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Whole Cell Cross-Linking to Discover Hosta€“Microbe Protein Cognate Receptor/Ligand Pairs. Frontiers a5
in Microbiology, 2018, 9, 1585. :
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(Phylum Gammaproteobacteria ). Genome Announcements, 2016, 4, .
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Persistent Infections by Nontyphoidal<i>Salmonella</i>in Humans: Epidemiology and Genetics. Clinical

Infectious Diseases, 2016, 62, 879-886. 58 o8

Development of the Intestinal RNA Virus Community of Healthy Broiler Chickens. PLoS ONE, 2016, 11,
e0150094.

Solid tumors provide niche-specific conditions that lead to preferential growth of <i>Salmonella</i>. 18 35
Oncotarget, 2016, 7, 35169-35180. :

Genetic Mechanisms Underlying the Pathogenicity of Cold-Stressed Salmonella enterica Serovar
Typhimurium in Cultured Intestinal Epithelial Cells. Applied and Environmental Microbiology, 2014, 80,
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Integrative Analysis of Salmonellosis in Israel Reveals Association of Salmonella enterica Serovar
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DT104 Biotypes, and Severe Underreporting of Outbreaks. Journal of Clinical Microbiology, 2014, 52,
078-2088
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EvolutionaryGenomics of Salmonellaenterica Subspecies. MBio, 2013, 4, .

Preadaptation to Cold Stress in Salmonella enterica Serovar Typhimurium Increases Survival during

Subsequent Acid Stress Exposure. Applied and Environmental Microbiology, 2013, 79, 7281-7289. 3.1 59
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