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A Macrocyclic Peptide Ligand Binds the Oncogenic MicroRNA-21 Precursor and Suppresses Dicer
Processing. ACS Chemical Biology, 2017, 12, 1611-1620.
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Targeted inhibition of oncogenic miR-21 maturation with designed RNA-binding proteins. Nature
Chemical Biology, 2016, 12, 717-723.

Structural basis for inhibition of the deadenylase activity of human <scp>CNOT</[scp>6L. FEBS Letters,
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Structural and Biochemical Analysis of Tyrosine Phosphatase Related to Biofilm Formation A (TpbA)
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Structure of the nisin leader peptidase NisP revealing a C-terminal autocleavage activity. Acta
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Investigation of the Substrate Range of CYP199A4: Modification of the Partition between
Hydroxylation and Desaturation Activities by Substrate and Protein Engineering. Chemistry - A 3.3 53
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Structure and function of CYP108D1 from«<i>Novosphingobium aromaticivorans</i>DSM12444: an
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The crystal structures of 4-methoxybenzoate bound CYP199A2 and CYP199A4: structural changes on
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Structure, electronic properties and catalytic behaviour of an activity-enhancing CYP102A1 (P450BM3)
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The structure of CYP101D2 unveils a potential path for substrate entry into the active site.
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Structural Analysis of CYP101C1 from <i>Novosphingobium aromaticivorans</i> DSM12444.
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Structural and functional insight into the mechanism of an alkaline exonuclease from Laribacter
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Structural Basis for the Properties of Two Singled€8ite Proline Mutants of CYP102A1
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