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31 Development of an Efficient Inverse PCR Method for Isolating Gene Tags from T-DNA Insertional
Mutants in Rice. Methods in Molecular Biology, 2011, 678, 139-146. 0.9 21

32 Inactivation of the CTD phosphatase-like gene<i>OsCPL1</i>enhances the development of the
abscission layer and seed shattering in rice. Plant Journal, 2010, 61, 96-106. 5.7 89

33 Rice Aldehyde Dehydrogenase7 Is Needed for Seed Maturation and Viability Â  Â . Plant Physiology, 2009,
149, 905-915. 4.8 125

34 Cloning Vectors for Rice. Journal of Plant Biology, 2009, 52, 73-78. 2.1 95

35 Rice <i>OGR1</i> encodes a pentatricopeptide repeatâ€“DYW protein and is essential for RNA editing in
mitochondria. Plant Journal, 2009, 59, 738-749. 5.7 148

36 Generation of a flanking sequence-tag database for activation-tagging lines in japonica rice. Plant
Journal, 2006, 45, 123-132. 5.7 321



4

Sung-Ryul Kim

# Article IF Citations

37 Transgene structures in T-DNA-inserted rice plants. Plant Molecular Biology, 2003, 52, 761-773. 3.9 127

38 Generation and Analysis of End Sequence Database for T-DNA Tagging Lines in Rice. Plant Physiology,
2003, 133, 2040-2047. 4.8 238


