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o Paper IF Citations

155 SelfaorganizationLofLmicrotubulesLintoLbipolarLspindlesLaroundLartificialLchromosomesLinLXenopusL
eggLextractsbLNatureZL1996ZLglfZLhfdai 50.4 803

154 öistoneLacetylationnLaLswitchLbetweenLrepressiveLandLpermissiveLchromatinbLSecondLinLreviewLseriesL
onLchromatinLdynamicsbLEMBOnReportsZL2002ZLgZLffham 6.5 683

153 uTPadependentLnucleosomeLremodelingbLAnnualnReviewnofnBiochemistryZL2002ZLkeZLfhkakg 29.1 625

152 uTPadependentLnucleosomeLdisruptionLatLaLheatashockLpromoterLmediatedLbyLbindingLofLGuGuL
transcriptionLfactorbLNatureZL1994ZLgjkZLifiagf 50.4 601

151 whromatinaremodellingLfactorLwöRuwLcontainsLtheLuTPasesLISWILandLtopoisomeraseLIIbLNatureZL
1997ZLgllZLimlajdf 50.4 437

150 uctivationLofLtranscriptionLthroughLhistoneLöhLacetylationLbyLMOzZLanLacetyltransferaseLessentialL
forLdosageLcompensationLinLxrosophilabLMolecularnCellZL2000ZLiZLgjkaki 17.6 380

149 MolecularLcloningLandLexpressionLofLaLhexamericLxrosophilaLheatLshockLfactorLsubjectLtoLnegativeL
regulationbLCellZL1990ZLjgZLedliamk 56.2 345

148 GenomicLfootprintingLrevealsLcellLtypeaspecificLxNuLbindingLofLubiquitousLfactorsbLCellZL1987ZLieZLhgiahg56.2 336

147 whromodomainsLareLproteinaRNuLinteractionLmodulesbLNatureZL2000ZLhdkZLhdiam 50.4 332

146 InLvivoLproteinaxNuLinteractionsLinLaLglucocorticoidLresponseLelementLrequireLtheLpresenceLofLtheL
hormonebLNatureZL1986ZLgfhZLjljal 50.4 317

145 NucleosomeLmovementLbyLwöRuwLandLISWILwithoutLdisruptionLorLtransadisplacementLofLtheL
histoneLoctamerbLCellZL1999ZLmkZLlhgaif 56.2 291

144 uLwuzaeaPwNuamediatedLchromatinLassemblyLpathwayLtriggeredLbyLsensingLxNuLdamagebL
MolecularnandnCellularnBiologyZL2000ZLfdZLefdjael 4.8 256

143 wrystalLstructureLandLfunctionalLanalysisLofLaLnucleosomeLrecognitionLmoduleLofLtheLremodelingL
factorLISWIbLMolecularnCellZL2003ZLefZLhhmajd 17.6 204

142 TheLhistoneLöhLacetyltransferaseLMOzLusesLaLwföwLzincLfingerLforLsubstrateLrecognitionbLEMBOn
ReportsZL2001ZLfZLeegal 6.5 198

141 TheLxNuLchaperoneLöMGveLfacilitatesLuwzcwöRuwadependentLnucleosomeLslidingbLEMBOnJournalZL
2002ZLfeZLjljiakg 13 193

140 ISWILisLanLuTPadependentLnucleosomeLremodelingLfactorbLMolecularnCellZL1999ZLgZLfgmahi 17.6 191

139 ModulationLofLISWILfunctionLbyLsiteaspecificLhistoneLacetylationbLEMBOnReportsZL2002ZLgZLfhfak 6.5 188
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138 writicalLroleLforLtheLhistoneLöhLNLterminusLinLnucleosomeLremodelingLbyLISWIbLMolecularnandn
CellularnBiologyZL2001ZLfeZLlkialg 4.8 178

137 xosageLcompensationnLtheLbeginningLandLendLofLgeneralizationbLNaturenReviewsnGeneticsZL2007ZLlZLhkaik30.1 175

136 PhysicalLandLfunctionalLassociationLofLSUUVuRVgamLandLöxuweLinLxrosophilabLEMBOnReportsZL2001ZLfZLmeiam6.5 173

135 NucleosomeLremodelingLandLepigeneticsbLColdnSpringnHarbornPerspectivesninnBiologyZL2013ZLiZL 10.2 171

134 TheLmanyLcoloursLofLchromodomainsbLBioEssaysZL2004ZLfjZLeggahd 4.1 148

133 NucleosomeLmobilizationLandLpositioningLbyLISWIacontainingLchromatinaremodelingLfactorsbLJournaln
ofnCellnScienceZL2001ZLeehZLfijeafijl 5.3 146

132 TheLchromosomalLhighaaffinityLbindingLsitesLforLtheLxrosophilaLdosageLcompensationLcomplexbL
PLoSnGeneticsZL2008ZLhZLeedddgdf 6 136

131 whromosomeawideLgeneaspecificLtargetingLofLtheLxrosophilaLdosageLcompensationLcomplexbLGenesn
andnDevelopmentZL2006ZLfdZLlilakd 12.6 134

130 uTPadependentLnucleosomeLremodellingnLfactorsLandLfunctionsbLJournalnofnCellnScienceZL2004ZLeekZLgkdkaee5.3 131

129 uctiveLpromotersLandLinsulatorsLareLmarkedLbyLtheLcentrosomalLproteinLemdbLEMBOnJournalZL2009ZL
flZLlkkall 13 124

128 uLcriticalLepitopeLforLsubstrateLrecognitionLbyLtheLnucleosomeLremodelingLuTPaseLISWIbLNucleicn
AcidsnResearchZL2002ZLgdZLjhmaii 20.1 123

127 TheLdMiafLchromodomainsLareLxNuLbindingLmodulesLimportantLforLuTPadependentLnucleosomeL
mobilizationbLEMBOnJournalZL2002ZLfeZLfhgdahd 13 121

126 ISWILinducesLnucleosomeLslidingLonLnickedLxNubLMolecularnCellZL2001ZLlZLedliamf 17.6 119

125 whromatinaremodelingLfactorsnLmachinesLthatLregulatesbLCurrentnOpinionninnCellnBiologyZL1998ZLedZLghjaig9 115

124 NucleosomeLremodelingnLoneLmechanismZLmanyLphenomenasbLBiochimicanEtnBiophysicanActanGenen
RegulatorynMechanismsZL2004ZLejkkZLilajg 115

123 TwoastepLsynergismLbetweenLtheLprogesteroneLreceptorLandLtheLxNuabindingLdomainLofLnuclearL
factorLeLonLMMTVLminichromosomesbLMolecularnCellZL1999ZLhZLhiaih 17.6 110

122 uctiveLpromotersLgiveLriseLtoLfalseLpositiveLTPhantomLPeaksTLinLwhIPaseqLexperimentsbLNucleicnAcidsn
ResearchZL2015ZLhgZLjmimajl 20.1 107

121 NucleosomeLbindingLbyLtheLbromodomainLandLPöxLfingerLofLtheLtranscriptionalLcofactorLpgddbL
JournalnofnMolecularnBiologyZL2004ZLggkZLkkgall 6.5 104
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120 ylectrostaticLmechanismLofLnucleosomeLspacingbLJournalnofnMolecularnBiologyZL1995ZLfifZLgdiaeg 6.5 104

119 zunctionalLintegrationLofLtheLhistoneLacetyltransferaseLMOzLintoLtheLdosageLcompensationL
complexbLEMBOnJournalZL2004ZLfgZLffilajl 13 97

118 GlobalLandLspecificLresponsesLofLtheLhistoneLacetylomeLtoLsystematicLperturbationbLMolecularnCellZL
2015ZLikZLiimake 17.6 93

117 uwzeLimprovesLtheLeffectivenessLofLnucleosomeLmobilizationLbyLISWILthroughLPöxahistoneL
contactsbLEMBOnJournalZL2004ZLfgZLhdfmagm 13 93

116 LifeLspanLextensionLbyLtargetingLaLlinkLbetweenLmetabolismLandLhistoneLacetylationLinLxrosophilabL
EMBOnReportsZL2016ZLekZLhiiajm 6.5 93

115 RegulationLofLhigheraorderLchromatinLstructuresLbyLnucleosomearemodellingLfactorsbLCurrentn
OpinionninnGeneticsnandnDevelopmentZL2006ZLejZLeieaj 4.9 89

114 NucleosomeLslidingnLfactsLandLfictionbLEMBOnJournalZL2002ZLfeZLhkhmaig 13 89

113 wombinedLuseLofLRNuiLandLquantitativeLproteomicsLtoLstudyLgeneLfunctionLinLxrosophilabLMolecularn
CellZL2008ZLgeZLkjfakf 17.6 87

112 zunctionalLdelineationLofLthreeLgroupsLofLtheLuTPadependentLfamilyLofLchromatinLremodelingL
enzymesbLJournalnofnBiologicalnChemistryZL2000ZLfkiZLelljhakd 5.4 87

111 TheLxrosophilaLMSLLcomplexLactivatesLtheLtranscriptionLofLtargetLgenesbLGenesnandnDevelopmentZL
2005ZLemZLfflhal 12.6 81

110 NucleosomeLslidingLmechanismsnLnewLtwistsLinLaLloopedLhistorybLNaturenStructuralnandnMolecularn
BiologyZL2013ZLfdZLedfjagf 17.6 77

109 TheLestablishmentLofLactiveLpromotersLinLchromatinbLBioEssaysZL1994ZLejZLiheak 4.1 71

108 RecruitmentLofLtheLnucleolarLremodelingLcomplexLNoRwLestablishesLribosomalLxNuLsilencingLinL
chromatinbLMolecularnandnCellularnBiologyZL2004ZLfhZLekmeal 4.8 69

107 uTPadependentLroXLRNuLremodelingLbyLtheLhelicaseLmalelessLenablesLspecificLassociationLofLMSLL
proteinsbLMolecularnCellZL2013ZLieZLekhalh 17.6 68

106 SequenceaspecificLtargetingLofLxrosophilaLroXLgenesLbyLtheLMSLLdosageLcompensationLcomplexbL
MolecularnCellZL2003ZLeeZLmkkalj 17.6 67

105 TargetingLdeterminantsLofLdosageLcompensationLinLxrosophilabLPLoSnGeneticsZL2006ZLfZLei 6 66

104 TheLhistoneLfoldLsubunitsLofLxrosophilaLwöRuwLfacilitateLnucleosomeLslidingLthroughLdynamicLxNuL
interactionsbLMolecularnandnCellularnBiologyZL2005ZLfiZLmlljamj 4.8 65

103 TheLuTPaseLdomainLofLISWILisLanLautonomousLnucleosomeLremodelingLmachinebLNaturenStructuraln
andnMolecularnBiologyZL2013ZLfdZLlfam 17.6 61
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102 TramtrackjmLinteractsLwithLtheLdMiafLsubunitLofLtheLxrosophilaLNuRxLchromatinLremodellingL
complexbLEMBOnReportsZL2001ZLfZLedlmamh 6.5 60

101 xifferentLchromatinLinterfacesLofLtheLxrosophilaLdosageLcompensationLcomplexLrevealedLbyL
highashearLwhIPaseqbLGenomenResearchZL2013ZLfgZLhkgali 9.7 59

100 TheLactivationLpotentialLofLMOzLisLconstrainedLforLdosageLcompensationbLMolecularnCellZL2010ZLglZLleiafj17.6 59

99 whromatinLassemblyLextractsLfromLxrosophilaLembryosbLMethodsninnCellnBiologyZL1994ZLhhZLfdkafg 1.8 59

98 RanLbindsLtoLchromatinLbyLtwoLdistinctLmechanismsbLCurrentnBiologyZL2002ZLefZLeeieaj 6.3 56

97 öeatLshockLfactorLincreasesLtheLreinitiationLrateLfromLpotentiatedLchromatinLtemplatesbLMolecularn
andnCellularnBiologyZL1998ZLelZLgjeak 4.8 56

96 RoleLforLhuwzeLinLtheLGfcMLdamageLcheckpointbLNucleicnAcidsnResearchZL2011ZLgmZLlhhiaij 20.1 53

95 TheLMOzacontainingLNSLLcomplexLassociatesLgloballyLwithLhousekeepingLgenesZLbutLactivatesLonlyL
aLdefinedLsubsetbLNucleicnAcidsnResearchZL2012ZLhdZLeidmaff 20.1 52

94 TheLnovelLtranscriptionLfactorLeUyVfLinteractsLwithLTuzUIIVhdLandLpotentiatesLtranscriptionLactivationL
onLchromatinLtemplatesbLMolecularnandnCellularnBiologyZL2001ZLfeZLiffgage 4.8 52

93 TheLxNuLbindingLwXwLdomainLofLMSLfLisLrequiredLforLfaithfulLtargetingLtheLxosageLwompensationL
womplexLtoLtheLXLchromosomebLNucleicnAcidsnResearchZL2010ZLglZLgfdmafe 20.1 50

92 TheLdosageLcompensationLcomplexLshapesLtheLconformationLofLtheLXLchromosomeLinLxrosophilabL
GenesnandnDevelopmentZL2009ZLfgZLfhmdai 12.6 50

91 xosageLcompensationLandLtheLglobalLreabalancingLofLaneuploidLgenomesbLGenomenBiologyZL2010ZL
eeZLfej 18.3 49

90 LiftingLaLchromosomenLdosageLcompensationLinLxrosophilaLmelanogasterbLFEBSnLettersZL2004ZLijkZLlaeh 3.8 48

89 SolidLphaseLxNaseLILfootprintingnLquickLandLversatilebLNucleicnAcidsnResearchZL1994ZLffZLeieeaf 20.1 48

88 GlobalLanalysisLofLtheLrelationshipLbetweenLJILaeLkinaseLandLtranscriptionbLPLoSnGeneticsZL2011ZLkZLeeddegfk6 48

87 StructureLofLtheLRNuLöelicaseLMLyLRevealsLtheLMolecularLMechanismsLforLUridineLSpecificityLandL
RNuauTPLwouplingbLMolecularnCellZL2015ZLjdZLhlkamm 17.6 47

86 xynamicLchromatinnLconcertedLnucleosomeLremodellingLandLacetylationbLBiologicalnChemistryZL2005ZL
gljZLkhiaie 4.5 46

85 PionXLsitesLmarkLtheLXLchromosomeLforLdosageLcompensationbLNatureZL2016ZLigkZLfhhafhl 50.4 43

(2016-2001)
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84 uwzLcatalysesLchromatosomeLmovementsLinLchromatinLfibresbLEMBOnJournalZL2008ZLfkZLlekafj 13 43

83 xualLregulationLofLtheLxrosophilaLhspfjLpromoterLinLvitrobLNucleicnAcidsnResearchZL1995ZLfgZLfhkmalk 20.1 43

82 TheLxrosophilaLpolycombLproteinLinteractsLwithLnucleosomalLcoreLparticlesLInLvitroLviaLitsL
repressionLdomainbLMolecularnandnCellularnBiologyZL1999ZLemZLlhieajd 4.8 42

81 TheLeffectLofLnucleosomeLphasingLsequencesLandLxNuLtopologyLonLnucleosomeLspacingbLJournalnofn
MolecularnBiologyZL1996ZLfjdZLeal 6.5 42

80 veadsLonLaLstringanucleosomeLarrayLarrangementsLandLfoldingLofLtheLchromatinLfiberbLNaturen
StructuralnandnMolecularnBiologyZL2020ZLfkZLedmaeel 17.6 41

79 TheLMRGLdomainLmediatesLtheLfunctionalLintegrationLofLMSLgLintoLtheLdosageLcompensationL
complexbLMolecularnandnCellularnBiologyZL2005ZLfiZLimhkaih 4.8 41

78 ProbingLtheLconformationLofLtheLISWILuTPaseLdomainLwithLgeneticallyLencodedLphotoreactiveL
crosslinkersLandLmassLspectrometrybLMolecularnandnCellularnProteomicsZL2012ZLeeZLMeeebdefdll 7.6 40

77 TheLvariantLhistoneLöfubVLofLxrosophilaaathreeLrolesZLtwoLguisesbLChromosomaZL2013ZLeffZLfhiail 2.8 39

76 GenomeawideLmeasurementLofLlocalLnucleosomeLarrayLregularityLandLspacingLbyLnanoporeL
sequencingbLNaturenStructuralnandnMolecularnBiologyZL2018ZLfiZLlmhamde 17.6 38

75 öMGaxLandLhistoneLöeLinterplayLduringLchromatinLassemblyLandLearlyLembryogenesisbLJournalnofn
BiologicalnChemistryZL2001ZLfkjZLgkijmakj 5.4 37

74 TheLbifunctionalLproteinLxwoöLmodulatesLinteractionsLofLtheLhomeodomainLtranscriptionLfactorL
öNzeLwithLnucleicLacidsbLJournalnofnMolecularnBiologyZL1997ZLfjiZLfdam 6.5 36

73 xrosophilaLISWILregulatesLtheLassociationLofLhistoneLöeLwithLinterphaseLchromosomesLinLvivobL
GeneticsZL2009ZLelfZLjjeam 4 34

72 SiteaspecificLacetylationLofLISWILbyLGwNibLBMCnMolecularnBiologyZL2007ZLlZLkg 4.5 33

71 StructureafunctionLanalysisLofLtheLRNuLhelicaseLmalelessbLNucleicnAcidsnResearchZL2008ZLgjZLmidajf 20.1 32

70 wumulativeLcontributionsLofLweakLxNuLdeterminantsLtoLtargetingLtheLxrosophilaLdosageL
compensationLcomplexbLNucleicnAcidsnResearchZL2007ZLgiZLgijeakf 20.1 31

69 StableLchromosomalLassociationLofLMSLfLdefinesLaLdosageacompensatedLnuclearLcompartmentbL
ChromosomaZL2005ZLeehZLgifajh 2.8 31

68 whromatinLProtocolsL1999ZL 30

67 RapidLpurificationLofLrecombinantLhistonesbLPLoSnONEZL2014ZLmZLeedhdfm 3.7 29

Peter B Becker

6



66 ussemblyLofLMMTVLpromoterLminichromosomesLwithLpositionedLnucleosomesLprecludesLNzeL
accessLbutLnotLrestrictionLenzymeLcleavagebLNucleicnAcidsnResearchZL1998ZLfjZLgjikajj 20.1 29

65 unLimprovedLprotocolLforLgenomicLsequencingLandLfootprintingLbyLligationamediatedLPwRbLNucleicn
AcidsnResearchZL1993ZLfeZLfkkmale 20.1 29

64 ModificationsLofLtheLhistoneLNaterminalLdomainsbLyvidenceLforLanLNepigeneticLcodeNsbLMolecularn
BiotechnologyZL2001ZLekZLeaeg 3 27

63 TheLglutaminearichLdomainLofLtheLxrosophilaLGuGuLfactorLisLnecessaryLforLamyloidLfibreLformationL
inLvitroZLbutLnotLforLchromatinLremodellingbLJournalnofnMolecularnBiologyZL1999ZLfliZLifkahh 6.5 27

62 whromosomeLtopologyLguidesLtheLxosageLwompensationLwomplexLforLtargetLgeneLactivationbL
EMBOnReportsZL2017ZL 6.5 26

61 TranscriptionLmodulationLchromosomeawidenLuniversalLfeaturesLandLprinciplesLofLdosageL
compensationLinLwormsLandLfliesbLCurrentnOpinionninnGeneticsnandnDevelopmentZL2011ZLfeZLehkaig 4.9 26

60 xosageLcompensationLinLfliesnLmechanismZLmodelsZLmysterybLFEBSnLettersZL2005ZLikmZLgfilajg 3.8 25

59 TheLarchitectureLofLtheLheatainducibleLxrosophilaLhspfkLpromoterLinLnucleibLJournalnofnMolecularn
BiologyZL1996ZLfijZLfhmajg 6.5 25

58 NucleosomeLremodelerLSNzfLLsuppressesLcellLproliferationLandLmigrationLandLattenuatesLWntL
signalingbLMolecularnandnCellularnBiologyZL2012ZLgfZLfgimake 4.8 24

57 NucleosomeLdynamicsLandLepigeneticLstabilitybLEssaysninnBiochemistryZL2010ZLhlZLjgakh 7.6 22

56 öighLlevelsLofLhistoneLögLacetylationLatLtheLwMVLpromoterLareLpredictiveLofLstableLexpressionLinL
whineseLhamsterLovaryLcellsbLBiotechnologynProgressZL2016ZLgfZLkkjalj 2.8 21

55 UNRLfacilitatesLtheLinteractionLofLMLyLwithLtheLlncRNuLroXfLduringLxrosophilaLdosageL
compensationbLNaturenCommunicationsZL2014ZLiZLhkjf 17.4 21

54 MSLfLcombinesLsensorLandLeffectorLfunctionsLinLhomeostaticLcontrolLofLtheLxrosophilaLdosageL
compensationLmachinerybLMolecularnCellZL2012ZLhlZLjhkaih 17.6 21

53 xevelopmentalLroleLforLuwzeacontainingLnucleosomeLremodellersLinLchromatinLorganisationbL
DevelopmentnwCambridgeyZL2010ZLegkZLgiegaff 6.6 21

52 ISWILremodellingLofLphysiologicalLchromatinLfibresLacetylatedLatLlysineLejLofLhistoneLöhbLPLoSnONEZL
2014ZLmZLellhee 3.7 20

51 TheLhistoneafoldLproteinLwöRuwehLinfluencesLchromatinLcompositionLinLresponseLtoLxNuLdamagebL
CellnReportsZL2014ZLkZLgfeaggd 10.6 20

50 RolesLofLlongZLnonacodingLRNuLinLchromosomeawideLtranscriptionLregulationnLlessonsLfromLtwoL
dosageLcompensationLsystemsbLBiochimieZL2012ZLmhZLehmdal 4.6 20

49 StructuralLbasisLofLXLchromosomeLxNuLrecognitionLbyLtheLMSLfLwXwLdomainLduringLxrosophilaL
dosageLcompensationbLGenesnandnDevelopmentZL2014ZLflZLfjifajf 12.6 19

(2014-1998)
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48 GeneLregulationLbyLhistoneLöenLnewLlinksLtoLxNuLmethylationbLCellZL2005ZLefgZLeeklam 56.2 19

47 uLnucleosomeLslidingLassayLforLchromatinLremodelingLfactorsbLMethodsninnEnzymologyZL2004ZLgkkZLghhaig1.7 19

46 uTPadependentLchromatosomeLremodelingbLBiologicalnChemistryZL2008ZLglmZLghiaif 4.5 18

45 PhosphorylationLofLSUUVuRVgamLbyLtheLchromosomalLkinaseLJILaebLPLoSnONEZL2010ZLiZLeeddhf 3.7 18

44 ucetylationLincreasesLaccessLofLremodellingLcomplexesLtoLtheirLnucleosomeLtargetsLtoLenhanceL
initiationLofLVUxVJLrecombinationbLNucleicnAcidsnResearchZL2007ZLgiZLjgeeafe 20.1 17

43 TranscriptionLfactoramediatedLchromatinLremodellingnLmechanismsLandLmodelsbLFEBSnLettersZL1995ZL
gjmZLeelafe 3.8 17

42 GenomeawideLRulesLofLNucleosomeLPhasingLinLxrosophilabLMolecularnCellZL2018ZLkfZLjjeajkfbeh 17.6 17

41 xNuLsequenceLandLtheLorganizationLofLchromosomalLdomainsbLCurrentnOpinionninnGeneticsnandn
DevelopmentZL2008ZLelZLekiald 4.9 15

40 wommentLonLNxrosophilaLdosageLcompensationLinvolvesLenhancedLPolLIILrecruitmentLtoLmaleL
XalinkedLpromotersNbLScienceZL2013ZLghdZLfkg 33.3 14

39 wöRuwcuwzLcontributeLtoLtheLrepressiveLgroundLstateLofLchromatinbLLifenSciencenAllianceZL2018ZLeZLefdeldddfh5.8 14

38 viochemicalLanalysisLofLchromatinLstructureLandLfunctionLusingLxrosophilaLembryoLextractsbL
MethodsZL1997ZLefZLflagi 4.6 13

37 zactorLcooperationLforLchromosomeLdiscriminationLinLxrosophilabLNucleicnAcidsnResearchZL2019ZLhkZLekdjaekfh20.1 13

36 unalysisLofLmodulatorsLofLchromatinLstructureLinLxrosophilabLMethodsninnEnzymologyZL1999ZLgdhZLkhfaik 1.7 12

35 PreparationLofLchromatinLassemblyLextractsLfromLpreblastodermLxrosophilaLembryosbLMethodsninn
MolecularnBiologyZL1999ZLeemZLelkamh 1.4 12

34 wombinatorialLöistoneLucetylationLPatternsLureLGeneratedLbyLMotifaSpecificLReactionsbLCelln
SystemsZL2016ZLfZLhmail 10.6 11

33 uLroleLforLtunedLlevelsLofLnucleosomeLremodelerLsubunitLuwzeLduringLxrosophilaLoogenesisbL
DevelopmentalnBiologyZL2016ZLheeZLfekafgd 3.1 11

32 uLsolidaphaseLapproachLforLtheLanalysisLofLreconstitutedLchromatinbLMethodsninnMolecularnBiologyZL
1999ZLeemZLemiafdj 1.4 11

31 xrosophilaLchromatinLandLtranscriptionbLSeminarsninnCellnBiologyZL1995ZLjZLeliamd 11
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30 SpliceLvariantsLofLtheLSWReatypeLnucleosomeLremodelingLfactorLxominoLhaveLdistinctLfunctionsL
duringLxrosophilaLmelanogasterLoogenesisbLDevelopmentnwCambridgeyZL2016ZLehgZLgeihajk 6.6 10

29 zormLandLfunctionLofLdosageacompensatedLchromosomesaaaLchickenaandaeggLrelationshipbL
BioEssaysZL2010ZLgfZLkdmaek 4.1 8

28 SWReLandLNuuhLcomplexesLareLdefinedLbyLxOMINOLisoformsbLELifeZL2020ZLmZL 8.9 8

27 UbiquitylationLofLtheLacetyltransferaseLMOzLinLxrosophilaLmelanogasterbLPLoSnONEZL2017ZLefZLedekkhdl3.7 7

26 StructureZLdynamicsLandLroXfalncRNuLbindingLofLtandemLdoubleastrandedLRNuLbindingLdomainsL
dsRvxeZfLofLxrosophilaLhelicaseLMalelessbLNucleicnAcidsnResearchZL2019ZLhkZLhgemahggg 20.1 7

25 VariationLonLaLthemenLyvolutionaryLstrategiesLforLöfubZLexchangeLbyLSWReatypeLremodelersbL
CurrentnOpinionninnCellnBiologyZL2021ZLkdZLeam 9 7

24 TwoastepLmechanismLforLselectiveLincorporationLofLlncRNuLintoLaLchromatinLmodifierbLNucleicnAcidsn
ResearchZL2020ZLhlZLkhlgakide 20.1 6

23 SolidLphaseLtechnologyLimprovesLcoupledLgelLshiftcfootprintingLanalysisbLNucleicnAcidsnResearchZL
1997ZLfiZLhigah 20.1 6

22 StructuralLandLfunctionalLanalysisLofLchromatinLassembledLfromLdefinedLhistonesbLMethodsZL1998ZL
eiZLghgaig 4.6 6

21 ReconstitutionLandLanalysisLofLhyperacetylatedLchromatinbLMethodsninnMolecularnBiologyZL1999ZLeemZLfdkaek1.4 6

20 ProgressiveLdosageLcompensationLduringLxrosophilaLembryogenesisLisLreflectedLbyLgeneL
arrangementbLEMBOnReportsZL2019ZLfdZLehlegl 6.5 6

19 GenomicLfootprintingLofLxrosophilaLembryoLnucleiLbyLlinkerLtagLselectionLLMaPwRbLMethodsZL1997ZL
eeZLekeam 4.6 5

18 JuSPerLcontrolsLinterphaseLhistoneLögSedLphosphorylationLbyLchromosomalLkinaseLJILaeLinL
xrosophilabLNaturenCommunicationsZL2019ZLedZLighg 17.4 5

17 PreparationLofLchromatinLassemblyLextractsLfromLpreblastodermLxrosophilaLembryosbLMethodsninn
MolecularnBiologyZL2009ZLifgZLeaed 1.4 4

16 zootprintingLofLxNuabindingLproteinsLinLintactLcellsbLMethodsninnEnzymologyZL1993ZLfelZLijlalk 1.7 4

15 womputationalLstudyLofLremodelingLinLaLnucleosomalLarraybLEuropeannPhysicalnJournalnEZL2015ZLglZLli 1.5 3

14 unalysisLofLactivatoradependentLtranscriptionLreinitiationLinLvitrobLMethodsninnEnzymologyZL2003ZL
gkdZLhlkaide 1.7 3

13 uLdefinedLinLvitroLsystemLtoLstudyLuTPadependentLremodelingLofLshortLchromatinLfibersbLMethodsninn
MolecularnBiologyZL2012ZLlggZLfiiakd 1.4 3

(2012-2016)
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12 WolframLöˆ¶rzLemhhafddibLCellZL2006ZLefhZLegah 56.2 2

11 uLxrosophilaLcellafreeLsystemLthatLsensesLxNuLbreaksLandLtriggersLphosphorylationLsignallingbL
NucleicnAcidsnResearchZL2019ZLhkZLkhhhakhim 20.1 1

10 GenomeawideLrulesLofLnucleosomeLphasing 1

9 unalysisLofLreconstitutedLchromatinLusingLaLsolidaphaseLapproachbLMethodsninnMolecularnBiologyZL
2009ZLifgZLeeafi 1.4 1

8 xivergentLevolutionLtowardLsexLchromosomeaspecificLgeneLregulationLinbLGenesnandnDevelopmentZL
2021ZLgiZLediiaedkd 12.6 1

7 wellafreeLgenomicsLrevealLintrinsicZLcooperativeLandLcompetitiveLdeterminantsLofLchromatinL
interactionsbLNucleicnAcidsnResearchZL2021ZLhmZLkjdfakjek 20.1 1

6 veadsaonaaastringLonLaLbeadnLreconstitutionLandLanalysisLofLchromatinLonLaLsolidLsupportbLMethodsninn
MolecularnBiologyZL2015ZLefllZLeaeh 1.4

5 MOzZLanLucetylLTransferaseLInvolvedLinLxosageLwompensationLinLxrosophilaZLUsesLaLwwöwLzingerL
forLSubstrateLRecognitionL2005ZLfhkafie

4 xeterminationLofLunknownLgenomicLsequencesLwithoutLcloningbLMethodsninnMolecularnBiologyZL1996
ZLjiZLeemage 1.4

3 xeterminationLofLUnknownLGenomicLSequencesLWithoutLwloningL2003ZLgkgaglg

2 NucleosomeLRemodellingLandLypigenomeLxiversificationbLResearchnandnPerspectivesninn
NeurosciencesZL2012ZLeam

1 IdentificationLofLIntrinsicLRNuLvindingLSpecificityLofLPurifiedLProteinsLbyLRNuLImmunoprecipitationL
UvitRIPVbLBio-protocolZL2021ZLeeZLegmhj 0.9

Peter B Becker
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