28

papers

30

all docs

430442

949 18
citations h-index
30 30
docs citations times ranked

552369
26

g-index

1512

citing authors



10

12

14

16

18

ARTICLE IF CITATIONS

Cell-Free DNA to Detect Heart Allograft Acute Rejection. Circulation, 2021, 143, 1184-1197.

Cell-free DNA maps COVID-19 tissue injury and risk of death and can cause tissue injury. JCl Insight, 2021,
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Donor-derived cell-free DNA predicts allograft failure and mortality after lung transplantation.
EBioMedicine, 2019, 40, 541-553.

Late manifestation of alloantibody-associated injury and clinical pulmonary antibody-mediated
rejection: Evidence from cell-free DNA analysis. Journal of Heart and Lung Transplantation, 2018, 37, 0.3 69
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The transcription factors TFE3 and TFEB amplify p53 dependent transcriptional programs in response
to DNA damage. ELife, 2018, 7, .

Network Analysis and Transcriptome Profiling Identify Autophagic and Mitochondrial Dysfunctions in
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Applying rigor and reproducibility standards to assay donor-derived cell-free DNA as a non-invasive
method for detection of acute rejection and graft injury after heart transplantation. Journal of
Heart and Lung Transplantation, 2017, 36, 1004-1012.
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noncoding RNA. Scientific Data, 2020, 7, 326. 2.4 40

Properties of globala€-and locala€ancestry adjustments in genetic association tests in admixed
populations. Genetic Epidemiology, 2018, 42, 214-229.

Donor-derived cellfree DNA accurately detects acute rejection in lung transplant patients, a
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Targeted RNA-sequencing for the quantification of measurable residual disease in acute myeloid
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Rhesus iPSC Safe Harbor Gene-Editing Platform for Stable Expression of Transgenes in Differentiated
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Use of donor-derived-cell-free DNA as a marRer of early allograft injury in primary graft dysfunction
(PGD) to predict the risk of chronic lung allograft dysfunction (CLAD). Journal of Heart and Lung
Transplantation, 2021, 40, 488-493.

Circulating cell-free DNA as a biomarker of tissue injury: Assessment in a cardiac xenotransplantation
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GATA-2a€"deficient mast cells limit IgE-mediated immediate hypersensitivity reactions in human subjects.
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Prediction and validation of hematopoietic stem and progenitor cell off-target editing in

transplanted rhesus macaques. Molecular Therapy, 2022, 30, 209-222.
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Higher levels of allograft injury in black patients early after heart transplantation. Journal of Heart
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