpressHhighHlevelsHofHperforinHandH
areHnotHdirectlyHcytotoxicVHBloodTH2003THYXYTHaaeUbd 2.2 154

15 pHnewHpowerfulHnonUparametricHtwoUstageHapproachHforHtestingHmultipleHphenotypesHinH
familyUbasedHassociationHstudiesVHHumanWHeredityTH2003THdeTHYXUf 1.1 51

14 uamilyUbasedHassociationHanalysisHofHbetaaUadrenergicHreceptorHpolymorphismsHinHtheHchildhoodH
asthmaHmanagementHprogramVHJournalWofWAllergyWandWClinicalWImmunologyTH2003THYYaTHgfXUe 11.5 110

13 rhromosomeHYaqHharborsHmultipleHgeneticHlociHrelatedHtoHasthmaHandHasthmaUrelatedHphenotypesVH
HumanWMolecularWGeneticsTH2003THYaTHYhfbUh 5.6 47

12 UsingHtheHnoninformativeHfamiliesHinHfamilyUbasedHassociationHtestsiHaHpowerfulHnewHtestingH
strategyVHAmericanWJournalWofWHumanWGeneticsTH2003THfbTHgXYUYY 11 77

11
énHaHgeneralHclassHofHconditionalHtestsHforHfamilyUbasedHassociationHstudiesHinHgeneticsiHtheH
asymptoticHdistributionTHtheHconditionalHpowerTHandHoptimalityHconsiderationsVHGeneticWEpidemiology
TH2002THabTHYedUgX

2.6 99

10 γolymorphismsHinHtollUlikeHreceptorHcHareHnotHassociatedHwithHasthmaHorHatopyUrelatedHphenotypesVH
AmericanWJournalWofWRespiratoryWandWCriticalWCareWMedicineTH2002THYeeTHYcchUde 10.2 138

9 veneralizedHestimatingHequationsiHpHhybridHapproachHforHmeanHparametersHinHmultivariateH
regressionHmodelsVHStatisticalWModellingTH2002THaTHYebUYgY 0.7 6

8 γowerHcalculationsHforHaHgeneralHclassHofHfamilyUbasedHassociationHtestsiHdichotomousHtraitsVH
AmericanWJournalWofWHumanWGeneticsTH2002THfYTHdfdUgc 11 108

7 γowerHandHdesignHconsiderationsHforHaHgeneralHclassHofHfamilyUbasedHassociationHtestsiHquantitativeH
traitsVHAmericanWJournalWofWHumanWGeneticsTH2002THfYTHYbbXUcY 11 124
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6 rsgHTHcellsHspecificHforHhumanHimmunodeficiencyHvirusTHtpsteinUqarrHvirusTHandHcytomegalovirusHlackH
moleculesHforHhomingHtoHlymphoidHsitesHofHinfectionVHBloodTH2001THhgTHYdeUec 2.2 137

5  appingHquantitativeHtraitH—ociHusingHgeneralizedHestimatingHequationsVHGeneticsTH2001THYdhTHYbadUbf 4 38

4 énHpredictionHofHgeneticHvaluesHinHmarkerUassistedHselectionVHGeneticsTH2001THYdhTHYbfdUgY 4 19

3  utationsHinHSpRSUroVUaHspikeHproteinHandHRNpHpolymeraseHcomplexHareHassociatedHwithHréVxsUYhH
mortalityHrisk 2

2 TwoHmutationsHinHtheHSpRSUroVUaHspikeHproteinHandHRNpHpolymeraseHcomplexHareHassociatedHwithH
réVxsUYhHmortalityHrisk 3

1 uamilyUqasedHpssociationHTestHPuqpTQYUg 1
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