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k Paper IF Citations

109 PerspectivepLLinkageLMapsbLyommunitiesLofLGeneticistsbLandLGenomeLzatabasesdLGeneticsbL2020bL
hglbLhlgchlh 4

108 MinorLIsozymesLTailorLYeastLMetabolismLtoLyarbonLwvailabilitydLMSystemsbL2019bLjbL 7.6 6

107 SystemsclevelLanalysisLofLmechanismsLregulatingLyeastLmetabolicLfluxdLSciencebL2016bLikjbL 33.3 157

106 ExtrachromosomalLcircularLzNwLisLcommonLinLyeastdLProceedingshofhthehNationalhAcademyhofh
ScienceshofhthehUnitedhStateshofhAmericabL2015bLgghbLEiggjchh 11.5 111

105 wnalysisLofLPolygenicLMutantsLSuggestsLaLRoleLforLMediatorLinLRegulatingLTranscriptionalL
wctivationLzistanceLinLSaccharomycesLcerevisiaedLGeneticsbL2015bLhfgbLkooclgh 4 12

104 wutomatingLtheLconstructionLofLgeneLontologiesdLNaturehBiotechnologybL2013bLigbLijck 44.5 9

103 GeneticLxasisLofLwmmoniumLToxicityLResistanceLinLaLSakeLStrainLofLYeastpLwLMendelianLyasedLG3:h
GeneswhGenomeswhGeneticsbL2013bLibLmiicmjf 3.2 13

102 PhylogeneticLportraitLofLtheLSaccharomycesLcerevisiaeLfunctionalLgenomedLG3:hGeneswhGenomeswh
GeneticsbL2013bLibLgiikcjf 3.2 3

101 yombinatorialLcontrolLofLdiverseLmetabolicLandLphysiologicalLfunctionsLbyLtranscriptionalL
regulatorsLofLtheLyeastLsulfurLassimilationLpathwaydLMolecularhBiologyhofhthehCellbL2012bLhibLiffnchj 3.5 31

100 YeastpLanLexperimentalLorganismLforLhgstLyenturyLbiologydLGeneticsbL2011bLgnobLlokcmfj 4 335

99 yoordinatedLregulationLofLsulfurLandLphospholipidLmetabolismLreflectsLtheLimportanceLofL
methylationLinLtheLgrowthLofLyeastdLMolecularhBiologyhofhthehCellbL2011bLhhbLjgohchfj 3.5 32

98 TechnologicalLinnovationLleadsLtoLfundamentalLunderstandingLinLcellLbiologydLMolecularhBiologyhofh
thehCellbL2010bLhgbLimogch 3.5 5

97 ItTsLtheLdataMdLMolecularhBiologyhofhthehCellbL2010bLhgbLjcl 3.5 9

96 SlowLgrowthLinducesLheatcshockLresistanceLinLnormalLandLrespiratorycdeficientLyeastdLMolecularh
BiologyhofhthehCellbL2009bLhfbLnogcofi 3.5 116

95 yoordinationLofLgrowthLratebLcellLcyclebLstressLresponsebLandLmetabolicLactivityLinLyeastdLMolecularh
BiologyhofhthehCellbL2008bLgobLikhclm 3.5 405

94 GeneLOntologyLannotationsLatLSGzpLnewLdataLsourcesLandLannotationLmethodsdLNucleichAcidsh
ResearchbL2008bLilbLzkmmcng 20.1 196

93 GenomecwideLanalysisLofLnucleotideclevelLvariationLinLcommonlyLusedLSaccharomycesLcerevisiaeL
strainsdLPLoShONEbL2007bLhbLeihh 3.7 88
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92 GenomecscaleLidentificationLofLmembranecassociatedLhumanLmRNwsdLPLoShGeneticsbL2006bLhbLegg 6 76

91 GeneLexpressionLprofilesLdoLnotLconsistentlyLpredictLtheLclinicalLtreatmentLresponseLinLlocallyL
advancedLbreastLcancerdLMolecularhCancerhTherapeuticsbL2006bLkbLhogjcn 6.1 103

90 GenomeLSnapshotpLaLnewLresourceLatLtheLSaccharomycesLGenomeLzatabaseLUSGzVLpresentingLanL
overviewLofLtheLSaccharomycesLcerevisiaeLgenomedLNucleichAcidshResearchbL2006bLijbLzjjhck 20.1 79

89 IdentificationLofLalterationsLinLzNwLcopyLnumberLinLhostLstromalLcellsLduringLtumorLprogressiondL
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericabL2006bLgfibLgonjncki 11.5 45

88 wLzNwLmicroarrayLsurveyLofLgeneLexpressionLinLnormalLhumanLtissuesdLGenomehBiologybL2005bLlbLRhh 18.3 172

87 ExpressionLProfilingLofLxreastLyancerpLFromLMolecularLPortraitsLtoLylinicalLUtilityL2005bLmmcgff 1

86 InferenceLofLcombinatorialLregulationLinLyeastLtranscriptionalLnetworkspLaLcaseLstudyLofLsporulationdL
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericabL2005bLgfhbLgoonchffi 11.5 87

85 yhangingLperspectivesLinLyeastLresearchLnearlyLaLdecadeLafterLtheLgenomeLsequencedLGenomeh
ResearchbL2005bLgkbLglggco 9.7 32

84
GeneLexpressionLprofilingLrevealsLmolecularlyLandLclinicallyLdistinctLsubtypesLofLglioblastomaL
multiformedLProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericabL2005bL
gfhbLkngjco

11.5 389

83 GOppTermFinderccopenLsourceLsoftwareLforLaccessingLGeneLOntologyLinformationLandLfindingL
significantlyLenrichedLGeneLOntologyLtermsLassociatedLwithLaLlistLofLgenesdLBioinformaticsbL2004bLhfbLimgfck7.2 1381

82 zisruptionLofLyeastLforkheadcassociatedLcellLcycleLtranscriptionLbyLoxidativeLstressdLMolecularh
BiologyhofhthehCellbL2004bLgkbLklkoclo 3.5 61

81 ziverseLandLspecificLgeneLexpressionLresponsesLtoLstressesLinLculturedLhumanLcellsdLMolecularh
BiologyhofhthehCellbL2004bLgkbLhilgcmj 3.5 250

80 zifferentLgeneLexpressionLpatternsLinLinvasiveLlobularLandLductalLcarcinomasLofLtheLbreastdL
MolecularhBiologyhofhthehCellbL2004bLgkbLhkhicil 3.5 488

79 NutritionalLhomeostasisLinLbatchLandLsteadycstateLcultureLofLyeastdLMolecularhBiologyhofhthehCellbL
2004bLgkbLjfnocgfj 3.5 139

78 SaccharomycesLgenomeLdatabasepLunderlyingLprinciplesLandLorganisationdLBriefingshinh
BioinformaticsbL2004bLkbLochh 13.4 73

77 GeneLexpressionLsignatureLofLfibroblastLserumLresponseLpredictsLhumanLcancerLprogressionpL
similaritiesLbetweenLtumorsLandLwoundsdLPLoShBiologybL2004bLhbLEm 9.7 698

76 UniversalLReferenceLRNwLasLaLstandardLforLmicroarrayLexperimentsdLBMChGenomicsbL2004bLkbLhf 4.5 124

75 GeneLexpressionLprofilingLidentifiesLclinicallyLrelevantLsubtypesLofLprostateLcancerdLProceedingshofh
thehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericabL2004bLgfgbLnggcl 11.5 1047
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74 PredictionLofLsurvivalLinLdiffuseLlargecxccellLlymphomaLbasedLonLtheLexpressionLofLsixLgenesdLNewh
EnglandhJournalhofhMedicinebL2004bLikfbLgnhncim 59.2 754

73 SaccharomycesLGenomeLzatabaseLUSGzVLprovidesLbiochemicalLandLstructuralLinformationLforL
buddingLyeastLproteinsdLNucleichAcidshResearchbL2003bLigbLhglcn 20.1 45

72 GeneLexpressionLpatternsLinLovarianLcarcinomasdLMolecularhBiologyhofhthehCellbL2003bLgjbLjimlcnl 3.5 273

71 TLcellLreceptorcindependentLbasalLsignalingLviaLErkLandLwblLkinasesLsuppressesLRwGLgeneL
expressiondLPLoShBiologybL2003bLgbLEki 9.7 74

70 MissingLValueLEstimationL2003bLlkcmk 1

69 ziscoveringLgenotypesLunderlyingLhumanLphenotypespLpastLsuccessesLforLmendelianLdiseasebLfutureL
approachesLforLcomplexLdiseasedLNaturehGeneticsbL2003bLiiLSupplbLhhncim 36.3 1182

68 ModuleLnetworkspLidentifyingLregulatoryLmodulesLandLtheirLconditioncspecificLregulatorsLfromLgeneL
expressionLdatadLNaturehGeneticsbL2003bLijbLgllcml 36.3 1275

67 TissueLmicroarrayLvalidationLofLepidermalLgrowthLfactorLreceptorLandLSwLLhLinLsynovialLsarcomaL
withLcomparisonLtoLtumorsLofLsimilarLhistologydLAmericanhJournalhofhPathologybL2003bLglibLgjjockl 5.8 123

66 GeneLexpressionLpatternsLandLgeneLcopyLnumberLchangesLinLdermatofibrosarcomaLprotuberansdL
AmericanhJournalhofhPathologybL2003bLglibLhinicok 5.8 115

65 RepeatedLobservationLofLbreastLtumorLsubtypesLinLindependentLgeneLexpressionLdataLsetsdL
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericabL2003bLgffbLnjgnchi 11.5 4262

64 xmicgLregulationLofLINKjwcwRFLisLaLdownstreamLrequirementLforLtransformationLofLhematopoieticL
progenitorsLbyLEhacPbxgdLMolecularhCellbL2003bLghbLioicjff 17.6 74

63 VariationLinLgeneLexpressionLpatternsLinLhumanLgastricLcancersdLMolecularhBiologyhofhthehCellbL2003bL
gjbLihfncgk 3.5 253

62 VariationLinLgeneLexpressionLpatternsLinLfollicularLlymphomaLandLtheLresponseLtoLrituximabdL
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericabL2003bLgffbLgohlcif 11.5 128

61 EndothelialLcellLdiversityLrevealedLbyLglobalLexpressionLprofilingdLProceedingshofhthehNationalh
AcademyhofhScienceshofhthehUnitedhStateshofhAmericabL2003bLgffbLgflhicn 11.5 597

60 SystemicLandLcellLtypecspecificLgeneLexpressionLpatternsLinLsclerodermaLskindLProceedingshofhtheh
NationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericabL2003bLgffbLghigochj 11.5 334

59 SOURyEpLaLunifiedLgenomicLresourceLofLfunctionalLannotationsbLontologiesbLandLgeneLexpressionL
datadLNucleichAcidshResearchbL2003bLigbLhgochi 20.1 325

58
wLxayesianLframeworkLforLcombiningLheterogeneousLdataLsourcesLforLgeneLfunctionLpredictionLUinL
SaccharomycesLcerevisiaeVdLProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofh
AmericabL2003bLgffbLnijncki

11.5 431

57 TranscriptionalLresponseLofLhumanLmastLcellsLstimulatedLviaLtheLFcUepsilonVRILandLidentificationLofL
mastLcellsLasLaLsourceLofLILcggdLBMChImmunologybL2002bLibLk 3.7 45
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56 yhallengesLinLdevelopingLaLmolecularLcharacterizationLofLcancerdLSeminarshinhOncologybL2002bLhobLhnfck 5.5 9

55 ziversitybLtopographicLdifferentiationbLandLpositionalLmemoryLinLhumanLfibroblastsdLProceedingshofh
thehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericabL2002bLoobLghnmmcnh 11.5 852

54 StereotypedLandLspecificLgeneLexpressionLprogramsLinLhumanLinnateLimmuneLresponsesLtoL
bacteriadLProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericabL2002bLoobLomhcm11.5 337

53 SaccharomycesLGenomeLzatabaseLUSGzVLprovidesLsecondaryLgeneLannotationLusingLtheLGeneL
OntologyLUGOVdLNucleichAcidshResearchbL2002bLifbLlocmh 20.1 265

52 SaccharomycesLGenomeLzatabasedLMethodshinhEnzymologybL2002bLikfbLihocjl 1.7 96

51
TransformationLofLfollicularLlymphomaLtoLdiffuseLlargeccellLlymphomapLalternativeLpatternsLwithL
increasedLorLdecreasedLexpressionLofLccmycLandLitsLregulatedLgenesdLProceedingshofhthehNationalh
AcademyhofhScienceshofhthehUnitedhStateshofhAmericabL2002bLoobLnnnlcog

11.5 190

50
MicroarrayLanalysisLrevealsLaLmajorLdirectLroleLofLzNwLcopyLnumberLalterationLinLtheLtranscriptionalL
programLofLhumanLbreastLtumorsdLProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedh
StateshofhAmericabL2002bLoobLgholicn

11.5 980

49
GenomicLexpressionLprogramsLandLtheLintegrationLofLtheLyzhnLcostimulatoryLsignalLinLTLcellL
activationdLProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericabL2002bL
oobLggmolcnfg

11.5 270

48
PhospholipaseLwhLgroupLIIwLexpressionLinLgastricLadenocarcinomaLisLassociatedLwithLprolongedL
survivalLandLlessLfrequentLmetastasisdLProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedh
StateshofhAmericabL2002bLoobLglhficn

11.5 134

47 IdentificationLofLgenesLperiodicallyLexpressedLinLtheLhumanLcellLcycleLandLtheirLexpressionLinL
tumorsdLMolecularhBiologyhofhthehCellbL2002bLgibLgommchfff 3.5 1043

46 NonparametricLmethodsLforLidentifyingLdifferentiallyLexpressedLgenesLinLmicroarrayLdatadL
BioinformaticsbL2002bLgnbLgjkjclg 7.2 245

45 ExpressionLofLcytokeratinsLgmLandLkLidentifiesLaLgroupLofLbreastLcarcinomasLwithLpoorLclinicalL
outcomedLAmericanhJournalhofhPathologybL2002bLglgbLgoogcl 5.8 453

44 GeneLexpressionLpatternsLinLhumanLliverLcancersdLMolecularhBiologyhofhthehCellbL2002bLgibLgohocio 3.5 680

43 MolecularLcharacterisationLofLsoftLtissueLtumourspLaLgeneLexpressionLstudydLLancetwhThebL2002bLikobLgifgcm40 484

42 RoleLofLthioredoxinLreductaseLinLtheLYapgpcdependentLresponseLtoLoxidativeLstressLinL
SaccharomycesLcerevisiaedLMolecularhMicrobiologybL2001bLiobLkokclfk 4.1 93

41 GenomicLbindingLsitesLofLtheLyeastLcellccycleLtranscriptionLfactorsLSxFLandLMxFdLNaturebL2001bLjfobLkiicn50.4 927

40 TheLStanfordLMicroarrayLzatabasedLNucleichAcidshResearchbL2001bLhobLgkhck 20.1 337

39 RelationLofLgeneLexpressionLphenotypeLtoLimmunoglobulinLmutationLgenotypeLinLxLcellLchronicL
lymphocyticLleukemiadLJournalhofhExperimentalhMedicinebL2001bLgojbLgliocjm 16.6 882

(2001-2002)
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38 RERGLisLaLnovelLrascrelatedbLestrogencregulatedLandLgrowthcinhibitoryLgeneLinLbreastLcancerdL
JournalhofhBiologicalhChemistrybL2001bLhmlbLjhhkoclm 5.4 120

37 zominantclethalLalphactubulinLmutantsLdefectiveLinLmicrotubuleLdepolymerizationLinLyeastdL
MolecularhBiologyhofhthehCellbL2001bLghbLiomicnl 3.5 45

36 GeneticLvariationLinLtheLhumanLureaLtransporterchLisLassociatedLwithLvariationLinLbloodLpressuredL
HumanhMolecularhGeneticsbL2001bLgfbLhgkmclj 5.6 34

35 PromotercspecificLbindingLofLRapgLrevealedLbyLgenomecwideLmapsLofLproteinczNwLassociationdL
NaturehGeneticsbL2001bLhnbLihmcij 36.3 576

34 SupervisedLharvestingLofLexpressionLtreesdLGenomehBiologybL2001bLhbLRESEwRyHfffi 18.3 113

33
TheLglycineLalleleLofLaLglycineearginineLpolymorphismLinLtheLbetahcadrenergicLreceptorLgeneLisL
associatedLwithLessentialLhypertensionLinLaLpopulationLofLyhineseLorigindLAmericanhJournalhofh
HypertensionbL2001bLgjbLggolchff

2.3 36

32 SystematicLvariationLinLgeneLexpressionLpatternsLinLhumanLcancerLcellLlinesdLNaturehGeneticsbL2000bL
hjbLhhmcik 36.3 1739

31 wLgeneLexpressionLdatabaseLforLtheLmolecularLpharmacologyLofLcancerdLNaturehGeneticsbL2000bLhjbLhilcjj36.3 1173

30 GeneLontologypLtoolLforLtheLunificationLofLbiologydLTheLGeneLOntologyLyonsortiumdLNaturehGeneticsbL
2000bLhkbLhkco 36.3 25593

29 LargecscaleLidentificationLofLsecretedLandLmembranecassociatedLgeneLproductsLusingLzNwL
microarraysdLNaturehGeneticsbL2000bLhkbLknclh 36.3 213

28 zistinctLtypesLofLdiffuseLlargeLxccellLlymphomaLidentifiedLbyLgeneLexpressionLprofilingdLNaturebL
2000bLjfibLkficgg 50.4 7592

27 MolecularLportraitsLofLhumanLbreastLtumoursdLNaturebL2000bLjflbLmjmckh 50.4 11221

26 StructurecfunctionLrelationshipsLinLyeastLtubulinsdLMolecularhBiologyhofhthehCellbL2000bLggbLgnnmcofi 3.5 103

25 TGeneLshavingTLasLaLmethodLforLidentifyingLdistinctLsetsLofLgenesLwithLsimilarLexpressionLpatternsdL
GenomehBiologybL2000bLgbLRESEwRyHfffi 18.3 304

24 GenomicLexpressionLprogramsLinLtheLresponseLofLyeastLcellsLtoLenvironmentalLchangesdLMolecularh
BiologyhofhthehCellbL2000bLggbLjhjgckm 3.5 3708

23 VisualizationLofLreceptorcmediatedLendocytosisLinLyeastdLMolecularhBiologyhofhthehCellbL1999bLgfbLmoocngm3.5 69

22 UsingLtheLSaccharomycesLGenomeLzatabaseLUSGzVLforLanalysisLofLproteinLsimilaritiesLandLstructuredL
NucleichAcidshResearchbL1999bLhmbLmjcn 20.1 55

21 GenomecwideLanalysisLofLzNwLcopycnumberLchangesLusingLczNwLmicroarraysdLNaturehGeneticsbL
1999bLhibLjgcl 36.3 712
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20 OfLgenesLandLgenomesdLAnnalshofhthehNewhYorkhAcademyhofhSciencesbL1999bLnnhbLihcjgqLdiscussionLklclk 6.5 7

19 ExploringLtheLnewLworldLofLtheLgenomeLwithLzNwLmicroarraysdLNaturehGeneticsbL1999bLhgbLiicm 36.3 1922

18 TheLtranscriptionalLprogramLinLtheLresponseLofLhumanLfibroblastsLtoLserumdLSciencebL1999bLhnibLnicm 33.3 1713

17 ProbingLlymphocyteLbiologyLbyLgenomiccscaleLgeneLexpressionLanalysisdLJournalhofhClinicalh
ImmunologybL1998bLgnbLimico 5.7 82

16 GenomicLamplificationLofLaLdecoyLreceptorLforLFasLligandLinLlungLandLcolonLcancerdLNaturebL1998bL
iolbLloocmfi 50.4 658

15 ExpandingLyeastLknowledgeLonlinedLYeastbL1998bLgjbLgjkiclo 3.4 8

14 yomprehensiveLidentificationLofLcellLcyclecregulatedLgenesLofLtheLyeastLSaccharomycesLcerevisiaeL
byLmicroarrayLhybridizationdLMolecularhBiologyhofhthehCellbL1998bLobLihmicom 3.5 3710

13 MultipleLfunctionsLforLactinLduringLfilamentousLgrowthLofLSaccharomycesLcerevisiaedLMolecularh
BiologyhofhthehCellbL1998bLobLgnmicno 3.5 34

12 IdentificationLofLfunctionalLconnectionsLbetweenLcalmodulinLandLtheLyeastLactinLcytoskeletondL
GeneticsbL1998bLgkfbLjickn 4 18

11 xIMgLencodesLaLmicrotubulecbindingLproteinLinLyeastdLMolecularhBiologyhofhthehCellbL1997bLnbLhlmmcog 3.5 160

10 GeneticLandLphysicalLmapsLofLSaccharomycesLcerevisiaedLNaturebL1997bLinmbLlmcmi 50.4 125

9 MutationalLanalysisLofLtheLroleLofLhydrophobicLresiduesLinLtheLiincijnLhelixLonLactinLinLactomyosinL
interactionsdLBiochemistrybL1996bLikbLilmfcl 3.2 39

8 PreciseLgeneLdisruptionLinLSaccharomycesLcerevisiaeLbyLdoubleLfusionLpolymeraseLchainLreactiondL
YeastbL1995bLggbLghmkcnf 3.4 118

7 zefiningLproteinLinteractionsLwithLyeastLactinLinLvivodLNaturehStructuralhBiologybL1995bLhbLhncik 181

6 NucleotideLsequenceLofLtheLSwyhLgeneLofLSaccharomycesLcerevisiaedLYeastbL1994bLgfbLghggcl 3.4 6

5 SpecificityLdomainsLdistinguishLtheLRascrelatedLGTPasesLYptgLandLSecjdLNaturebL1993bLilhbLklick 50.4 99

4 ProbingLbetaclactamaseLstructureLandLfunctionLusingLrandomLreplacementLmutagenesisdLProteins:h
StructurewhFunctionhandhBioinformaticsbL1992bLgjbLhocjj 4.2 56

3 RequirementLofLyeastLfimbrinLforLactinLorganizationLandLmorphogenesisLinLvivodLNaturebL1991bLikjbLjfjcn50.4 202

(1991-1999)
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2 StructureLofLtheLyeastLendoplasmicLreticulumpLlocalizationLofLERLproteinsLusingL
immunofluorescenceLandLimmunoelectronLmicroscopydLYeastbL1991bLmbLnogcogg 3.4 163

1 yomputationalLMethodsLandLxioinformaticLToolsmlocofj
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