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j Paper IF Citations

139
TheKindependentKprognosticKvalueKofKglobalKepigeneticKalterationskKrnKanalysisKofKsingleXcellK
rTrtXseqKofKcirculatingKleukocytesKfromKtraumaKpatientsKfollowedKbyKvalidationKinKwholeKbloodK
leukocyteKtranscriptomesKacrossKthreeKetiologiesKofKcriticalKillnessYYKEBioMedicineWK2022WKhgWKbadiga

8.8 2

138 thildKmaltreatmentWKanxietyKandKdepressionWKandKasthmaKamongKsritishKadultsKinKtheKUγKsiobankYYK
EuropeanhRespiratoryhJournalWK2022WK 13.6 2

137 LONxLXNetkKtemporalKcorrelationKstructureKguidedKdeepKlearningKmodelKtoKpredictKlongitudinalK
ageXrelatedKmacularKdegenerationKseverityYK2022WKbWKpgabaad 1

136 uifferentialKgeneKexpressionKinKnasalKairwayKepitheliumKfromKoverweightKorKobeseKyouthKwithK
asthmaYYKPediatrichAllergyhandhImmunologyWK2022WKddWKebdhhg 4.2 0

135 uNrKMethylationKandKrtopicKuiseasesYYKMethodshinhMolecularhBiologyWK2022WKcedcWKifXjj 1.4 1

134 MultiXmodalKxenotypeKand´ PhenotypeKMutualKLearningKto´ vnhanceKSingleXModalKznputKsasedK
LongitudinalKOutcomeKPredictionYKLecturehNoteshinhComputerhScienceWK2022WKcajXccj 0.9

133 vxposureKtoKviolenceWKchronicKstressWKnasalKuNrKmethylationWKandKatopicKasthmaKinKchildrenYK
PediatrichPulmonologyWK2021WKfgWKbijgXbjaf 3.5 2

132 rKregionXbasedKmethodKforKcausalKmediationKanalysisKofKuNrKmethylationKdataYKEpigeneticsWK2021WKbXbb 5.7 0

131 yighXdimensionalKprofilingKclustersKasthmaKseverityKbyKlymphoidKandKnonXlymphoidKstatusYKCellh
ReportsWK2021WKdfWKbaijhe 10.6 9

130
xeneXsasedKrssociationKTestingKofKuichotomousKTraitsKWithKxeneralizedKwunctionalKLinearKMixedK
ModelsKUsingKvxtendedKPedigreeskKrpplicationsKtoKrgeXRelatedKMacularKuegenerationYKJournalhofh
thehAmericanhStatisticalhAssociationWK2021WKbbgWKfdbXfef

2.8 1

129 rKgenomeXwideKassociationKstudyKofKsevereKasthmaKexacerbationsKinKLatinoKchildrenKandK
adolescentsYKEuropeanhRespiratoryhJournalWK2021WKfhWK 13.6 6

128 rKgenomeXwideKstudyKofKuNrKmethylationKinKwhiteKbloodKcellsKandKasthmaKinKLatinoKchildrenKandK
youthYKEpigeneticsWK2021WKbgWKfhhXfif 5.7 4

127 rKgenomeXwideKassociationKstudyKofKasthmaKhospitalizationsKinKadultsYKJournalhofhAllergyhandhClinicalh
ImmunologyWK2021WKbehWKjddXjea 11.5 5

126 rKroadKmapKfromKsingleXcellKtranscriptomeKtoKpatientKclassificationKforKtheKimmuneKresponseKtoK
traumaYKJCIhInsightWK2021WKgWK 9.9 8

125 xenomeXWideKrssociationKStudiesXsasedKMachineKLearningKforKPredictionKofKrgeXRelatedKMacularK
uegenerationKRiskYKTranslationalhVisionhSciencehandhTechnologyWK2021WKbaWKcj 3.3 4

124 MyofibroblastKtranscriptomeKindicatesKSwRPcKfibroblastKprogenitorsKinKsystemicKsclerosisKskinYK
NaturehCommunicationsWK2021WKbcWKedie 17.4 13

123 zdentificationKandKinferenceKforKsubgroupsKwithKdifferentialKtreatmentKefficacyKfromKrandomizedK
controlledKtrialsKwithKsurvivalKoutcomesKthroughKmultipleKtestingYKStatisticshinhMedicineWK2021WKeaWKgfcdXgfea2.3
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122 rMuKxeneticskKMethodsKandKrnalysesKforKrssociationWKProgressionWKandKPredictionYKAdvanceshinh
ExperimentalhMedicinehandhBiologyWK2021WKbcfgWKbjbXcaa 3.6 1

121 PzRsKmediateKinnateKmyeloidKcellKmemoryKtoKnonselfKMytKmoleculesYKScienceWK2020WKdgiWKbbccXbbch 33.3 41

120 sRvMXStkKaKbayesianKrandomKeffectsKmixtureKmodelKforKjointKclusteringKsingleKcellKmultiXomicsKdataYK
NucleichAcidshResearchWK2020WKeiWKfibeXfice 20.1 16

119
RapidKreconstitutionKofKregulatoryKTXcellKsubsetsKisKassociatedKwithKreducedKratesKofKacuteK
graftXversusXhostKdiseaseKandKabsenceKofKviremiaKafterKcordKbloodKtransplantationKinKchildrenKwithK
reducedXintensityKconditioningKusingKalemtuzumabYKCytotherapyWK2020WKccWKbejXbfh

4.8 0

118 vxpressionKQuantitativeKTraitKMethylationKrnalysisKRevealsKMethylomicKrssociationsKWithKxeneK
vxpressionKinKthildhoodKrsthmaYKChestWK2020WKbfiWKbiebXbifg 5.3 9

117 xlycatedKyemoglobinKrWKLungKwunctionWKandKyospitalizationsKrmongKrdultsKwithKrsthmaYKJournalhofh
AllergyhandhClinicalhImmunology:hinhPracticeWK2020WKiWKdeajXdebfYeb 5.4 9

116 ueepXlearningXbasedKPredictionKofKLateKrgeXRelatedKMacularKuegenerationKProgressionYKNatureh
MachinehIntelligenceWK2020WKcWKbebXbfa 22.5 35

115 TranscriptomeXwideKandKdifferentialKexpressionKnetworkKanalysesKofKchildhoodKasthmaKinKnasalK
epitheliumYKJournalhofhAllergyhandhClinicalhImmunologyWK2020WKbegWKghbXghf 11.5 7

114 xeographicKuifferenceKShapedKyumanKOcularKSurfaceKMetagenomeKofKYoungKyanKthineseKwromK
seijingWKWenzhouWKandKxuangzhouKtitiesK2020WKgbWKeh 12

113 NasalKuNrKmethylationKprofilingKofKasthmaKandKrhinitisYKJournalhofhAllergyhandhClinicalhImmunologyWK
2020WKbefWKbgffXbggd 11.5 34

112 rKnovelKwholeKbloodKgeneKexpressionKsignatureKforKasthmaWKdermatitisWKandKrhinitisKmultimorbidityK
inKchildrenKandKadolescentsYKAllergy:hEuropeanhJournalhofhAllergyhandhClinicalhImmunologyWK2020WKhfWKdceiXdcga9.3 27

111 tSMukKaKcomputationalKsubtractionXbasedKmicrobiomeKdiscoveryKpipelineKforKspeciesXlevelK
characterizationKofKclinicalKmetagenomicKsamplesYKBioinformaticsWK2020WKdgWKbfhhXbfid 7.2

110 SingleKcellKRNrKsequencingKidentifiesKanKearlyKmonocyteKgeneKsignatureKinKacuteKrespiratoryK
distressKsyndromeYKJCIhInsightWK2020WKfWK 9.9 13

109 vxposureKtoKviolenceWKchronicKstressWKnasalKuNrKmethylationWKandKatopicKasthmaKinKchildrenK2020WK 5

108 xeneXbasedKassociationKanalysisKforKbivariateKtimeXtoXeventKdataKthroughKfunctionalKregressionKwithK
copulaKmodelsYKBiometricsWK2020WKhgWKgbjXgcj 1.8 4

107 SNPsKidentifiedKbyKxWrSKaffectKasthmaKriskKthroughKuNrKmethylationKandKexpressionKofKXgenesKinK
airwayKepitheliumYKEuropeanhRespiratoryhJournalWK2020WKffWK 13.6 9

106 xenomeXwideKassociationKstudyXbasedKdeepKlearningKforKsurvivalKpredictionYKStatisticshinhMedicineWK
2020WKdjWKegafXegca 2.3 8

105 rrtificialXcellXtypeKawareKcellXtypeKclassificationKinKtzTvXseqYKBioinformaticsWK2020WKdgWKifecXiffa 7.2 4

(2020-2021)
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104 xMMXuemuxkKsampleKdemultiplexingWKmultipletKdetectionWKexperimentKplanningWKandKnovelKcellXtypeK
verificationKinKsingleKcellKsequencingYKGenomehBiologyWK2020WKcbWKbii 18.3 12

103 ueficiencyKinKrzMcKinducesKinflammationKandKadipogenesisKinKwhiteKadiposeKtissueKleadingKtoK
obesityKandKinsulinKresistanceYKDiabetologiaWK2019WKgcWKcdcfXcddj 10.3 17

102 vpigenomeXwideKeffectsKofKvitaminKuKonKasthmaKbronchialKepithelialKcellsYKEpigeneticsWK2019WKbeWKieeXiej5.7 1

101 rnKintegrativeKassociationKmethodKforKomicsKdataKbasedKonKaKmodifiedKwisherRsKmethodKwithK
applicationKtoKchildhoodKasthmaYKPLoShGeneticsWK2019WKbfWKebaaibec 6 2

100 TranscriptomicKResponsesKtoKzvacaftorKandKPredictionKofKzvacaftorKtlinicalKResponsivenessYK
AmericanhJournalhofhRespiratoryhCellhandhMolecularhBiologyWK2019WKgbWKgedXgfc 5.7 12

99 rKsayesianKmixtureKmodelKforKclusteringKdropletXbasedKsingleXcellKtranscriptomicKdataKfromK
populationKstudiesYKNaturehCommunicationsWK2019WKbaWKbgej 17.4 25

98 TranscriptomicsKofKatopyKandKatopicKasthmaKinKwhiteKbloodKcellsKfromKchildrenKandKadolescentsYK
EuropeanhRespiratoryhJournalWK2019WKfdWK 13.6 9

97 rdaptiveKplasticityKofKzLXbaKandKzLXdfKTKcellsKcooperativelyKpromotesKtumorKTKcellKexhaustionYKNatureh
ImmunologyWK2019WKcaWKhceXhdf 19.1 143

96 UnderXdiagnosisKofKatopicKdermatitisKinKPuertoKRicanKchildrenYKWorldhAllergyhOrganizationhJournalWK
2019WKbcWKbaaaad 5.2 1

95 SleepKuurationWKturrentKrsthmaWKandKLungKwunctionKinKaKNationwideKStudyKofKUYSYKrdultsYKAmericanh
JournalhofhRespiratoryhandhCriticalhCarehMedicineWK2019WKcaaWKjcgXjcj 10.2 7

94 vxpressionKpatternsKofKsmallKnumbersKofKtranscriptsKfromKfunctionallyXrelatedKpathwaysKpredictK
survivalKinKmultipleKcancersYKBMChCancerWK2019WKbjWKgig 4.8 3

93 TregKtellsKPromoteKtheKSRvsPbXuependentKMetabolicKwitnessKofKTumorXPromotingKMacrophagesK
viaKRepressionKofKtuiKTKtellXuerivedKznterferonX˛‡YKImmunityWK2019WKfbWKdibXdjhYeg 32.3 76

92 ProliferatingKSPPbZMvRTγXexpressingKmacrophagesKinKidiopathicKpulmonaryKfibrosisYKEuropeanh
RespiratoryhJournalWK2019WKfeWK 13.6 156

91 SerumKtadmiumKandKLeadWKturrentKWheezeWKandKLungKwunctionKinKaKNationwideKStudyKofKrdultsKinK
theKUnitedKStatesYKJournalhofhAllergyhandhClinicalhImmunology:hinhPracticeWK2019WKhWKcgfdXcggaYed 5.4 15

90 VariantsKinKoxidativeKstressXrelatedKgenesKaffectKtheKchemosensitivityKthroughKNrfcXmediatedK
signalingKpathwayKinKbiliaryKtractKcancerYKEBioMedicineWK2019WKeiWKbedXbga 8.8 9

89 tlinicalKutilityKofKultrahighKfractionalKexhaledKnitricKoxideKinKpredictingKbronchialK
hyperresponsivenessKinKpatientsKwithKsuspectedKasthmaYKPostgraduatehMedicalhJournalWK2019WKjfWKfebXfeg2 2

88 uNrKmethylationKinKnasalKepitheliumWKatopyWKandKatopicKasthmaKinKchildrenkKaKgenomeXwideKstudyYK
LancethRespiratoryhMedicinewtheWK2019WKhWKddgXdeg 35.1 87

87 topulaXbasedKscoreKtestKforKbivariateKtimeXtoXeventKdataWKwithKapplicationKtoKaKgeneticKstudyKofK
rMuKprogressionYKLifetimehDatahAnalysisWK2019WKcfWKfegXfgi 1.3 8
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86
rKxenomeXWideKrssociationKStudyKinKyispanicsZLatinosKzdentifiesKNovelKSignalsKforKLungKwunctionYK
TheKyispanicKtommunityKyealthKStudyZStudyKofKLatinosYKAmericanhJournalhofhRespiratoryhandhCriticalh
CarehMedicineWK2018WKbjiWKcaiXcbj

10.2 27

85 γMgenekKaKunifiedKRKpackageKforKgeneXbasedKassociationKanalysisKforKcomplexKtraitsYKBioinformaticsWK
2018WKdeWKcbeeXcbeg 7.2 4

84 rssociationKofKzxwNbKvariantKwithKpolypoidalKchoroidalKvasculopathyYKJournalhofhGenehMedicineWK
2018WKcaWKedaah 3.5 5

83 PancreaticKgeneKexpressionKduringKrecoveryKafterKpancreatitisKrevealsKuniqueKtranscriptomeK
profilesYKScientifichReportsWK2018WKiWKbeag 4.9 11

82 xenomeXwideKanalysisKofKdiseaseKprogressionKinKageXrelatedKmacularKdegenerationYKHumanh
MolecularhGeneticsWK2018WKchWKjcjXjea 5.6 37

81 rKsemiparametricKimputationKapproachKforKregressionKwithKcensoredKcovariateKwithKapplicationKtoK
anKrMuKprogressionKstudyYKStatisticshinhMedicineWK2018WKdhWKdcjdXddai 2.3 1

80 SzLxxMkKrnKextensiveKRKpackageKforKefficientKstatisticalKinferenceKinKlargeXscaleKgeneKnetworksYK
PLoShComputationalhBiologyWK2018WKbeWKebaagdgj 5 18

79 StatisticsKforKXXchromosomeKassociationsYKGenetichEpidemiologyWK2018WKecWKfdjXffa 2.6 8

78 SwRPcZuPPeKandKwMObZLSPbKuefineKMajorKwibroblastKPopulationsKinKyumanKSkinYKJournalhofh
InvestigativehDermatologyWK2018WKbdiWKiacXiba 4.3 138

77 uzMMXStkKaKuirichletKmixtureKmodelKforKclusteringKdropletXbasedKsingleKcellKtranscriptomicKdataYK
BioinformaticsWK2018WKdeWKbdjXbeg 7.2 36

76 sayesianKintegrativeKmodelKforKmultiXomicsKdataKwithKmissingnessYKBioinformaticsWK2018WKdeWKdiabXdiai 7.2 8

75 rnKepigenomeXwideKassociationKstudyKofKtotalKserumKzgvKinKyispanicKchildrenYKJournalhofhAllergyhandh
ClinicalhImmunologyWK2017WKbeaWKfhbXfhh 11.5 41

74 xenomeXwideKinteractionKstudyKofKdustKmiteKallergenKonKlungKfunctionKinKchildrenKwithKasthmaYK
JournalhofhAllergyhandhClinicalhImmunologyWK2017WKbeaWKjjgXbaadYeh 11.5 16

73 rzMcKznflammasomeKzsKtriticalKforKznfluenzaXznducedKLungKznjuryKandKMortalityYKJournalhofh
ImmunologyWK2017WKbjiWKedidXedjd 5.3 61

72 rKmetaXanalysisKofKgenomeXwideKassociationKstudiesKofKasthmaKinKPuerto´ RicansYKEuropeanh
RespiratoryhJournalWK2017WKejWK 13.6 36

71 sivariateKrnalysisKofKrgeXRelatedKMacularKuegenerationKProgressionKUsingKxeneticKRiskKScoresYK
GeneticsWK2017WKcagWKbbjXbdd 4 31

70 rKMultiomicsKrpproachKtoKzdentifyKxenesKrssociatedKwithKthildhoodKrsthmaKRiskKandKMorbidityYK
AmericanhJournalhofhRespiratoryhCellhandhMolecularhBiologyWK2017WKfhWKedjXeeh 5.7 15

69 MetaXanalysisKofKquantitativeKpleiotropicKtraitsKforKnextXgenerationKsequencingKwithKmultivariateK
functionalKlinearKmodelsYKEuropeanhJournalhofhHumanhGeneticsWK2017WKcfWKdfaXdfj 5.3 2

(2017-2018)
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68 TheKznfluenceKofKrgeKandKSexKonKOcularKSurfaceKMicrobiotaKinKyealthyKrdultsK2017WKfiWKgadaXgadh 77

67 LrzTkKaKlocalKancestryKinferenceKtoolkitYKBMChGeneticsWK2017WKbiWKid 2.6 5

66 tonjunctivalKMicrobiomeKthangesKrssociatedKWithKSoftKtontactKLensKandKOrthokeratologyKLensK
WearingK2017WKfiWKbciXbdg 40

65 TheKimpactKofKgenotypeKcallingKerrorsKonKfamilyXbasedKstudiesYKScientifichReportsWK2016WKgWKcidcd 4.9 8

64 zLXbhKReceptorKSignalingKinKtheKLungKvpitheliumKzsKRequiredKforKMucosalKthemokineKxradientsKandK
PulmonaryKyostKuefenseKagainstKγY´ pneumoniaeYKCellhHosthandhMicrobeWK2016WKcaWKfjgXgaf 23.4 78

63 tXXtKfingerKproteinKbKisKcriticalKforKTXcellKintrathymicKdevelopmentKthroughKregulatingKydγeK
trimethylationYKNaturehCommunicationsWK2016WKhWKbbgih 17.4 21

62 rKcomputationalKmethodKforKgenotypeKcallingKinKfamilyXbasedKsequencingKdataYKBMChBioinformaticsWK
2016WKbhWKdh 3.6 6

61 rKPipelineKforKtlassifyingKRelationshipsKUsingKuenseKSNPZSNVKuataKandKPutativeKPedigreeK
znformationYKGenetichEpidemiologyWK2016WKeaWKbgbXhb 2.6 3

60 MetaXanalysisKofKtomplexKuiseasesKatKxeneKLevelKwithKxeneralizedKwunctionalKLinearKModelsYK
GeneticsWK2016WKcacWKefhXha 4 13

59 zmputationKofKmissingKcovariateKvaluesKinKepigenomeXwideKanalysisKofKuNrKmethylationKdataYK
EpigeneticsWK2016WKbbWKbdcXj 5.7 7

58 rntiinflammatoryKeffectsKofKbromodomainKandKextraterminalKdomainKinhibitionKinKcysticKfibrosisK
lungKinflammationYKJCIhInsightWK2016WKbWK 9.9 14

57 wastxxMkKrnKvfficientKrlgorithmKforKtheKznferenceKofKxaussianKxraphicalKModelKinKsiologicalK
NetworksYKPLoShComputationalhBiologyWK2016WKbcWKebaaehff 5 31

56 xeneXsasedKrssociationKrnalysisKforKtensoredKTraitsKViaKwixedKvffectKwunctionalKRegressionsYK
GenetichEpidemiologyWK2016WKeaWKbddXed 2.6 10

55 tontrolKforKPopulationKStructureKandKRelatednessKforKsinaryKTraitsKinKxeneticKrssociationKStudiesK
viaKLogisticKMixedKModelsYKAmericanhJournalhofhHumanhGeneticsWK2016WKjiWKgfdXgg 11 207

54 rKgenomeXwideKassociationKstudyKofKchronicKobstructiveKpulmonaryKdiseaseKinKyispanicsYKAnnalshofh
thehAmericanhThoracichSocietyWK2015WKbcWKdeaXi 4.7 35

53 uzSStOkKdirectKimputationKofKsummaryKstatisticsKallowingKcovariatesYKBioinformaticsWK2015WKdbWKcedeXec 7.2 16

52 rKhaplotypeXbasedKframeworkKforKgroupXwiseKtransmissionZdisequilibriumKtestsKforKrareKvariantK
associationKanalysisYKBioinformaticsWK2015WKdbWKbefcXj 7.2 12

51 rKglobalKreferenceKforKhumanKgeneticKvariationYKNatureWK2015WKfcgWKgiXhe 50.4 8599

Wei Chen

6



50 rssociatingKMultivariateKQuantitativeKPhenotypesKwithKxeneticKVariantsKinKwamilyKSamplesKwithKaK
NovelKγernelKMachineKRegressionKMethodYKGeneticsWK2015WKcabWKbdcjXdj 4 12

49 xeneKLevelKMetaXrnalysisKofKQuantitativeKTraitsKbyKwunctionalKLinearKModelsYKGeneticsWK2015WKcaaWKbaijXbae4 24

48 rKxenomeXWideKrssociationKStudyKofKPostXbronchodilatorKLungKwunctionKinKthildrenKwithKrsthmaYK
AmericanhJournalhofhRespiratoryhandhCriticalhCarehMedicineWK2015WKbjcWKgdeXh 10.2 10

47 rKsayesianKframeworkKforKdeKnovoKmutationKcallingKinKparentsXoffspringKtriosYKBioinformaticsWK2015WK
dbWKbdhfXib 7.2 55

46 RareXVariantKγernelKMachineKTestKforKLongitudinalKuataKfromKPopulationKandKwamilyKSamplesYK
HumanhHeredityWK2015WKiaWKbcgXdi 1.1 7

45 LeveragingKzdentityXbyXuescentKforKrccurateKxenotypeKznferenceKinKwamilyKSequencingKuataYKPLoSh
GeneticsWK2015WKbbWKebaafchb 6 2

44 rKsystematicKstudyKofKnormalizationKmethodsKforKznfiniumKefaγKmethylationKdataKusingK
wholeXgenomeKbisulfiteKsequencingKdataYKEpigeneticsWK2015WKbaWKggcXj 5.7 41

43 StressKandKsronchodilatorKResponseKinKthildrenKwithKrsthmaYKAmericanhJournalhofhRespiratoryhandh
CriticalhCarehMedicineWK2015WKbjcWKehXfg 10.2 71

42 RNrXseqKinKPulmonaryKMedicinekKyowKMuchKzsKvnoughpYKAmericanhJournalhofhRespiratoryhandhCriticalh
CarehMedicineWK2015WKbjcWKdijXjb 10.2 10

41 vxpressionKquantitativeKtraitKlociKSeQTLTKmappingKinKPuertoKRicanKchildrenYKPLoShONEWK2015WKbaWKeabccege3.7 8

40 NativeKrmericanKancestryWKlungKfunctionWKandKtOPuKinKtostaKRicansYKChestWK2014WKbefWKhaeXhba 5.3 22

39 xenomeXwideKassociationKstudyKandKmetaXanalysisKofKintraocularKpressureYKHumanhGeneticsWK2014WK
bddWKebXfh 6.3 79

38 UsingKcurrentKdataKtoKdefineKnewKapproachKinKageKrelatedKmacularKdegenerationkKneedKtoKaccelerateK
translationalKresearchYKCurrenthGenomicsWK2014WKbfWKcggXhh 2.6 8

37 SingleKNucleotideKPolymorphismKSSNPTKuetectionKandKxenotypeKtallingKfromKMassivelyKParallelK
SequencingKSMPSTKuataYKStatisticshinhBiosciencesWK2013WKfWKdXcf 1.5 14

36 LociKinfluencingKbloodKpressureKidentifiedKusingKaKcardiovascularKgeneXcentricKarrayYKHumanh
MolecularhGeneticsWK2013WKccWKbggdXhi 5.6 119

35 SevenKnewKlociKassociatedKwithKageXrelatedKmacularKdegenerationYKNaturehGeneticsWK2013WKefWKeddXjWKedjebXc36.3 577

34 rutYrPbRbKandKasthmaKinKPuertoKRicanKchildrenYKAmericanhJournalhofhRespiratoryhandhCriticalhCareh
MedicineWK2013WKbihWKfieXi 10.2 75

33 xenotypeKcallingKandKhaplotypingKinKparentXoffspringKtriosYKGenomehResearchWK2013WKcdWKbecXfb 9.7 39

(2013-2015)
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32 rssociationKbetweenKtwyKYeacyKpolymorphismKandKageKrelatedKmacularKdegenerationKinKNorthK
zndianKcohortYKPLoShONEWK2013WKiWKehabjd 3.7 37

31 TheKgeneticKvariantKonKchromosomeKbapbeKisKassociatedKwithKriskKofKcolorectalKcancerkKresultsKfromK
aKcaseXcontrolKstudyKandKaKmetaXanalysisYKPLoShONEWK2013WKiWKegedba 3.7 9

30 TheKbaaaKxenomesKProjectkKdataKmanagementKandKcommunityKaccessYKNaturehMethodsWK2012WKjWKefjXgc 21.6 202

29 rKlikelihoodXbasedKframeworkKforKvariantKcallingKandKdeKnovoKmutationKdetectionKinKfamiliesYKPLoSh
GeneticsWK2012WKiWKebaacjee 6 60

28 LongXtermKoutcomeKofKearlyXstageKrectalKcancerKundergoingKstandardKresectionKandKlocalKexcisionYK
ClinicalhColorectalhCancerWK2011WKbaWKdhXeb 3.8 17

27 TheKfunctionalKspectrumKofKlowXfrequencyKcodingKvariationYKGenomehBiologyWK2011WKbcWKRie 18.3 161

26 tellXdepositedKmatrixKimprovesKretinalKpigmentKepitheliumKsurvivalKonKagedKsubmacularKhumanK
sruchRsKmembraneK2011WKfcWKbdefXfi 32

25 rKdcKkbKcriticalKregionKexcludingKYeacyKinKtwyKmediatesKriskKforKageXrelatedKmacularKdegenerationYK
PLoShONEWK2011WKgWKecffji 3.7 41

24 PrognosticKanalysisKforKcarcinoidKtumoursKofKtheKrectumkKaKsingleKinstitutionalKanalysisKofKbagK
patientsYKColorectalhDiseaseWK2011WKbdWKbfaXd 2.1 25

23 OncologicalKoutcomeKofKTbKrectalKcancerKundergoingKstandardKresectionKandKlocalKexcisionYK
ColorectalhDiseaseWK2011WKbdWKebeXj 2.1 39

22 VariationKinKgenomeXwideKmutationKratesKwithinKandKbetweenKhumanKfamiliesYKNaturehGeneticsWK
2011WKedWKhbcXe 36.3 404

21 vvidenceKofKassociationKofKrPOvKwithKageXrelatedKmacularKdegenerationkKaKpooledKanalysisKofKbfK
studiesYKHumanhMutationWK2011WKdcWKbeahXbg 4.7 99

20 vZycKandKrLuyXbKmarkKbreastKepitheliumKatKriskKforKbreastKcancerKdevelopmentYKModernhPathologyWK
2011WKceWKhigXjd 9.8 62

19 uemographicKhistoryKandKrareKalleleKsharingKamongKhumanKpopulationsYKProceedingshofhthehNationalh
AcademyhofhScienceshofhthehUnitedhStateshofhAmericaWK2011WKbaiWKbbjidXi 11.5 455

18 VariationsKinKapolipoproteinKvKfrequencyKwithKageKinKaKpooledKanalysisKofKaKlargeKgroupKofKolderK
peopleYKAmericanhJournalhofhEpidemiologyWK2011WKbhdWKbdfhXge 3.8 67

17 tomplementKfactorKuKinKageXrelatedKmacularKdegenerationK2011WKfcWKiiciXde 72

16 vcXcKproteinKandKwuchsRsKcornealKdystrophyYKNewhEnglandhJournalhofhMedicineWK2010WKdgdWKbabgXce 59.2 197

15 TranscriptomeKanalysisKandKmolecularKsignatureKofKhumanKretinalKpigmentKepitheliumYKHumanh
MolecularhGeneticsWK2010WKbjWKcegiXig 5.6 193
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14
xeneticKvariantsKnearKTzMPdKandKhighXdensityKlipoproteinXassociatedKlociKinfluenceKsusceptibilityKtoK
ageXrelatedKmacularKdegenerationYKProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedh
StateshofhAmericaWK2010WKbahWKheabXg

11.5 417

13 xeneKexpressionKinKskinKandKlymphoblastoidKcellskKRefinedKstatisticalKmethodKrevealsKextensiveK
overlapKinKcisXeQTLKsignalsYKAmericanhJournalhofhHumanhGeneticsWK2010WKihWKhhjXij 11 144

12 zntegrationKofKgeneticKsignatureKandKTNMKstagingKsystemKforKpredictingKtheKrelapseKofKlocallyK
advancedKcolorectalKcancerYKInternationalhJournalhofhColorectalhDiseaseWK2010WKcfWKbchhXif 3 11

11 rgeXrelatedKmacularKdegenerationXassociatedKvariantsKatKchromosomeKbaqcgKdoKnotKsignificantlyK
alterKrRMScKandKyTRrbKtranscriptKlevelsKinKtheKhumanKretinaYKMolecularhVisionWK2010WKbgWKbdbhXcd 2.3 34

10 xWrSKxUzkKgraphicalKbrowserKforKtheKresultsKofKwholeXgenomeKassociationKstudiesKwithK
highXdimensionalKphenotypesYKBioinformaticsWK2009WKcfWKcieXf 7.2 8

9 SNPqvvolutionkKaKhierarchicalKdatabaseKofKpositiveKselectionKonKtheKhumanKgenomeYKBMCh
EvolutionaryhBiologyWK2009WKjWKccb 3 23

8 rKgenomeXwideKassociationKstudyKofKglobalKgeneKexpressionYKNaturehGeneticsWK2007WKdjWKbcacXh 36.3 801
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