9

papers

9

all docs

1040056

1,623 9
citations h-index
9 9
docs citations times ranked

1474206

g-index

2833

citing authors



ARTICLE IF CITATIONS

CRISPRi-based genome-scale identification of functional long noncoding RNA loci in human cells.
Science, 2017, 355, .

Promoter of INcRNA Gene PVT1 Is a Tumor-Suppressor DNA Boundary Element. Cell, 2018, 173, 98.9 362
1398-1412.e22. :

Long noncoding RNAs in cancer metastasis. Nature Reviews Cancer, 2021, 21, 446-460.

Meningioma DNA methylation groups identify biological drivers and therapeutic vulnerabilities. 914 93
Nature Genetics, 2022, 54, 649-659. :

CRISPRi-based radiation modifier screen identifies long non-coding RNA therapeutic targets in glioma.
Genome Biology, 2020, 21, 83.

Modulating the expression of long non&€eoding <scp>RNA</scp> s for functional studies. EMBO as 57
Reports, 2018, 19, . :

Multiplatform genomic profiling and magnetic resonance imaging identify mechanisms underlying
intratumor heterogeneity in meningioma. Nature Communications, 2020, 11, 4803.

Reirradiation and PD-1 inhibition with nivolumab for the treatment of recurrent diffuse intrinsic

pontine glioma: a single-institution experience. Journal of Neuro-Oncology, 2018, 140, 629-638. 2.9 a4

Fitness effects of CRISPR/Cas9-targeting of long noncoding RNA genes. Nature Biotechnology, 2020, 38,

573-576.




