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j Paper IF Citations

92 PredictingKfungalKinfectionKrateKandKseverityKwithKskinaassociatedKmicrobialKcommunitiesKonK
amphibiansbbKMolecularlEcologyWK2022WK 5.7 2

91 PhylogenyauwareKunalysisKofKMetagenomeKwommunityKycologyKvasedKonKMatchedKReferenceK
’enomesKwhileKvypassingKTaxonomybbKMSystemsWK2022WKeddejkff 7.6 3

90 UniformKManifoldKupproximationKandKProjectionKSUMuPTKRevealsKwompositeKPatternsKandKResolvesK
VisualizationKurtifactsKinKMicrobiomeKxatabKMSystemsWK2021WKjWKeddjmefe 7.6 4

89 yMPressKynablesKTreea’uidedWKInteractiveWKandKyxploratoryKunalysesKofKMultiaomicKxataKSetsbK
MSystemsWK2021WKjWK 7.6 14

88 whemicallyKinformedKanalysesKofKmetabolomicsKmassKspectrometryKdataKwithKQemistreebKNaturel
ChemicallBiologyWK2021WKekWKehjaeie 11.7 29

87 SleepKandKwircadianKxisruptionKandKtheK’utKMicrobiomeaPossibleKLinksKtoKxysregulatedK
MetabolismbKCurrentlOpinionlinlEndocrinelandlMetaboliclResearchWK2021WKekWKfjagk 1.7 2

86 yfficientKcomputationKofKzaithRsKphylogeneticKdiversityKwithKapplicationsKinKcharacterizingK
microbiomesbKGenomelResearchWK2021WKgeWKfegeafegk 9.7 3

85
RuminiclostridiumKiWKParabacteroidesKdistasonisWKandKbileKacidKprofileKareKmodulatedKbyKprebioticK
dietKandKassociateKwithKfacilitatedKsleepcclockKrealignmentKafterKchronicKdisruptionKofKrhythmsbK
BrainzlBehaviorzlandlImmunityWK2021WKmkWKeidaejj

16.6 6

84 Visualizing´ RomicKfeatureKrankingsKandKlogaratiosKusingKQurrobKNARlGenomicslandlBioinformaticsWK
2020WKfWKlqaadfg 3.7 48

83  ighaResolutionKLongitudinalKxynamicsKofKtheKwysticKzibrosisKSputumKMicrobiomeKandKMetabolomeK
throughKuntibioticKTherapybKMSystemsWK2020WKiWK 7.6 24

82 ParoxetineKudministrationKuffectsKMicrobiotaKandKvileKucidKLevelsKinKMicebKFrontierslinlPsychiatryWK
2020WKeeWKiel 5 5

81 RepeatedKsleepKdisruptionKinKmiceKleadsKtoKpersistentKshiftsKinKtheKfecalKmicrobiomeKandK
metabolomebKPLoSlONEWK2020WKeiWKedffmdde 3.7 20

80 QIIMyKfKynablesKwomprehensiveKyndatoayndKunalysisKofKxiverseKMicrobiomeKxataKandKwomparativeK
StudiesKwithKPubliclyKuvailableKxatabKCurrentlProtocolslinlBioinformaticsWK2020WKkdWKeedd 24.2 63

79 MultipleaxiseaseKxetectionKandKwlassificationKacrossKwohortsKviaKMicrobiomeKSearchbKMSystemsWK
2020WKiWK 7.6 12

78 MicrobialKbiogeographyKandKecologyKofKtheKmouthKandKimplicationsKforKperiodontalKdiseasesbK
Periodontologyl2000WK2020WKlfWKfjahe 12.9 32

77 uKxistinctKMicrobiomeKSignatureKinKPosttreatmentKLymeKxiseaseKPatientsbKMBioWK2020WKeeWK 7.8 7

76 yffectsKofKImmunizationKWithKtheKSoilaxerivedKvacteriumKonKStressKwopingKvehaviorsKandKwognitiveK
PerformanceKinKaKMTwoK itMKStressorKModelbKFrontierslinlPhysiologyWK2020WKeeWKifhlgg 4.6 7
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75 RepeatedKsleepKdisruptionKinKmiceKleadsKtoKpersistentKshiftsKinKtheKfecalKmicrobiomeKandK
metabolomeK2020WKeiWKedffmdde

74 RepeatedKsleepKdisruptionKinKmiceKleadsKtoKpersistentKshiftsKinKtheKfecalKmicrobiomeKandK
metabolomeK2020WKeiWKedffmdde

73 RepeatedKsleepKdisruptionKinKmiceKleadsKtoKpersistentKshiftsKinKtheKfecalKmicrobiomeKandK
metabolomeK2020WKeiWKedffmdde

72 SuppressionKofKtheKgutKmicrobiomeKamelioratesKagearelatedKarterialKdysfunctionKandKoxidativeK
stressKinKmicebKJournalloflPhysiologyWK2019WKimkWKfgjeafgkl 3.9 64

71 redbiomnKaKRapidKSampleKxiscoveryKandKzeatureKwharacterizationKSystembKMSystemsWK2019WKhWK 7.6 17

70 MultiaomicsKofKtheKgutKmicrobialKecosystemKinKinflammatoryKbowelKdiseasesbKNatureWK2019WKijmWKjiiajjf 50.4 761

69 IntermittentK ypoxiaKandK ypercapniaKReproduciblyKwhangeKtheK’utKMicrobiomeKandKMetabolomeK
acrossKRodentKModelKSystemsbKMSystemsWK2019WKhWK 7.6 13

68 ynvironmentalKtoxicantsKinKbreastKmilkKofKNorwegianKmothersKandKgutKbacteriaKcompositionKandK
metabolitesKinKtheirKinfantsKatKe´ monthbKMicrobiomeWK2019WKkWKgh 16.6 58

67 ReproducibleWKinteractiveWKscalableKandKextensibleKmicrobiomeKdataKscienceKusingKQIIMyKfbKNaturel
BiotechnologyWK2019WKgkWKlifalik 44.5 4050

66 PhylogeneticKPlacementKofKyxactKumpliconKSequencesKImprovesKussociationsKwithKwlinicalK
InformationbKMSystemsWK2018WKgWK 7.6 181

65 ’utKMicrobiotaKOffersKUniversalKviomarkersKacrossKythnicityKinKInflammatoryKvowelKxiseaseK
xiagnosisKandKInfliximabKResponseKPredictionbKMSystemsWK2018WKgWK 7.6 115

64 ’uidingKlongitudinalKsamplingKinKIvxKcohortsbKGutWK2018WKjkWKekhgaekhi 19.2 23

63 ureKmicrobiomeKstudiesKreadyKforKhypothesisadrivenKresearchsbKCurrentlOpinionlinlMicrobiologyWK
2018WKhhWKjeajm 7.9 18

62 QIIMyKfnKReproducibleWKinteractiveWKscalableWKandKextensibleKmicrobiomeKdataKscienceK2018WK 78

61 IdentifyingKandKPredictingKNoveltyKinKMicrobiomeKStudiesbKMBioWK2018WKmWK 7.8 21

60 QiitanKrapidWKwebaenabledKmicrobiomeKmetaaanalysisbKNaturelMethodsWK2018WKeiWKkmjakml 21.6 231

59 StripedKUnizracnKenablingKmicrobiomeKanalysisKatKunprecedentedKscalebKNaturelMethodsWK2018WKeiWKlhkalhl21.6 40

58 umericanK’utnKanKOpenKPlatformKforKwitizenKScienceKMicrobiomeKResearchbKMSystemsWK2018WKgWK 7.6 336

(2018-2020)
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57 vestKpracticesKforKanalysingKmicrobiomesbKNaturelReviewslMicrobiologyWK2018WKejWKhedahff 22.2 668

56 valanceKTreesKRevealKMicrobialKNicheKxifferentiationbKMSystemsWK2017WKfWK 7.6 177

55 vringingKtheKxynamicKMicrobiomeKtoKLifeKwithKunimationsbKCelllHostlandlMicrobeWK2017WKfeWKkaed 23.4 44

54 xeblurKRapidlyKResolvesKSingleaNucleotideKwommunityKSequenceKPatternsbKMSystemsWK2017WKfWK 7.6 763

53 NormalizationKandKmicrobialKdifferentialKabundanceKstrategiesKdependKuponKdataKcharacteristicsbK
MicrobiomeWK2017WKiWKfk 16.6 840

52 xynamicsKofKtheKhumanKgutKmicrobiomeKinKinflammatoryKbowelKdiseasebKNaturelMicrobiologyWK2017WK
fWKekddh 26.6 533

51 whangesKinKmicrobialKecologyKafterKfecalKmicrobiotaKtransplantationKforKrecurrentKwbKdifficileK
infectionKaffectedKbyKunderlyingKinflammatoryKbowelKdiseasebKMicrobiomeWK2017WKiWKii 16.6 74

50 uKcommunalKcatalogueKrevealsKyarthRsKmultiscaleKmicrobialKdiversitybKNatureWK2017WKiieWKhikahjg 50.4 1076

49 TheKspongeKmicrobiomeKprojectbKGigaScienceWK2017WKjWKeak 7.6 101

48 MigrainesKureKworrelatedKwithK igherKLevelsKofKNitrateaWKNitriteaWKandKNitricKOxideaReducingKOralK
MicrobesKinKtheKumericanK’utKProjectKwohortbKMSystemsWK2016WKeWK 7.6 29

47 TinyKmicrobesWKenormousKimpactsnKwhatKmattersKinKgutKmicrobiomeKstudiessbKGenomelBiologyWK2016WK
ekWKfek 18.3 86

46 KeemeinKcloudabasedKvalidationKofKtabularKbioinformaticsKfileKformatsKinK’oogleKSheetsbKGigaScienceWK
2016WKiWKfk 7.6 16

45 PartialKrestorationKofKtheKmicrobiotaKofKcesareanabornKinfantsKviaKvaginalKmicrobialKtransferbKNaturel
MedicineWK2016WKffWKfidag 50.5 536

44
ImmunizationKwithKaKheatakilledKpreparationKofKtheKenvironmentalKbacteriumKMycobacteriumK
vaccaeKpromotesKstressKresilienceKinKmicebKProceedingsloflthelNationallAcademyloflSciencesloflthel
UnitedlStatesloflAmericaWK2016WKeegWKygegdam

11.5 137

43 untifungalKisolatesKdatabaseKofKamphibianKskinaassociatedKbacteriaKandKfunctionKagainstKemergingK
fungalKpathogensbKEcologyWK2015WKmjWKimiaimi 4.6 107

42 xynamicKchangesKinKshortaKandKlongatermKbacterialKcompositionKfollowingKfecalKmicrobiotaK
transplantationKforKrecurrentKwlostridiumKdifficileKinfectionbKMicrobiomeWK2015WKgWKed 16.6 175

41 MolecularKcartographyKofKtheKhumanKskinKsurfaceKinKgxbKProceedingsloflthelNationallAcademylofl
SciencesloflthelUnitedlStatesloflAmericaWK2015WKeefWKyfefdam 11.5 237

40 VariationKinKtheKMicrobiotaKofKIxodesKTicksKwithKRegardKtoK’eographyWKSpeciesWKandKSexbKAppliedlandl
EnvironmentallMicrobiologyWK2015WKleWKjfddam 4.8 110
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39 UsingKQIIMyKtoKyvaluateKtheKMicrobialKwommunitiesKWithinK ydrocarbonKynvironmentsbKSpringerl
ProtocolsWK2015WKlmaeeg 0.3 1

38 yxerciseKisKMoreKyffectiveKatKulteringK’utKMicrobialKwompositionKandKProducingKStableKwhangesKinK
LeanKMassKinKJuvenileKversusKudultKMaleKzghhKRatsbKPLoSlONEWK2015WKedWKedefillm 3.7 106

37 MicrobiotaKandK ostKNutritionKacrossKPlantKandKunimalKKingdomsbKCelllHostlandlMicrobeWK2015WKekWKjdgaej23.4 373

36 wonvergenceKofKgutKmicrobiomesKinKmyrmecophagousKmammalsbKMolecularlEcologyWK2014WKfgWKegdeaek 5.7 179

35 TheKtreatmentanaiveKmicrobiomeKinKnewaonsetKwrohnRsKdiseasebKCelllHostlandlMicrobeWK2014WKeiWKglfagmf23.4 1836

34 MetagenomicsKrevealsKsedimentKmicrobialKcommunityKresponseKtoKxeepwaterK orizonKoilKspillbK
ISMElJournalWK2014WKlWKehjhaki 11.9 262

33 SnapShotnKtheKhumanKmicrobiomebKCellWK2014WKeilWKjmdajmdbee 56.2 20

32 RethinkingKMenterotypesMbKCelllHostlandlMicrobeWK2014WKejWKhggak 23.4 234

31 SubsampledKopenareferenceKclusteringKcreatesKconsistentWKcomprehensiveKOTUKdefinitionsKandK
scalesKtoKbillionsKofKsequencesbKPeerJWK2014WKfWKeihi 3.1 395

30 xiversityKofKRickettsialesKinKtheKmicrobiomeKofKtheKloneKstarKtickWKumblyommaKamericanumbKAppliedl
andlEnvironmentallMicrobiologyWK2014WKldWKgiham 4.8 62

29 TemporalKvariabilityKisKaKpersonalizedKfeatureKofKtheKhumanKmicrobiomebKGenomelBiologyWK2014WKeiWKige 18.3 255

28 MetaaanalysesKofKstudiesKofKtheKhumanKmicrobiotabKGenomelResearchWK2013WKfgWKekdhaeh 9.7 289

27 yMPerornKaKtoolKforKvisualizingKhighathroughputKmicrobialKcommunityKdatabKGigaScienceWK2013WKfWKej 7.6 711

26 udvancingKourKunderstandingKofKtheKhumanKmicrobiomeKusingKQIIMybKMethodslinlEnzymologyWK2013WK
igeWKgkeahhh 1.7 373

25 uKguideKtoKenterotypesKacrossKtheKhumanKbodynKmetaaanalysisKofKmicrobialKcommunityKstructuresKinK
humanKmicrobiomeKdatasetsbKPLoSlComputationallBiologyWK2013WKmWKeeddfljg 5 359

24 wollaborativeKcloudaenabledKtoolsKallowKrapidWKreproducibleKbiologicalKinsightsbKISMElJournalWK2013WK
kWKhjeah 11.9 14

23 vacterialKdiversityKinKtwoKNeonatalKIntensiveKwareKUnitsKSNIwUsTbKPLoSlONEWK2013WKlWKeihkdg 3.7 97

22 udvancingKanalyticalKalgorithmsKandKpipelinesKforKbillionsKofKmicrobialKsequencesbKCurrentlOpinionlinl
BiotechnologyWK2012WKfgWKjhake 11.4 46

(2012-2015)
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21  ostKremodelingKofKtheKgutKmicrobiomeKandKmetabolicKchangesKduringKpregnancybKCellWK2012WKeidWKhkdald56.2 1117

20 TransientKinabilityKtoKmanageKproteobacteriaKpromotesKchronicKgutKinflammationKinKTLRiadeficientK
micebKCelllHostlandlMicrobeWK2012WKefWKegmaif 23.4 325

19 wharacterizingKmicrobialKcommunitiesKthroughKspaceKandKtimebKCurrentlOpinionlinlBiotechnologyWK
2012WKfgWKhgeaj 11.4 73

18 zromKunimalculesKtoKanKycosystemnKupplicationKofKycologicalKwonceptsKtoKtheK umanKMicrobiomebK
AnnuallReviewloflEcologyzlEvolutionzlandlSystematicsWK2012WKhgWKegkaeii 13.5 64

17 warbonWKmetalsWKandKgrainKsizeKcorrelateKwithKbacterialKcommunityKstructureKinKsedimentsKofKaKhighK
arsenicKaquiferbKFrontierslinlMicrobiologyWK2012WKgWKlf 5.7 19

16 SitePainternKaKtoolKforKexploringKbiogeographicalKpatternsbKBioinformaticsWK2012WKflWKhgjal 7.2 18

15 xietKdrivesKconvergenceKinKgutKmicrobiomeKfunctionsKacrossKmammalianKphylogenyKandKwithinK
humansbKScienceWK2011WKggfWKmkdah 33.3 1215

14 MinimumKinformationKaboutKaKmarkerKgeneKsequenceKSMIMuRKSTKandKminimumKinformationKaboutK
anyKSxTKsequenceKSMIxSTKspecificationsbKNaturelBiotechnologyWK2011WKfmWKheiafd 44.5 445

13 MovingKpicturesKofKtheKhumanKmicrobiomebKGenomelBiologyWK2011WKefWKRid 18.3 723

12 OurKmicrobialKselvesnKwhatKecologyKcanKteachKusbKEMBOlReportsWK2011WKefWKkkialh 6.5 65

11 TheKmindabodyamicrobialKcontinuumbKDialogueslinlClinicallNeuroscienceWK2011WKegWKiiajf 5.7 85

10 yffectsKofKlibraryKsizeKvarianceWKsparsityWKandKcompositionalityKonKtheKanalysisKofKmicrobiomeKdata 5

9 yffectsKofKlibraryKsizeKvarianceWKsparsityWKandKcompositionalityKonKtheKanalysisKofKmicrobiomeKdata 23

8 QIIMyKfnKReproducibleWKinteractiveWKscalableWKandKextensibleKmicrobiomeKdataKscience 36

7 QIIMyKfnKReproducibleWKinteractiveWKscalableWKandKextensibleKmicrobiomeKdataKscience 138

6 VisualizingKâ��omicKfeatureKrankingsKandKlogaratiosKusingKQurro 6

5 whemicallyainformedKunalysesKofKMetabolomicsKMassKSpectrometryKxataKwithKQemistree 3

4 yMPressKenablesKtreeaguidedWKinteractiveWKandKexploratoryKanalysesKofKmultiaomicKdatasets 5
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3 umericanK’utnKanKOpenKPlatformKforKwitizenaScienceKMicrobiomeKResearch 11

2 O’UsKenableKeffectiveWKphylogenyaawareKanalysisKofKevenKshallowKmetagenomeKcommunityKstructures 7

1 MultiaomicsKprofilingKofKyarthâ��sKbiomesKrevealsKthatKmicrobialKandKmetaboliteKcompositionKareK
shapedKbyKtheKenvironment 3
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