
John P Huelsenbeck

ListjofjPublicationsjbyjCitations

Source:jhttps://exaly.com/authorypdf/10624107/johnypyhuelsenbeckypublicationsybyycitations.pdf

Version:j2024y04y18j

Thisjdocumentjhasjbeenjgeneratedjbasedjonjthejpublicationsjandjcitationsjrecordedjbyjexaly.com.jForj

thejlatestjversionjofjthisjpublicationjlistxjvisitjthejlinkjgivenjabove.

ThejthirdjcolumnjisjthejimpactjfactorjsIFtjofjthejjournalxjandjthejfourthjcolumnjisjthejnumberjofj

citationsjofjthejarticle.

82
papers

68,735
citations

53
h-index

83
g-index

83
ext. papers

77,361
ext. citations

8.7
avg, IF

8.28
L-index



m Paper IF Citations

82 MruayesLfmLuayesianLphylogeneticLinferenceLunderLmixedLmodelsaLBioinformaticsXL2003XLdlXLdhjeYg 7.2 23258

81 MRutYxSmLuayesianLinferenceLofLphylogeneticLtreesaLBioinformaticsXL2001XLdjXLjhgYh 7.2 17826

80 MruayesLfaemLefficientLuayesianLphylogeneticLinferenceLandLmodelLchoiceLacrossLaLlargeLmodelL
spaceaLSystematiclBiologyXL2012XLidXLhflYge 8.4 14368

79 uayesianLphylogeneticLanalysisLofLcombinedLdataaLSystematiclBiologyXL2004XLhfXLgjYij 8.4 1437

78 ParallelLMetropolisLcoupledLMarkovLchainLMonteLvarloLforLuayesianLphylogeneticLinferenceaL
BioinformaticsXL2004XLecXLgcjYdh 7.2 803

77 PHYLOzxNYLxSTIMtTIONLtNwLHYPOTHxSISLTxSTINzLUSINzLMtXIMUMLLIKxLIHOOwaLAnnuall
ReviewloflEcology,lEvolution,landlSystematicsXL1997XLekXLgfjYgii 710

76 yrequentistLpropertiesLofLuayesianLposteriorLprobabilitiesLofLphylogeneticLtreesLunderLsimpleLandL
complexLsubstitutionLmodelsaLSystematiclBiologyXL2004XLhfXLlcgYdf 8.4 669

75 vombiningLdataLinLphylogeneticLanalysisaLTrendslinlEcologylandlEvolutionXL1996XLddXLdheYk 10.9 660

74 PotentialLapplicationsLandLpitfallsLofLuayesianLinferenceLofLphylogenyaLSystematiclBiologyXL2002XLhdXLijfYkk8.4 657

73 StochasticLmappingLofLmorphologicalLcharactersaLSystematiclBiologyXL2003XLheXLdfdYhk 8.4 590

72 PerformanceLofLPhylogeneticLMethodsLinLSimulationaLSystematiclBiologyXL1995XLggXLdjYgk 8.4 447

71 uayesianLanalysisLofLbiogeographyLwhenLtheLnumberLofLareasLisLlargeaLSystematiclBiologyXL2013XLieXLjklYkcg8.4 411

70 TheLfossilizedLbirthYdeathLprocessLforLcoherentLcalibrationLofLdivergenceYtimeLestimatesaL
ProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaXL2014XLdddXLxelhjYii 11.5 402

69 uxtzLxmLanLapplicationLprogrammingLinterfaceLandLhighYperformanceLcomputingLlibraryLforL
statisticalLphylogeneticsaLSystematiclBiologyXL2012XLidXLdjcYf 8.4 374

68 uayesianLphylogeneticLmodelLselectionLusingLreversibleLjumpLMarkovLchainLMonteLvarloaLMolecularl
BiologylandlEvolutionXL2004XLedXLddefYff 8.3 373

67 RevuayesmLuayesianLPhylogeneticLInferenceLUsingLzraphicalLModelsLandLanLInteractiveL
ModelYSpecificationLLanguageaLSystematiclBiologyXL2016XLihXLjeiYfi 8.4 295

66 tlignmentLuncertaintyLandLgenomicLanalysisaLScienceXL2008XLfdlXLgjfYi 33.3 286
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65 uiasLinLPhylogeneticLxstimationLandLItsLRelevanceLtoLtheLvhoiceLbetweenLParsimonyLandLLikelihoodL
MethodsaLSystematiclBiologyXL2001XLhcXLhehYhfl 8.4 276

64 IsLtheLyelsensteinLzoneLaLflyLtrapraLSystematiclBiologyXL1997XLgiXLilYjg 8.4 240

63 tLcompoundLpoissonLprocessLforLrelaxingLtheLmolecularLclockaLGeneticsXL2000XLdhgXLdkjlYle 4 227

62 InferenceLofLpopulationLstructureLunderLaLwirichletLprocessLmodelaLGeneticsXL2007XLdjhXLdjkjYkce 4 208

61 xmpiricalLandLHierarchicalLuayesianLxstimationLofLtncestralLStatesaLSystematiclBiologyXL2001XLhcXLfhdYfii8.4 199

60
vriticallyLevaluatingLtheLtheoryLandLperformanceLofLuayesianLanalysisLofLmacroevolutionaryL
mixturesaLProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaXL2016XL
ddfXLlhilYjg

11.5 190

59 TaxonLsamplingLandLtheLaccuracyLofLlargeLphylogeniesaLSystematiclBiologyXL1998XLgjXLjceYdc 8.4 184

58 tLLikelihoodLRatioLTestLtoLwetectLvonflictingLPhylogeneticLSignalaLSystematiclBiologyXL1996XLghXLleYlk 8.4 174

57 vomparingLtheLstratigraphicLrecordLtoLestimatesLofLphylogenyaLPaleobiologyXL1994XLecXLgjcYgkf 2.6 167

56 InferringLtheLrootLofLaLphylogeneticLtreeaLSystematiclBiologyXL2002XLhdXLfeYgf 8.4 161

55
RatesLandLpatternsLinLtheLevolutionLofLsnakeYlikeLbodyLformLinLsquamateLreptilesmLevidenceLforL
repeatedLreYevolutionLofLlostLdigitsLandLlongYtermLpersistenceLofLintermediateLbodyLformsaL
Evolution;lInternationallJournalloflOrganiclEvolutionXL2008XLieXLecgeYig

3.8 155

54 StatisticalLassignmentLofLwNtLsequencesLusingLuayesianLphylogeneticsaLSystematiclBiologyXL2008XL
hjXLjhcYj 8.4 151

53 HobgoblinLofLphylogeneticsraLNatureXL1994XLfilXLfifYg 50.4 149

52 TestingLaLcovariotideLmodelLofLwNtLsubstitutionaLMolecularlBiologylandlEvolutionXL2002XLdlXLilkYjcj 8.3 147

51 WhenLareLyossilsLbetterLthanLxxtantLTaxaLinLPhylogeneticLtnalysisraLSystematiclZoologyXL1991XLgcXLghk 138

50 ModelingLtheLsiteYspecificLvariationLofLselectionLpatternsLalongLlineagesaLProceedingsloflthelNationall
AcademyloflSciencesloflthelUnitedlStatesloflAmericaXL2004XLdcdXLdelhjYie 11.5 132

49 uayesianLtnalysisLofLMolecularLxvolutionLUsingLMruayesL2005XLdkfYeei 127

48 tLLikelihoodYRatioLTestLofLMonophylyaLSystematiclBiologyXL1996XLghXLhgiYhhk 8.4 124

(1996-2001)

3



47 uiasLinLPhylogeneticLxstimationLandLItsLRelevanceLtoLtheLvhoiceLbetweenLParsimonyLandLLikelihoodL
MethodsaLSystematiclBiologyXL2001XLhcXLhehYhfl 8.4 113

46 PerformanceLofLPhylogeneticLMethodsLinLSimulationaLSystematiclBiologyXL1995XLggXLdj 8.4 106

45 uayesianLinferenceLofLtheLmetazoanLphylogenynLaLcombinedLmolecularLandLmorphologicalL
approachaLCurrentlBiologyXL2004XLdgXLdiggYl 6.3 100

44 zeographicLoriginLofLhumanLmitochondrialLwNtmLaccommodatingLphylogeneticLuncertaintyLandL
modelLcomparisonaLSystematiclBiologyXL2002XLhdXLdhhYih 8.4 99

43 tLuayesianLframeworkLforLtheLanalysisLofLcospeciationaLEvolution;lInternationallJournalloflOrganicl
EvolutionXL2000XLhgXLfheYig 3.8 98

42 xfficiencyLofLMarkovLchainLMonteLvarloLtreeLproposalsLinLuayesianLphylogeneticsaLSystematicl
BiologyXL2008XLhjXLkiYdcf 8.4 94

41 StructuramamLbayesianLinferenceLofLpopulationLstructureaLEvolutionarylBioinformaticsXL2011XLjXLhhYl 1.9 82

40 uxtzLxLfmLImprovedLPerformanceXLScalingXLandLUsabilityLforLaLHighYPerformanceLvomputingLLibraryL
forLStatisticalLPhylogeneticsaLSystematiclBiologyXL2019XLikXLdcheYdcid 8.4 71

39 wetectingLcorrelationLbetweenLcharactersLinLaLcomparativeLanalysisLwithLuncertainLphylogenyaL
Evolution;lInternationallJournalloflOrganiclEvolutionXL2003XLhjXLdefjYgj 3.8 69

38 MaximumLlikelihoodLestimationLofLphylogenyLusingLstratigraphicLdataaLPaleobiologyXL1997XLefXLdjgYdkc 2.6 67

37 tLdirichletLprocessLpriorLforLestimatingLlineageYspecificLsubstitutionLratesaLMolecularlBiologylandl
EvolutionXL2012XLelXLlflYhh 8.3 64

36 PhylogenyXLgenomeLevolutionXLandLhostLspecificityLofLsingleYstrandedLRNtLbacteriophageLTfamilyL
LeviviridaeUaLJournalloflMolecularlEvolutionXL2001XLheXLddjYek 3.1 64

35 ProbabilisticLgraphicalLmodelLrepresentationLinLphylogeneticsaLSystematiclBiologyXL2014XLifXLjhfYjd 8.4 63

34 tLwirichletLprocessLmodelLforLdetectingLpositiveLselectionLinLproteinYcodingLwNtLsequencesaL
ProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaXL2006XLdcfXLieifYk 11.5 63

33 uayesianLestimationLofLpositivelyLselectedLsitesaLJournalloflMolecularlEvolutionXL2004XLhkXLiidYje 3.1 62

32 vomparativeLperformanceLofLuayesianLandLtIvYbasedLmeasuresLofLphylogeneticLmodelLuncertaintyaL
SystematiclBiologyXL2006XLhhXLklYli 8.4 57

31 SupportLforLdentalLHIVLtransmissionaLNatureXL1994XLfilXLegYh 50.4 54

30 vlonalLinterferenceLisLalleviatedLbyLhighLmutationLratesLinLlargeLpopulationsaLMolecularlBiologylandl
EvolutionXL2007XLegXLdfljYgci 8.3 53
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29 wOLPHYLOzxNxTIvLMxTHOwSLPROwUvxLTRxxSLWITHLuItSxwLSHtPxSraLEvolution;lInternationall
JournalloflOrganiclEvolutionXL1996XLhcXLdgdkYdgeg 3.8 48

28 STtTISTIvtLLTxSTSLOyLHOSTYPtRtSITxLvOSPxvItTIONaLEvolution;lInternationallJournalloflOrganicl
EvolutionXL1997XLhdXLgdcYgdl 3.8 47

27 tLnonparametricLmethodLforLaccommodatingLandLtestingLacrossYsiteLrateLvariationaLSystematicl
BiologyXL2007XLhiXLljhYkj 8.4 47

26 ParallelLgeneticLevolutionLwithinLandLbetweenLbacteriophageLspeciesLofLvaryingLdegreesLofL
divergenceaLGeneticsXL2009XLdkdXLeehYfg 4 46

25 StatisticalLTestsLofLHostYParasiteLvospeciationaLEvolution;lInternationallJournalloflOrganiclEvolutionXL
1997XLhdXLgdc 3.8 44

24 xffectLofLnonindependentLsubstitutionLonLphylogeneticLaccuracyaLSystematiclBiologyXL1999XLgkXLfdjYek 8.4 44

23 uayesianLanalysisLofLaminoLacidLsubstitutionLmodelsaLPhilosophicallTransactionsloflthelRoyallSocietyl
B:lBiologicallSciencesXL2008XLfifXLflgdYhf 5.8 39

22 StrepsipteraXLphylogenomicsLandLtheLlongLbranchLattractionLproblemaLPLoSlONEXL2014XLlXLedcjjcl 3.7 38

21 yrequentLinconsistencyLofLparsimonyLunderLaLsimpleLmodelLofLcladogenesisaLSystematiclBiologyXL
2003XLheXLigdYk 8.4 37

20 uaseLcompositionalLbiasLandLphylogeneticLanalysesmLaLtestLofLtheLNflyingLwNtNLhypothesisaLMolecularl
PhylogeneticslandlEvolutionXL1998XLdcXLgckYdi 4.1 34

19
MtXIMUMYLIKxLIHOOwLxSTIMtTIONLOyLPOPULtTIONLwIVxRzxNvxLTIMxSLtNwLPOPULtTIONL
PHYLOzxNYLINLMOwxLSLWITHOUTLMUTtTIONaLEvolution;lInternationallJournalloflOrganiclEvolution
XL1998XLheXLiilYijj

3.8 34

18 QuantifyingLtheLimpactLofLdependentLevolutionLamongLsitesLinLphylogeneticLinferenceaLSystematicl
BiologyXL2011XLicXLicYjf 8.4 24

17 uiologicallyLinspiredLphylogeneticLmodelsLstronglyLoutperformLtheLnoLcommonLmechanismLmodelaL
SystematiclBiologyXL2011XLicXLeehYfe 8.4 22

16 tLuayesianLperspectiveLonLaLnonYparsimoniousLparsimonyLmodelaLSystematiclBiologyXL2008XLhjXLgciYdl 8.4 21

15 tssessingLUncertaintyLinLtheLRootingLofLtheLStRSYvoVYeLPhylogenyaLMolecularlBiologylandlEvolution
XL2021XLfkXLdhfjYdhgf 8.3 19

14 vommentLonLNPhylogeneticLMvMvLalgorithmsLareLmisleadingLonLmixturesLofLtreesNaLScienceXL2006XL
fdeXLfijnLauthorLreplyLfij 33.3 15

13 uayesianLSupertreesaLComputationallBiologyXL2004XLdlfYeeg 0.7 14

12 ReplyLfromLjapaLHuelsenbeckXLjajaLuullLandLvawaLvunninghamaLTrendslinlEcologylandlEvolutionXL1996XL
ddXLffh 10.9 12
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11 tLuayesianLtpproachLforLxstimatingLuranchYSpecificLSpeciationLandLxxtinctionLRates 12

10 tLphylogeneticLmodelLforLtheLdetectionLofLepistaticLinteractionsaLMolecularlBiologylandlEvolutionXL
2013XLfcXLedljYeck 8.3 10

9 UsingLParsimonyYzuidedLTreeLProposalsLtoLtccelerateLvonvergenceLinLuayesianLPhylogeneticL
InferenceaLSystematiclBiologyXL2020XLilXLdcdiYdcfe 8.4 10

8 tssessingLuncertaintyLinLtheLrootingLofLtheLStRSYvoVYeLphylogeny 9

7
ReplyLtoLNakovLetLalamLModelLchoiceLrequiresLbiologicalLinsightLwhenLstudyingLtheLancestralLhabitatL
ofLphotosyntheticLeukaryotesaLProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesl
oflAmericaXL2017XLddgXLxdcickYxdcicl

11.5 6

6 ParallelLpowerLposteriorLanalysesLforLfastLcomputationLofLmarginalLlikelihoodsLinLphylogenetics 6

5 ParallelLpowerLposteriorLanalysesLforLfastLcomputationLofLmarginalLlikelihoodsLinLphylogeneticsaL
PeerJXL2021XLlXLedegfk 3.1 1

4 tssessmentLofLfungalLdiversityLinLsoilLrhizosphereLassociatedLwithLRhazyaLstrictaLandLsomeLdesertL
plantsLusingLmetagenomicsaLArchivesloflMicrobiologyXL2021XLecfXLdeddYdedl 3 1

3 PhylogenyLxstimationLUsingLLikelihoodYuasedLMethodsL2019XLdjjYgc 1

2 StratigraphicLwataLandLxstimatesLofLPhylogeniesmLvontrastingLtheLxfficiencyLofLwifferentLMethodsL
UsingLSimulationsaLThelPaleontologicallSocietylSpeciallPublicationsXL1996XLkXLdkgYdkg

1 RatesLofLevolutionLandLfossilsLinLphylogeneticLanalysismLaLcomputerLsimulationLapproachaLThel
PaleontologicallSocietylSpeciallPublicationsXL1992XLiXLdgcYdgc
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