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ylonalOexpansionOandOhorizontalOtransmissionOofOepidemicOFhpwgpxgOplasmidsOinvolvedOinOcocspreadO
ofOrmtxOwithOqepwOandOblayTXcMchmOinOextensivelyOdrugcresistantOSalmonellaOentericaOserovarO
βndianaOisolatesdOJournalgofgAntimicrobialgChemotherapybO2019bOmjbOiijcijg

5.1 12

53 KeyORoleOofOyapsularOPolysaccharideOinOtheOβnductionOofOSystemicOβnfectionOandOwbortionObyO
αypervirulentOyampylobacterOjejunidOInfectiongandgImmunitybO2017bOnkbO 3.7 11

52 RNwseqORevealsOyomplexOResponseOofOtoOOvineOxileOandOfflallbladderO nvironmentdOFrontiersging
MicrobiologybO2017bOnbOojf 5.7 11

51 SynergisticOeffectsOofOanticymewOandOanticymexOpeptideOnucleicOacidsOonOsensitizingOyampylobacterO
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