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Prognostic Markers Identification in Glioma by Gene Expression Profile Analysis. Journal of 16 19
Computational Biology, 2020, 27, 81-90. :

Construction of Novel DNA Methylation-Based Prognostic Model to Predict Survival in Glioblastoma.
Journal of Computational Biology, 2020, 27, 718-728.

Identification of human lactate dehydrogenase A inhibitors with anti-osteosarcoma activity through

cell-based phenotypic screening. Bioorganic and Medicinal Chemistry Letters, 2020, 30, 126909. 2.2 4

CENPE, PRC1, TTK, and PLK4 May Play Crucial Roles in the Osteosarcoma Progression. Technology in
Cancer Research and Treatment, 2020, 19, 153303382097327.

Mechanical characteristics of BMSCs-intervened sciatic nerve in chronic alcohol-intoxicated animal

model. International Journal of Neuroscience, 2020, 131, 1-7. 1.6 1

Mechanical properties of the sciatic nerve following combined transplantation of analytically
extracted acellular allogeneic nerve and adipose-derived mesenchymal stem cells. Acta Cirurgica
Brasileira, 2020, 35, e202000405.

Sea cucumber Cucumaria frondosa fucoidan inhibits osteosarcoma adhesion and migration by

regulating cytoskeleton remodeling. Oncology Reports, 2020, 44, 469-476. 2.6 15

Comparative Analysis of Bone Mechanical Properties of Adipose-Derived Mesenchymal Stem Cells and
Raloxifene in Treatment of Osteoporosis. Journal of Hard Tissue Biology, 2020, 29, 71-76.

Sirtl modulates H3 phosphorylation and facilitates osteosarcoma cell autophagy. Artificial Cells, 0.8 4
Nanomedicine and Biotechnology, 2019, 47, 3374-3381. ’

Identification of crucial miRNAs and IncRNAs for ossification of ligamentum flavum. Molecular
Medicine Reports, 2019, 20, 1683-1699.

PCAF regulates H3 phosphorylation and promotes autophagy in osteosarcoma cells. Biomedicine and 56 10
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Comparison of bone biomechanical properties after bone marrow mesenchymal stem cell or
alendronate treatment in an osteoporotic animal model. Biomedizinische Technik, 2019, 64, 721-727.

Gene and microRNA Signatures Are Associated with the Development and Survival of Glioblastoma 1.9 6
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LncRNA AWPPH promotes osteosarcoma progression via activation of Wnt/i2-catenin pathway through
modulating miR-93-3p/FZD7 axis. Biochemical and Biophysical Research Communications, 2019, 514,
1017-1022.

Bone Viscoelastic Properties in an Animal Model with Osteoporosis after BMSC-Alendronate Sodium
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Analysis of BMSCs-intervened viscoelasticity of sciatic nerve in rats with chronic alcoholic
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NAIF1 suppresses osteosarcoma progression and is regulated by miRa€428. Cell Biochemistry and 9.9 8
Function, 2018, 36, 443-449. ’
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Long noncoding RNA LSINCTS5 acts as an oncogene via increasing EZH2-induced inhibition of APC

expression in osteosarcoma. Biochemical and Biophysical Research Communications, 2018, 507, 193-197.

Candidate Biomarkers and Molecular Mechanism Investigation for Glioblastoma Multiforme Utilizing 1.9 79
WGCNA. BioMed Research International, 2018, 2018, 1-10. :

The 3-dimensional miniplate is more effective than the standard miniplate for the management of
mandibular fractures: a meta-analysis. European Journal of Medical Research, 2017, 22, 5.

Identification of potential target genes and related regulatory transcription factors in spontaneous
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Identification of potential therapeutic target genes and miRNAs for primary myelofibrosis with
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Identification of key genes in glioma CpG island methylator phenotype via network analysis of gene

expression data. Molecular Medicine Reports, 2017, 16, 9503-9511. 2.4 2

Investigation of crucial genes and microRNAs in conventional osteosarcoma using gene expression
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Bioinformatics analysis of the CDK2 functions in neuroblastoma. Molecular Medicine Reports, 2017, 17,
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Screening of Critical Genes and MicroRNAs in Blood Samples of Patients with Ruptured Intracranial
Aneurysms by Bioinformatic Analysis of Gene Expression Data. Medical Science Monitor, 2017, 23,
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Identification of differentially expressed genes regulated by transcription factors in glioblastomas by

bioinformatics analysis. Molecular Medicine Reports, 2015, 11, 2548-2554. 24 54

Analysis of gene expression profiles associated with glioma progression. Molecular Medicine Reports,
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Molecular mechanisms of luteolin induced growth inhibition and apoptosis of human osteosarcoma
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Genome-wide analysis of IncRNAs, miRNAs and mRNAs forming a prognostic scoring model associated
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