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ARTICLE

An alignment-free heuristic for fast sequence comparisons with applications to phylogeny
reconstruction. BMC Bioinformatics, 2020, 21, 404.

A greedy alignment-free distance estimator for phylogenetic inference. BMC Bioinformatics, 2017, 18,
238.

ALFRED: A Practical Method for Alignment-Free Distance Computation. Journal of Computational

Biology, 2016, 23, 452-460.
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