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Deep ancestry of mammalian X chromosome revealed by comparison with the basal tetrapod Xenopus 0.8 13
tropicalis. BMC Genomics, 2012, 13, 315. :
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Remobilization of Sleeping Beauty transposons in the germline of Xenopus tropicalis. Mobile DNA,
2011, 2, 15.

Remobilization of Tol2 transposons in Xenopus tropicalis. BMC Developmental Biology, 2010, 10, 11. 2.1 16

Rapid gynogenetic mapping of <i>Xenopus tropicalis</i> mutations to chromosomes. Developmental
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Absence of heartbeat in the Xenopus tropicalis mutation muzak is caused by a nonsense mutation in

cardiac myosin myh6. Developmental Biology, 2009, 336, 20-29. 2.0 50

Identification of a Mutation in the<i>Clock1</i>Gene Affecting Zebrafish Circadian Rhythms. Journal
of Neurogenetics, 2008, 22, 149-166.

Distribution of Poglmorphic and Non-Polymorphic Microsatellite Repeats in <i>Xenopus tropicalis</i>. 2.0 14
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EXT1 regulates chondrocyte proliferation and differentiation during endochondral bone
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Disruption of Gastrulation and Heparan Sulfate Biosynthesis in EXT1-Deficient Mice. Developmental
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Short Communication: Vgl Orthology in the Direct Developing Frog,Syrrhophus Cystignathoides o7 1
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Human NDUFB9 Gene: Genomic Organization and a Possible Candidate Gene Associated with Deafness
Disorder Mapped to Chromosome 8q13. Human Heredity, 1999, 49, 75-80.

Evaluation of locus heterogeneity and EXT1 mutations in 34 families with hereditary multiple 05 63
exostoses. Human Mutation, 1998, 11, 231-239. :

Genomic Organization and Promoter Structure of the Human EXT1 Gene. Genomics, 1997, 40, 351-354.

Mutation Screening of the EXT1 and EXT2 Genes in Patients with Hereditary Multiple Exostoses. 6.2 127
American Journal of Human Genetics, 1997, 61, 520-528. :
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The Human B22 Subunit of the NADH-Ubiquinone Oxidoreductase Maps to the Region of Chromosome 8
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Refined localization of the branchiootorenal syndrome gene by linkage and haplotype analysis.
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