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j Paper IF Citations

201 LandscapeKofKcohesinXmediatedKchromatinKloopsKinKtheKhumanKgenomeYKNatureWK2020WKgjeWKieiXife 50.4 37

200 MultipleKLongXReadKSequencingKSurveyKofKzerpesKSimplexKVirusKvynamicKTranscriptomeYKFrontierse
ineGeneticsWK2019WKcbWKjef 4.5 22

199 MultiplatformKnextXgenerationKsequencingKidentifiesKnovelKRNsKmoleculesKandKtranscriptKisoformsK
ofKtheKendogenousKretrovirusKisolatedKfromKculturedKcellsYKFEMSeMicrobiologyeLettersWK2018WKehgWK 2.9 7

198 MicrofluidicKisoformKsequencingKshowsKwidespreadKsplicingKcoordinationKinKtheKhumanK
transcriptomeYKGenomeeResearchWK2018WKdjWKdecXdfd 9.7 38

197 vualKPlatformKLongXReadKRNsXSequencingKvatasetKofKtheKzumanKuytomegalovirusKLyticK
TranscriptomeYKFrontierseineGeneticsWK2018WKkWKfed 4.5 10

196 MultiXPlatformKSequencingKspproachKRevealsKaKNovelKTranscriptomeKProfileKinKPseudorabiesKVirusYK
FrontierseineMicrobiologyWK2017WKjWKdibj 5.7 41

195 viscoveryKofKNovelKzumanKyeneKRegulatoryKModulesKfromKyeneKuoXexpressionKandKPromoterKMotifK
snalysisYKScientificeReportsWK2017WKiWKgggi 4.9 7

194 LineageXspecificKdynamicKandKpreXestablishedKenhancerXpromoterKcontactsKcooperateKinKterminalK
differentiationYKNatureeGeneticsWK2017WKfkWKcgddXcgdj 36.3 158

193 LongXReadKIsoformKSequencingKRevealsKaKziddenKuomplexityKofKtheKTranscriptionalKLandscapeKofK
zerpesKSimplexKVirusKTypeKcYKFrontierseineMicrobiologyWK2017WKjWKcbik 5.7 52

192 IntegratedKNetworkKsnalysisKRevealsKanKsssociationKbetweenKPlasmaKMannoseKLevelsKandKInsulinK
ResistanceYKCelleMetabolismWK2016WKdfWKcidXjf 24.6 105

191 xullXLengthKIsoformKSequencingKRevealsKNovelKTranscriptsKandKSubstantialKTranscriptionalKOverlapsK
inKaKzerpesvirusYKPLoSeONEWK2016WKccWKebchdjhj 3.7 53

190 ProteomeXwideKsurveyKofKtheKautoimmuneKtargetKrepertoireKinKautoimmuneKpolyendocrineK
syndromeKtypeKcYKScientificeReportsWK2016WKhWKdbcbf 4.9 46

189 OmicsKProfilingKinKPrecisionKOncologyYKMoleculareandeCellulareProteomicsWK2016WKcgWKdgdgXeh 7.6 63

188 sysPwKSsutomatedKyenomeKsnalysisKPipelinwTKforKpanXgenomeKanalysisKofKSaccharomycesK
cerevisiaeYKPLoSeONEWK2015WKcbWKebcdbhic 3.7 41

187 RecurrentKsomaticKmutationsKinKregulatoryKregionsKofKhumanKcancerKgenomesYKNatureeGeneticsWK
2015WKfiWKicbXh 36.3 190

186 RegulatoryKanalysisKofKtheKuYKelegansKgenomeKwithKspatiotemporalKresolutionYKNatureWK2014WKgcdWKfbbXg 50.4 81

185 uomparativeKanalysisKofKregulatoryKinformationKandKcircuitsKacrossKdistantKspeciesYKNatureWK2014WK
gcdWKfgeXh 50.4 135
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184
uhromatinKimmunoprecipitationKandKmultiplexKsequencingKSuhIPXSeqTKtoKidentifyKglobalK
transcriptionKfactorKbindingKsitesKinKtheKnematodeKuaenorhabditisKelegansYKMethodseineEnzymologyWK
2014WKgekWKjkXccc

1.7 6

183 IntegratedKsystemsKanalysisKrevealsKaKmolecularKnetworkKunderlyingKautismKspectrumKdisordersYK
MoleculareSystemseBiologyWK2014WKcbWKiif 12.2 89

182 uoherentKfunctionalKmodulesKimproveKtranscriptionKfactorKtargetKidentificationWKcooperativityK
predictionWKandKdiseaseKassociationYKPLoSeGeneticsWK2014WKcbWKecbbfcdd 6 26

181 yeneXcentricKmetaXanalysisKinKjiWiehKindividualsKofKwuropeanKancestryKidentifiesKmultipleK
bloodXpressureXrelatedKlociYKAmericaneJournaleofeHumaneGeneticsWK2014WKkfWKefkXhb 11 131

180 ylobalKanalysisKofKtranscriptionKfactorXbindingKsitesKinKyeastKusingKuhIPXSeqYKMethodseineMoleculare
BiologyWK2014WKcdbgWKdecXgg 1.4 3

179 PersonalKgenomesWKquantitativeKdynamicKomicsKandKpersonalizedKmedicineYKQuantitativeeBiologyWK
2013WKcWKicXkb 3.9 26

178
yenomeXwideKassociationKanalysisKofKbloodXpressureKtraitsKinKsfricanXancestryKindividualsKrevealsK
commonKassociatedKgenesKinKsfricanKandKnonXsfricanKpopulationsYKAmericaneJournaleofeHumane
GeneticsWK2013WKkeWKgfgXgf

11 145

177 ProteogenomicKanalysisKofKhumanKcolonKcarcinomaKcellKlinesKLIMcdcgWKLIMcjkkWKandKLIMdfbgYK
JournaleofeProteomeeResearchWK2013WKcdWKciedXfd 5.6 26

176 vynamicKtransXactingKfactorKcolocalizationKinKhumanKcellsYKCellWK2013WKcggWKiceXdf 56.2 109

175 wxtensiveKvariationKinKchromatinKstatesKacrossKhumansYKScienceWK2013WKefdWKigbXd 33.3 276

174 sKsingleXmoleculeKlongXreadKsurveyKofKtheKhumanKtranscriptomeYKNatureeBiotechnologyWK2013WKecWKcbbkXcf44.5 396

173 SystematicKinvestigationKofKproteinXsmallKmoleculeKinteractionsYKIUBMBeLifeWK2013WKhgWKdXj 4.7 24

172 PromiseKofKpersonalizedKomicsKtoKprecisionKmedicineYKWileyeInterdisciplinaryeReviews:eSystemse
BiologyeandeMedicineWK2013WKgWKieXjd 6.6 188

171 PreparationKofKrecombinantKproteinKspottedKarraysKforKproteomeXwideKidentificationKofKkinaseK
targetsYKCurrenteProtocolseineProteineScienceWK2013WKuhapterKdiWKUnitKdiYf 3.1 3

170 yenomeXwideKprofilingKofKhumanKcapXindependentKtranslationXenhancingKelementsYKNaturee
MethodsWK2013WKcbWKifiXgb 21.6 22

169 iPOPKgoesKtheKworldlKintegratedKpersonalizedKOmicsKprofilingKandKtheKroadKtowardKimprovedKhealthK
careYKChemistryeandeBiologyWK2013WKdbWKhhbXh 57

168 IdentificationKofKgenesKcriticalKforKresistanceKtoKinfectionKbyKWestKNileKvirusKusingKRNsXSeqKanalysisYK
VirusesWK2013WKgWKchhfXjc 6.2 18

167 uomparativeKannotationKofKfunctionalKregionsKinKtheKhumanKgenomeKusingKepigenomicKdataYKNucleice
AcidseResearchWK2013WKfcWKffdeXed 20.1 37

(2013-2014)
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166 sccurateKidentificationKandKanalysisKofKhumanKmRNsKisoformsKusingKdeepKlongKreadKsequencingYKGy:e
GenesreGenomesreGeneticsWK2013WKeWKejiXki 3.2 47

165 wxtensiveKtranscriptKdiversityKandKnovelKupstreamKopenKreadingKframeKregulationKinKyeastYKGy:e
GenesreGenomesreGeneticsWK2013WKeWKefeXgd 3.2 44

164 wmergingKTechnologiesKtoKStudyKLongKNonXcodingKRNssK2013WKcheXckg

163 InvestigatingKmetaboliteXproteinKinteractionslKanKoverviewKofKavailableKtechniquesYKMethodsWK2012WK
giWKfgkXhh 4.6 33

162 ulassificationKofKhumanKgenomicKregionsKbasedKonKexperimentallyKdeterminedKbindingKsitesKofK
moreKthanKcbbKtranscriptionXrelatedKfactorsYKGenomeeBiologyWK2012WKceWKRfj 18.3 194

161 uhIPXseqKguidelinesKandKpracticesKofKtheKwNuOvwKandKmodwNuOvwKconsortiaYKGenomeeResearchWK
2012WKddWKcjceXec 9.7 1211

160 UbiquitousKheterogeneityKandKasymmetryKofKtheKchromatinKenvironmentKatKregulatoryKelementsYK
GenomeeResearchWK2012WKddWKciegXfi 9.7 129

159 PersonalKomicsKprofilingKrevealsKdynamicKmolecularKandKmedicalKphenotypesYKCellWK2012WKcfjWKcdkeXebi 56.2 921

158 srchitectureKofKtheKhumanKregulatoryKnetworkKderivedKfromKwNuOvwKdataYKNatureWK2012WKfjkWKkcXcbb 50.4 1104

157 UnderstandingKtranscriptionalKregulationKbyKintegrativeKanalysisKofKtranscriptionKfactorKbindingK
dataYKGenomeeResearchWK2012WKddWKchgjXhi 9.7 133

156 vetectingKandKannotatingKgeneticKvariationsKusingKtheKzugeSeqKpipelineYKNatureeBiotechnologyWK
2012WKebWKddhXk 44.5 90

155 uharacterizationKofKenhancerKfunctionKfromKgenomeXwideKanalysesYKAnnualeRevieweofeGenomicseande
HumaneGeneticsWK2012WKceWKdkXgi 9.7 80

154 snnotationKofKfunctionalKvariationKinKpersonalKgenomesKusingKRegulomevtYKGenomeeResearchWK2012
WKddWKcikbXi 9.7 1723

153 sKhighlyKintegratedKandKcomplexKPPsRyucsKtranscriptionKfactorKbindingKnetworkKinKzepydKcellsYK
GenomeeResearchWK2012WKddWKchhjXik 9.7 56

152 LinkingKdiseaseKassociationsKwithKregulatoryKinformationKinKtheKhumanKgenomeYKGenomeeResearchWK
2012WKddWKcifjXgk 9.7 538

151 SequenceKfeaturesKandKchromatinKstructureKaroundKtheKgenomicKregionsKboundKbyKcckKhumanK
transcriptionKfactorsYKGenomeeResearchWK2012WKddWKcikjXjcd 9.7 596

150 snKencyclopediaKofKmouseKvNsKelementsKSMouseKwNuOvwTYKGenomeeBiologyWK2012WKceWKfcj 18.3 340

149 PerformanceKcomparisonKofKwholeXgenomeKsequencingKplatformsYKNatureeBiotechnologyWK2011WKebWKijXjd44.5 241
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148 vissectingKphosphorylationKnetworkslKlessonsKlearnedKfromKyeastYKExperteRevieweofeProteomicsWK
2011WKjWKiigXjh 4.2 15

147 RegulatoryKvariationKwithinKandKbetweenKspeciesYKAnnualeRevieweofeGenomicseandeHumaneGeneticsWK
2011WKcdWKediXfh 9.7 52

146 IntroductionKandKzistoricalKOverviewKofKvNsKSequencingYKCurrenteProtocolseineMoleculareBiologyWK
2011WKkhWKiYbYc 2.9 1

145 vecipheringKvNsKSequenceKInformationK2011WKcXdb

144 MappingKcopyKnumberKvariationKbyKpopulationXscaleKgenomeKsequencingYKNatureWK2011WKfibWKgkXhg 50.4 833

143 KinaseKsubstrateKinteractionsYKMethodseineMoleculareBiologyWK2011WKideWKdbcXcd 1.4 2

142 IdentificationKofKgenomicKindelsKandKstructuralKvariationsKusingKsplitKreadsYKBMCeGenomicsWK2011WKcdWKeig 4.5 52

141
MetabolitesKasKglobalKregulatorslKaKnewKviewKofKproteinKregulationlKsystematicKinvestigationKofK
metaboliteXproteinKinteractionsKmayKhelpKbridgeKtheKgapKbetweenKgenomeXwideKassociationKstudiesK
andKsmallKmoleculeKscreeningKstudiesYKBioEssaysWK2011WKeeWKfjgXk

4.1 28

140 slleleSeqlKanalysisKofKalleleXspecificKexpressionKandKbindingKinKaKnetworkKframeworkYKMoleculare
SystemseBiologyWK2011WKiWKgdd 12.2 228

139 viverseKproteinKkinaseKinteractionsKidentifiedKbyKproteinKmicroarraysKrevealKnovelKconnectionsK
betweenKcellularKprocessesYKGeneseandeDevelopmentWK2011WKdgWKihiXij 12.6 51

138 RSwQtoolslKaKmodularKframeworkKtoKanalyzeKRNsXSeqKdataKusingKcompactWKanonymizedKdataK
summariesYKBioinformaticsWK2011WKdiWKdjcXe 7.2 89

137 uNVnatorlKanKapproachKtoKdiscoverWKgenotypeWKandKcharacterizeKtypicalKandKatypicalKuNVsKfromK
familyKandKpopulationKgenomeKsequencingYKGenomeeResearchWK2011WKdcWKkifXjf 9.7 944

136 uooperativeKtranscriptionKfactorKassociationsKdiscoveredKusingKregulatoryKvariationYKProceedingseofe
theeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaWK2011WKcbjWKceegeXj 11.5 38

135 snalyzingKInKVivoKMetaboliteXProteinKInteractionsKtyKLargeXScaleKSystematicKsnalysesYKCurrente
ProtocolseineChemicaleBiologyWK2011WKeWKcjcXckh 1.8 5

134 uonstructionKandKanalysisKofKanKintegratedKregulatoryKnetworkKderivedKfromKhighXthroughputK
sequencingKdataYKPLoSeComputationaleBiologyWK2011WKiWKecbbdckb 5 69

133 yenomeXwideKmappingKofKcopyKnumberKvariationKinKhumanslKcomparativeKanalysisKofKhighK
resolutionKarrayKplatformsYKPLoSeONEWK2011WKhWKedijgk 3.7 51

132 RNsKsequencingYKMethodseineMoleculareBiologyWK2011WKigkWKcdgXed 1.4 12

131 yeneticKanalysisKofKvariationKinKtranscriptionKfactorKbindingKinKyeastYKNatureWK2010WKfhfWKccjiXkc 50.4 130

(2010-2011)
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130 NucleotideXresolutionKanalysisKofKstructuralKvariantsKusingKtreakSeqKandKaKbreakpointKlibraryYK
NatureeBiotechnologyWK2010WKdjWKfiXgg 44.5 136

129 snnotatingKnonXcodingKregionsKofKtheKgenomeYKNatureeReviewseGeneticsWK2010WKccWKggkXic 30.1 303

128 SystemsKtiologyKspproachesKtoKviseaseKMarkerKviscoveryYKDiseaseeMarkersWK2010WKdjWKdbkXddf 3.2 17

127 PersonalKgenomeKsequencinglKcurrentKapproachesKandKchallengesYKGeneseandeDevelopmentWK2010WK
dfWKfdeXec 12.6 103

126
XKchromosomeXwideKanalysesKofKgenomicKvNsKmethylationKstatesKandKgeneKexpressionKinKmaleKandK
femaleKneutrophilsYKProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaWK
2010WKcbiWKeibfXk

11.5 29

125
vynamicKtranscriptomesKduringKneuralKdifferentiationKofKhumanKembryonicKstemKcellsKrevealedKbyK
shortWKlongWKandKpairedXendKsequencingYKProceedingseofetheeNationaleAcademyeofeScienceseofethee
UnitedeStateseofeAmericaWK2010WKcbiWKgdgfXk

11.5 142

124 yenomeXwideKidentificationKofKbindingKsitesKdefinesKdistinctKfunctionsKforKuaenorhabditisKelegansK
PzsXfaxOXsKinKdevelopmentKandKenvironmentalKresponseYKPLoSeGeneticsWK2010WKhWKecbbbjfj 6 132

123 uloseKassociationKofKRNsKpolymeraseKIIKandKmanyKtranscriptionKfactorsKwithKPolKIIIKgenesYK
ProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaWK2010WKcbiWKehekXff 11.5 143

122 VariationKinKtranscriptionKfactorKbindingKamongKhumansYKScienceWK2010WKedjWKdedXg 33.3 447

121 IntegrativeKanalysisKofKtheKuaenorhabditisKelegansKgenomeKbyKtheKmodwNuOvwKprojectYKScienceWK
2010WKeebWKciigXji 33.3 744

120 RNsXSeqlKaKmethodKforKcomprehensiveKtranscriptomeKanalysisYKCurrenteProtocolseineMoleculare
BiologyWK2010WKuhapterKfWKUnitKfYccYcXce 2.9 168

119 uhIPXSeqlKaKmethodKforKglobalKidentificationKofKregulatoryKelementsKinKtheKgenomeYKCurrente
ProtocolseineMoleculareBiologyWK2010WKuhapterKdcWKUnitKdcYckYcXcf 2.9 39

118 uhIPXSeqKusingKhighXthroughputKvNsKsequencingKforKgenomeXwideKidentificationKofKtranscriptionK
factorKbindingKsitesYKMethodseineEnzymologyWK2010WKfibWKiiXcbf 1.7 21

117 wxtensiveKinKvivoKmetaboliteXproteinKinteractionsKrevealedKbyKlargeXscaleKsystematicKanalysesYKCellWK
2010WKcfeWKhekXgb 56.2 162

116 ylobalKsnalysisKofKPhosphoregulatoryKNetworksK2010WKhfgXhgg

115 uomprehensiveKannotationKofKtheKtranscriptomeKofKtheKhumanKfungalKpathogenKuandidaKalbicansK
usingKRNsXseqYKGenomeeResearchWK2010WKdbWKcfgcXj 9.7 165

114 vecipheringKproteinKkinaseKspecificityKthroughKlargeXscaleKanalysisKofKyeastKphosphorylationKsiteK
motifsYKScienceeSignalingWK2010WKeWKracd 8.8 262

113 MOTIPSlKautomatedKmotifKanalysisKforKpredictingKtargetsKofKmodularKproteinKdomainsYKBMCe
BioinformaticsWK2010WKccWKdfe 3.6 25
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112 RnnotatorlKanKautomatedKdeKnovoKtranscriptomeKassemblyKpipelineKfromKstrandedKRNsXSeqKreadsYK
BMCeGenomicsWK2010WKccWKhhe 4.5 168

111 YeastKproteomicsKandKproteinKmicroarraysYKJournaleofeProteomicsWK2010WKieWKdcfiXgi 3.9 28

110 ylobalKanalysisKofKtheKglycoproteomeKinKSaccharomycesKcerevisiaeKrevealsKnewKrolesKforKproteinK
glycosylationKinKeukaryotesYKMoleculareSystemseBiologyWK2009WKgWKebj 12.2 71

109 IntegratingKsequencingKtechnologiesKinKpersonalKgenomicslKoptimalKlowKcostKreconstructionKofK
structuralKvariantsYKPLoSeComputationaleBiologyWK2009WKgWKecbbbfed 5 13

108 wfficientKyeastKuhIPXSeqKusingKmultiplexKshortXreadKvNsKsequencingYKBMCeGenomicsWK2009WKcbWKei 4.5 129

107 SystemsKbiologyKfromKaKyeastKomicsKperspectiveYKFEBSeLettersWK2009WKgjeWKejkgXk 3.8 39

106 PeakSeqKenablesKsystematicKscoringKofKuhIPXseqKexperimentsKrelativeKtoKcontrolsYKNaturee
BiotechnologyWK2009WKdiWKhhXig 44.5 463

105 UnlockingKtheKsecretsKofKtheKgenomeYKNatureWK2009WKfgkWKkdiXeb 50.4 620

104 RNsXSeqlKaKrevolutionaryKtoolKforKtranscriptomicsYKNatureeReviewseGeneticsWK2009WKcbWKgiXhe 30.1 8302

103 MappingKaccessibleKchromatinKregionsKusingKSonoXSeqYKProceedingseofetheeNationaleAcademyeofe
ScienceseofetheeUnitedeStateseofeAmericaWK2009WKcbhWKcfkdhXec 11.5 163

102
TheKgeneticKarchitectureKofKvownKsyndromeKphenotypesKrevealedKbyKhighXresolutionKanalysisKofK
humanKsegmentalKtrisomiesYKProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofe
AmericaWK2009WKcbhWKcdbecXh

11.5 280

101 PwMerlKaKcomputationalKframeworkKwithKsimulationXbasedKerrorKmodelsKforKinferringKgenomicK
structuralKvariantsKfromKmassiveKpairedXendKsequencingKdataYKGenomeeBiologyWK2009WKcbWKRde 18.3 201

100 sKmyelopoiesisXassociatedKregulatoryKintergenicKnoncodingKRNsKtranscriptKwithinKtheKhumanKzOXsK
clusterYKBloodWK2009WKcceWKdgdhXef 2.2 271

99 MStlKaKmeanXshiftXbasedKapproachKforKtheKanalysisKofKstructuralKvariationKinKtheKgenomeYKGenomee
ResearchWK2009WKckWKcbhXci 9.7 29

98 ImpactKofKchromatinKstructuresKonKvNsKprocessingKforKgenomicKanalysesYKPLoSeONEWK2009WKfWKehibb 3.7 95

97 ProteinKmicroarraysYKMethodseineMoleculareBiologyWK2009WKgfjWKdbkXdd 1.4 17

96 TheKcurrentKexcitementKaboutKcopyXnumberKvariationlKhowKitKrelatesKtoKgeneKduplicationsKandK
proteinKfamiliesYKCurrenteOpinioneineStructuraleBiologyWK2008WKcjWKehhXif 8.1 78

95 TheKtranscriptionalKlandscapeKofKtheKyeastKgenomeKdefinedKbyKRNsKsequencingYKScienceWK2008WKedbWKceffXk33.3 1867

(2008-2010)
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94 zighXqualityKbinaryKproteinKinteractionKmapKofKtheKyeastKinteractomeKnetworkYKScienceWK2008WKeddWKcbfXcb33.3 1100

93 RNsKpolymeraseKIIKstallinglKloadingKatKtheKstartKpreparesKgenesKforKaKsprintYKGenomeeBiologyWK2008WK
kWKddb 18.3 33

92 SystematicKanalysisKofKtranscribedKlociKinKwNuOvwKregionsKusingKRsuwKsequencingKrevealsKextensiveK
transcriptionKinKtheKhumanKgenomeYKGenomeeBiologyWK2008WKkWKRe 18.3 48

91 sKgenomicKanalysisKofKRNsKpolymeraseKIIKmodificationKandKchromatinKarchitectureKrelatedKtoKeRKendK
RNsKpolyadenylationYKGenomeeResearchWK2008WKcjWKcddfXei 9.7 47

90 snalysisKofKcopyKnumberKvariantsKandKsegmentalKduplicationsKinKtheKhumanKgenomelKwvidenceKforKaK
changeKinKtheKprocessKofKformationKinKrecentKevolutionaryKhistoryYKGenomeeResearchWK2008WKcjWKcjhgXif 9.7 114

89 TheKdevelopmentKofKproteinKmicroarraysKandKtheirKapplicationsKinKvNsXproteinKandKproteinXproteinK
interactionKanalysesKofKsrabidopsisKtranscriptionKfactorsYKMolecularePlantWK2008WKcWKdiXfc 14.4 70

88 ModelingKuhIPKsequencingKinKsilicoKwithKapplicationsYKPLoSeComputationaleBiologyWK2008WKfWKecbbbcgj 5 62

87 zighXresolutionKcopyXnumberKvariationKmapKreflectsKhumanKolfactoryKreceptorKdiversityKandK
evolutionYKPLoSeGeneticsWK2008WKfWKecbbbdfk 6 87

86 yenomeXwideKoccupancyKofKSRwtPcKandKitsKpartnersKNxYKandKSPcKrevealsKnovelKfunctionalKrolesKandK
combinatorialKregulationKofKdistinctKclassesKofKgenesYKPLoSeGeneticsWK2008WKfWKecbbbcee 6 154

85 SystematicKevaluationKofKvariabilityKinKuhIPXchipKexperimentsKusingKpredefinedKvNsKtargetsYK
GenomeeResearchWK2008WKcjWKekeXfbe 9.7 111

84 yenomeXwideKrelationshipKbetweenKhistoneKzeKlysineKfKmonoXKandKtriXmethylationKandK
transcriptionKfactorKbindingYKGenomeeResearchWK2008WKcjWKckbhXci 9.7 147

83 WhatKisKaKgeneWKpostXwNuOvwqKzistoryKandKupdatedKdefinitionYKGenomeeResearchWK2007WKciWKhhkXjc 9.7 417

82 IntegratedKanalysisKofKexperimentalKdataKsetsKrevealsKmanyKnovelKpromotersKinKcPKofKtheKhumanK
genomeYKGenomeeResearchWK2007WKciWKidbXec 9.7 31

81 yenomeXwideKprofilesKofKSTsTcKvNsKassociationKusingKchromatinKimmunoprecipitationKandK
massivelyKparallelKsequencingYKNatureeMethodsWK2007WKfWKhgcXi 21.6 1077

80 IdentificationKandKanalysisKofKfunctionalKelementsKinKcPKofKtheKhumanKgenomeKbyKtheKwNuOvwKpilotK
projectYKNatureWK2007WKffiWKikkXjch 50.4 4121

79 ProteinKmicroarrayKtechnologyYKMechanismseofeAgeingeandeDevelopmentWK2007WKcdjWKchcXi 5.6 237

78 PairedXendKmappingKrevealsKextensiveKstructuralKvariationKinKtheKhumanKgenomeYKScienceWK2007WK
ecjWKfdbXh 33.3 895

77 TranscriptionKfactorKbindingKsiteKidentificationKinKyeastlKaKcomparisonKofKhighXdensityK
oligonucleotideKandKPuRXbasedKmicroarrayKplatformsYKFunctionaleandeIntegrativeeGenomicsWK2007WKiWKeegXfg3.8 19
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76 PositionalKartifactsKinKmicroarrayslKexperimentalKverificationKandKconstructionKofKuOPWKanK
automatedKdetectionKtoolYKNucleiceAcidseResearchWK2007WKegWKej 20.1 9

75 MappingKtheKchromosomalKtargetsKofKSTsTcKbyKSequenceKTagKsnalysisKofKyenomicKwnrichmentK
SSTsywTYKGenomeeResearchWK2007WKciWKkcbXh 9.7 54

74
SystematicKpredictionKandKvalidationKofKbreakpointsKassociatedKwithKcopyXnumberKvariantsKinKtheK
humanKgenomeYKProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaWK
2007WKcbfWKcbccbXg

11.5 70

73 StatisticalKanalysisKofKtheKgenomicKdistributionKandKcorrelationKofKregulatoryKelementsKinKtheK
wNuOvwKregionsYKGenomeeResearchWK2007WKciWKijiXki 9.7 47

72 MappingKofKtranscriptionKfactorKbindingKregionsKinKmammalianKcellsKbyKuhIPlKcomparisonKofKarrayXK
andKsequencingXbasedKtechnologiesYKGenomeeResearchWK2007WKciWKjkjXkbk 9.7 164

71 sssessingKtheKperformanceKofKdifferentKhighXdensityKtilingKmicroarrayKstrategiesKforKmappingK
transcribedKregionsKofKtheKhumanKgenomeYKGenomeeResearchWK2007WKciWKjjhXki 9.7 25

70 TheKvsRTKclassificationKofKunannotatedKtranscriptionKwithinKtheKwNuOvwKregionslKassociatingK
transcriptionKwithKknownKandKnovelKlociYKGenomeeResearchWK2007WKciWKiedXfg 9.7 21

69 StructuredKRNssKinKtheKwNuOvwKselectedKregionsKofKtheKhumanKgenomeYKGenomeeResearchWK2007WK
ciWKjgdXhf 9.7 131

68 vivergenceKofKtranscriptionKfactorKbindingKsitesKacrossKrelatedKyeastKspeciesYKScienceWK2007WKeciWKjcgXk 33.3 286

67 PseudogenesKinKtheKwNuOvwKregionslKconsensusKannotationWKanalysisKofKtranscriptionWKandK
evolutionYKGenomeeResearchWK2007WKciWKjekXgc 9.7 158

66 cfKYeastKProteinKMicroarraysYKMethodseineMicrobiologyWK2007WKehWKebeXibg 2.8 1

65 yettingKconnectedlKanalysisKandKprinciplesKofKbiologicalKnetworksYKGeneseandeDevelopmentWK2007WK
dcWKcbcbXdf 12.6 380

64 uhargingKitKuplKglobalKanalysisKofKproteinKphosphorylationYKTrendseineGeneticsWK2006WKddWKgfgXgf 8.5 116

63
sKsupervisedKhiddenKmarkovKmodelKframeworkKforKefficientlyKsegmentingKtilingKarrayKdataKinK
transcriptionalKandKchIPXchipKexperimentslKsystematicallyKincorporatingKvalidatedKbiologicalK
knowledgeYKBioinformaticsWK2006WKddWKebchXdf

7.2 31

62 PredictingKessentialKgenesKinKfungalKgenomesYKGenomeeResearchWK2006WKchWKccdhXeg 9.7 84

61 wxtrapolatingKtraditionalKvNsKmicroarrayKstatisticsKtoKtilingKandKproteinKmicroarrayKtechnologiesYK
MethodseineEnzymologyWK2006WKfccWKdjdXecc 1.7 12

60 TargetKhubKproteinsKserveKasKmasterKregulatorsKofKdevelopmentKinKyeastYKGeneseandeDevelopmentWK
2006WKdbWKfegXfj 12.6 138

59 TOSkKregulatesKwhiteXopaqueKswitchingKinKuandidaKalbicansYKEukaryoticeCellWK2006WKgWKchifXji 179

(2006-2007)
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58 LinkingKvNsXbindingKproteinsKtoKtheirKrecognitionKsequencesKbyKusingKproteinKmicroarraysYK
ProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaWK2006WKcbeWKkkfbXg 11.5 57

57
zighXresolutionKmappingKofKvNsKcopyKalterationsKinKhumanKchromosomeKddKusingKhighXdensityK
tilingKoligonucleotideKarraysYKProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofe
AmericaWK2006WKcbeWKfgefXk

11.5 112

56 SevereKacuteKrespiratoryKsyndromeKdiagnosticsKusingKaKcoronavirusKproteinKmicroarrayYKProceedingse
ofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaWK2006WKcbeWKfbccXh 11.5 118

55 touaTxtSlKaKboostedKcascadeKlearnerKtoKrefineKtheKbindingKsitesKsuggestedKbyKuhIPXchipK
experimentsYKGenomeeBiologyWK2006WKiWKRcbd 18.3 1

54 ProusTlKaKdataKanalysisKapproachKforKproteinKmicroarraysYKGenomeeBiologyWK2006WKiWKRccb 18.3 43

53 YeastKasKaKmodelKforKhumanKdiseaseYKCurrenteProtocolseineHumaneGeneticsWK2006WKuhapterKcgWKUnitKcgYh 3.2 27

52 ProteomeKchipsKforKwholeXorganismKassaysYKNatureeReviewseMoleculareCelleBiologyWK2006WKiWKhciXdd 48.7 61

51 vesignKoptimizationKmethodsKforKgenomicKvNsKtilingKarraysYKGenomeeResearchWK2006WKchWKdicXjc 9.7 41

50 ylobalKanalysisKofKproteinKphosphorylationKinKyeastYKNatureWK2005WKfejWKhikXjf 50.4 818

49 sdvancesKinKfunctionalKproteinKmicroarrayKtechnologyYKFEBSeJournalWK2005WKdidWKgfbbXcc 5.7 141

48 ylobalKanalysisKofKproteinKfunctionKusingKproteinKmicroarraysYKMechanismseofeAgeingeande
DevelopmentWK2005WKcdhWKcicXg 5.6 34

47 spplicationsKofKvNsKtilingKarraysKtoKexperimentalKgenomeKannotationKandKregulatoryKpathwayK
discoveryYKChromosomeeResearchWK2005WKceWKdgkXif 4.4 58

46 sKpilotKstudyKofKtranscriptionKunitKanalysisKinKriceKusingKoligonucleotideKtilingXpathKmicroarrayYKPlante
MoleculareBiologyWK2005WKgkWKceiXfk 4.6 17

45 tiochemicalKandKgeneticKanalysisKofKtheKyeastKproteomeKwithKaKmovableKORxKcollectionYKGeneseande
DevelopmentWK2005WKckWKdjchXdh 12.6 387

44 ProspectsKandKchallengesKinKproteomicsYKPlantePhysiologyWK2005WKcejWKghbXd 6.6 17

43 ylobalKchangesKinKSTsTKtargetKselectionKandKtranscriptionKregulationKuponKinterferonKtreatmentsYK
GeneseandeDevelopmentWK2005WKckWKdkgeXhj 12.6 83

42
xindingKnewKcomponentsKofKtheKtargetKofKrapamycinKSTORTKsignalingKnetworkKthroughKchemicalK
geneticsKandKproteomeKchipsYKProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStatese
ofeAmericaWK2004WKcbcWKchgkfXk

11.5 208

41
vNsKreplicationXtimingKanalysisKofKhumanKchromosomeKddKatKhighKresolutionKandKdifferentK
developmentalKstatesYKProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofe
AmericaWK2004WKcbcWKciiicXh

11.5 107
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40 xastKoptimalKgenomeKtilingKwithKapplicationsKtoKmicroarrayKdesignKandKhomologyKsearchYKJournaleofe
ComputationaleBiologyWK2004WKccWKihhXjg 1.7 10

39 RapidKanalysisKofKtheKvNsXbindingKspecificitiesKofKtranscriptionKfactorsKwithKvNsKmicroarraysYK
NatureeGeneticsWK2004WKehWKceecXk 36.3 294

38 yenomicKanalysisKofKregulatoryKnetworkKdynamicsKrevealsKlargeKtopologicalKchangesYKNatureWK2004WK
fecWKebjXcd 50.4 767

37 ylobalKidentificationKofKhumanKtranscribedKsequencesKwithKgenomeKtilingKarraysYKScienceWK2004WKebhWKddfdXh33.3 868

36 RegulationKofKgeneKexpressionKbyKaKmetabolicKenzymeYKScienceWK2004WKebhWKfjdXf 33.3 206

35 yenomicsYKvefiningKgenesKinKtheKgenomicsKeraYKScienceWK2003WKebbWKdgjXhb 33.3 89

34 vistributionKofKNxXkappatXbindingKsitesKacrossKhumanKchromosomeKddYKProceedingseofetheeNationale
AcademyeofeScienceseofetheeUnitedeStateseofeAmericaWK2003WKcbbWKcddfiXgd 11.5 276

33 NegativeKregulationKofKcalcineurinKsignalingKbyKzrrdgpWKaKyeastKhomologKofKcaseinKkinaseKIYKGenese
andeDevelopmentWK2003WKciWKdhkjXibj 12.6 63

32 ProteinKchipKtechnologyYKCurrenteOpinioneineChemicaleBiologyWK2003WKiWKggXhe 9.7 792

31 MicroarraysKtoKcharacterizeKproteinKinteractionsKonKaKwholeXproteomeKscaleYKProteomicsWK2003WKeWKdckbXk4.8 140

30 ProteinKanalysisKonKaKproteomicKscaleYKNatureWK2003WKfddWKdbjXcg 50.4 541

29 snalyzingKantibodyKspecificityKwithKwholeKproteomeKmicroarraysYKNatureeBiotechnologyWK2003WKdcWKcgbkXcd44.5 248

28 ProteomicsYKAnnualeRevieweofeBiochemistryWK2003WKidWKijeXjcd 29.1 295

27 sKtayesianKnetworksKapproachKforKpredictingKproteinXproteinKinteractionsKfromKgenomicKdataYK
ScienceWK2003WKebdWKffkXge 33.3 1007

26 wxpressYourselflKsKmodularKplatformKforKprocessingKandKvisualizingKmicroarrayKdataYKNucleiceAcidse
ResearchWK2003WKecWKefiiXjd 20.1 34

25 MolecularKdissectionKofKaKyeastKseptinlKdistinctKdomainsKareKrequiredKforKseptinKinteractionWK
localizationWKandKfunctionYKMoleculareandeCellulareBiologyWK2003WKdeWKdihdXii 4.8 148

24 ProteomicKapproachesKforKtheKglobalKanalysisKofKproteinsYKBioTechniquesWK2002WKeeWKcebjXch 2.5 35

23 MOmicMKapproachesKforKunravelingKsignalingKnetworksYKCurrenteOpinioneineCelleBiologyWK2002WKcfWKcieXk 9 60

(2002-2004)
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22
LargeXscaleKidentificationKofKgenesKimportantKforKapicalKgrowthKinKSaccharomycesKcerevisiaeKbyK
directedKalleleKreplacementKtechnologyKSvsRTTKscreeningYKFunctionaleandeIntegrativeeGenomicsWK
2002WKcWKefgXgh

3.8 27

21 ylobalKanalysisKofKgeneKexpressionKinKyeastYKFunctionaleandeIntegrativeeGenomicsWK2002WKdWKcicXjb 3.8 65

20 uarbohydrateKanalysisKpreparesKtoKenterKtheKMOmicsMKeraYKChemistryeandeBiologyWK2002WKkWKfbbXc 8

19 xunctionalKprofilingKofKtheKSaccharomycesKcerevisiaeKgenomeYKNatureWK2002WKfcjWKejiXkc 50.4 3278

18 snKintegratedKapproachKforKfindingKoverlookedKgenesKinKyeastYKNatureeBiotechnologyWK2002WKdbWKgjXhe 44.5 97

17 sKnovelKmitochondrialKproteinWKTarcpWKisKencodedKonKtheKantisenseKstrandKofKtheKnuclearKdgSKrvNsYK
GeneseandeDevelopmentWK2002WKchWKdiggXhb 12.6 53

16 uomplexKtranscriptionalKcircuitryKatKtheKycaSKtransitionKinKSaccharomycesKcerevisiaeYKGeneseande
DevelopmentWK2002WKchWKebciXee 12.6 201

15 ysTsXcKbindingKsitesKmappedKinKtheKbetaXglobinKlocusKbyKusingKmammalianKchIpXchipKanalysisYK
ProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaWK2002WKkkWKdkdfXk 11.5 143

14 sKquestionKofKsizelKtheKeukaryoticKproteomeKandKtheKproblemsKinKdefiningKitYKNucleiceAcidseResearchWK
2002WKebWKcbjeXkb 20.1 141

13 SubcellularKlocalizationKofKtheKyeastKproteomeYKGeneseandeDevelopmentWK2002WKchWKibiXck 12.6 575

12 uhIPXchiplKaKgenomicKapproachKforKidentifyingKtranscriptionKfactorKbindingKsitesYKMethodseine
EnzymologyWK2002WKegbWKfhkXje 1.7 131

11 xastKOptimalKyenomeKTilingKwithKspplicationsKtoKMicroarrayKvesignKandKzomologyKSearchYKLecturee
NoteseineComputereScienceWK2002WKfckXfee 0.9 1

10 LargeXscaleKmutagenesislKyeastKgeneticsKinKtheKgenomeKeraYKCurrenteOpinioneineBiotechnologyWK2001WK
cdWKdjXef 11.4 30

9 ProteinKarraysKandKmicroarraysYKCurrenteOpinioneineChemicaleBiologyWK2001WKgWKfbXg 9.7 331

8 yenomicKbindingKsitesKofKtheKyeastKcellXcycleKtranscriptionKfactorsKStxKandKMtxYKNatureWK2001WKfbkWKgeeXj50.4 927

7 wmergingKtechnologiesKinKyeastKgenomicsYKNatureeReviewseGeneticsWK2001WKdWKebdXcd 30.1 82

6 sKgenomicKstudyKofKtheKbipolarKbudKsiteKselectionKpatternKinKSaccharomycesKcerevisiaeYKMoleculare
BiologyeofetheeCellWK2001WKcdWKdcfiXib 3.5 238

5 ylobalKanalysisKofKproteinKactivitiesKusingKproteomeKchipsYKScienceWK2001WKdkeWKdcbcXg 33.3 1899
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4 snalysisKofKyeastKproteinKkinasesKusingKproteinKchipsYKNatureeGeneticsWK2000WKdhWKdjeXk 36.3 734

3 zighXthroughputKmethodsKforKtheKlargeXscaleKanalysisKofKgeneKfunctionKbyKtransposonKtaggingYK
MethodseineEnzymologyWK2000WKedjWKggbXif 1.7 27

2 LargeXscaleKanalysisKofKtheKyeastKgenomeKbyKtransposonKtaggingKandKgeneKdisruptionYKNatureWK1999WK
fbdWKfceXj 50.4 470

1 xunctionalKcharacterizationKofKtheKSYKcerevisiaeKgenomeKbyKgeneKdeletionKandKparallelKanalysisYK
ScienceWK1999WKdjgWKkbcXh 33.3 3254

ListyofyPublications
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