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337 wargeTscaleGgenotypingGidentifiesG[XGnewGlociGassociatedGwithGbreastGcancerGriskUGNatureiGeneticsSG
2013SG[]SGZ]ZTaXSGZaXeXTY 36.3 813

336 xultipleGnewlyGidentifiedGlociGassociatedGwithGprostateGcancerGsusceptibilityUGNatureiGeneticsSG2008SG
[WSGZXaTYX 36.3 722

335 lssociationGanalysisGidentifiesGa]GnewGbreastGcancerGriskGlociUGNatureSG2017SG]]XSGdYTd[ 50.4 643

334
SubtypingGofGbreastGcancerGbyGimmunohistochemistryGtoGinvestigateGaGrelationshipGbetweenG
subtypeGandGshortGandGlongGtermGsurvivaleGaGcollaborativeGanalysisGofGdataGforGXWSX]dGcasesGfromGXYG
studiesUGPLoSiMedicineSG2010SGbSGeXWWWYbd

11.6 616

333 mreastTcancerGriskGinGfamiliesGwithGmutationsGinG lwmYUGNewiEnglandiJournaliofiMedicineSG2014SGZbXSG[dbT]Wa59.2 576

332 lGcommonGcodingGvariantGinGnlS cGisGassociatedGwithGbreastGcancerGriskUGNatureiGeneticsSG2007SGZdSGZ]YTc36.3 557

331 tronToverloadTrelatedGdiseaseGinGsqpGhereditaryGhemochromatosisUGNewiEnglandiJournaliofiMedicine
SG2008SGZ]cSGYYXTZW 59.2 516

330 lssociationsGofGbreastGcancerGriskGfactorsGwithGtumorGsubtypeseGaGpooledGanalysisGfromGtheGmreastG
nancerGlssociationGnonsortiumGstudiesUGJournaliofitheiNationaliCanceriInstituteSG2011SGXWZSGY]WTaZ 9.7 513

329 lGgenomeTwideGassociationGstudyGidentifiesGcolorectalGcancerGsusceptibilityGlociGonGchromosomesG
XWpX[GandGcqYZUZUGNatureiGeneticsSG2008SG[WSGaYZTZW 36.3 463

328 xultipleGindependentGvariantsGatGtheGTpκTGlocusGareGassociatedGwithGtelomereGlengthGandGrisksGofG
breastGandGovarianGcancerUGNatureiGeneticsSG2013SG[]SGZbXTc[SGZc[eXTY 36.3 422

327 tdentificationGofGYZGnewGprostateGcancerGsusceptibilityGlociGusingGtheGinzrSGcustomGgenotypingG
arrayUGNatureiGeneticsSG2013SG[]SGZc]TdXSGZdXeXTY 36.3 413

326
 athologyGofGbreastGandGovarianGcancersGamongGmκnlXGandGmκnlYGmutationGcarrierseGresultsGfromG
theGnonsortiumGofGtnvestigatorsGofGxodifiersGofGmκnlXVYGOntxmlPUGCanceriEpidemiologyiBiomarkersi
andiPreventionSG2012SGYXSGXZ[T[b

4 411

325 renomeTwideGassociationGanalysisGofGmoreGthanGXYWSWWWGindividualsGidentifiesGX]GnewGsusceptibilityG
lociGforGbreastGcancerUGNatureiGeneticsSG2015SG[bSGZbZTcW 36.3 406

324 yewlyGdiscoveredGbreastGcancerGsusceptibilityGlociGonGZpY[GandGXbqYZUYUGNatureiGeneticsSG2009SG[XSG]c]TdW36.3 393

323  olygenicGκiskGScoresGforG redictionGofGmreastGnancerGandGmreastGnancerGSubtypesUGAmericani
JournaliofiHumaniGeneticsSG2019SGXW[SGYXTZ[ 11 363

322 tdentificationGofGsevenGnewGprostateGcancerGsusceptibilityGlociGthroughGaGgenomeTwideGassociationG
studyUGNatureiGeneticsSG2009SG[XSGXXXaTYX 36.3 360

321 lssociationGanalysesGofGmoreGthanGX[WSWWWGmenGidentifyGaZGnewGprostateGcancerGsusceptibilityGlociUG
NatureiGeneticsSG2018SG]WSGdYcTdZa 36.3 340

Melissa C Southey

2



320 renomeTwideGassociationGstudiesGidentifyGfourGpκGnegativeTspecificGbreastGcancerGriskGlociUGNaturei
GeneticsSG2013SG[]SGZdYTcSGZdceXTY 36.3 327

319  redictionGofGbreastGcancerGriskGbasedGonGprofilingGwithGcommonGgeneticGvariantsUGJournaliofithei
NationaliCanceriInstituteSG2015SGXWbSG 9.7 324

318 seterogeneityGofGbreastGcancerGassociationsGwithGfiveGsusceptibilityGlociGbyGclinicalGandGpathologicalG
characteristicsUGPLoSiGeneticsSG2008SG[SGeXWWWW][ 6 280

317 rWlSGmetaTanalysisGandGreplicationGidentifiesGthreeGnewGsusceptibilityGlociGforGovarianGcancerUG
NatureiGeneticsSG2013SG[]SGZaYTbWSGZbWeXTY 36.3 267

316 renomicGanalysesGidentifyGhundredsGofGvariantsGassociatedGwithGageGatGmenarcheGandGsupportGaGroleG
forGpubertyGtimingGinGcancerGriskUGNatureiGeneticsSG2017SG[dSGcZ[Tc[X 36.3 257

315 lGcommonGvariantGatGtheGTpκTTnw TxXwGlocusGisGassociatedGwithGestrogenGreceptorTnegativeGbreastG
cancerUGNatureiGeneticsSG2011SG[ZSGXYXWT[ 36.3 253

314 xultipleGlociGonGcqY[GassociatedGwithGprostateGcancerGsusceptibilityUGNatureiGeneticsSG2009SG[XSGXW]cTaW 36.3 252

313 nolorectalGandGotherGcancerGrisksGforGcarriersGandGnoncarriersGfromGfamiliesGwithGaGoylGmismatchG
repairGgeneGmutationeGaGprospectiveGcohortGstudyUGJournaliofiClinicaliOncologySG2012SGZWSGd]cTa[ 2.2 245

312 SevenGprostateGcancerGsusceptibilityGlociGidentifiedGbyGaGmultiTstageGgenomeTwideGassociationGstudyUG
NatureiGeneticsSG2011SG[ZSGbc]TdX 36.3 243

311
TheGmreastGnancerGqamilyGκegistryeGanGinfrastructureGforGcooperativeGmultinationalSGinterdisciplinaryG
andGtranslationalGstudiesGofGtheGgeneticGepidemiologyGofGbreastGcancerUGBreastiCanceriResearchSG
2004SGaSGκZb]Tcd

8.3 239

310 wargeTscaleGgenomicGanalysesGlinkGreproductiveGagingGtoGhypothalamicGsignalingSGbreastGcancerG
susceptibilityGandGmκnlXTmediatedGoylGrepairUGNatureiGeneticsSG2015SG[bSGXYd[TXZWZ 36.3 226

309 TheGhistologicGphenotypesGofGbreastGcarcinomaGoccurringGbeforeGageG[WGyearsGinGwomenGwithGandG
withoutGmκnlXGorGmκnlYGgermlineGmutationsUGCancerSG1998SGcZSGYZZ]TYZ[] 6.4 211

308 renomeTwideGassociationGstudyGinGmκnlXGmutationGcarriersGidentifiesGnovelGlociGassociatedGwithG
breastGandGovarianGcancerGriskUGPLoSiGeneticsSG2013SGdSGeXWWZYXY 6 209

307 xetachronousGcolorectalGcancerGriskGforGmismatchGrepairGgeneGmutationGcarrierseGtheGadvantageGofG
moreGextensiveGcolonGsurgeryUGGutSG2011SGaWSGd]WTb 19.2 192

306 tdentificationGofGXYGnewGsusceptibilityGlociGforGdifferentGhistotypesGofGepithelialGovarianGcancerUG
NatureiGeneticsSG2017SG[dSGacWTadX 36.3 190

305 mreastGnancerGκiskGqromGxodifiableGandGyonmodifiableGκiskGqactorsGlmongGWhiteGWomenGinGtheG
UnitedGStatesUGJAMAiOncologySG2016SGYSGXYd]TXZWY 13.4 189

304 tdentificationGofGtenGvariantsGassociatedGwithGriskGofGestrogenTreceptorTnegativeGbreastGcancerUG
NatureiGeneticsSG2017SG[dSGXbabTXbbc 36.3 186

303 oiscoveryGofGcommonGandGrareGgeneticGriskGvariantsGforGcolorectalGcancerUGNatureiGeneticsSG2019SG]XSGbaTcb36.3 177

(2019-2013)
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302 UseGofGmolecularGtumorGcharacteristicsGtoGprioritizeGmismatchGrepairGgeneGtestingGinGearlyTonsetG
colorectalGcancerUGJournaliofiClinicaliOncologySG2005SGYZSGa]Y[TZY 2.2 172

301 qunctionalGvariantsGatGtheGXXqXZGriskGlocusGforGbreastGcancerGregulateGcyclinGoXGexpressionGthroughG
longTrangeGenhancersUGAmericaniJournaliofiHumaniGeneticsSG2013SGdYSG[cdT]WZ 11 167

300 κareGvariantsGinGtheGlTxGgeneGandGriskGofGbreastGcancerUGBreastiCanceriResearchSG2011SGXZSGκbZ 8.3 151

299 lGmetaTanalysisGofGgenomeTwideGassociationGstudiesGofGbreastGcancerGidentifiesGtwoGnovelG
susceptibilityGlociGatGaqX[GandGYWqXXUGHumaniMoleculariGeneticsSG2012SGYXSG]ZbZTc[ 5.6 143

298 mreastGnancerGκiskGrenesGTGlssociationGlnalysisGinGxoreGthanGXXZSWWWGWomenUGNewiEnglandiJournali
ofiMedicineSG2021SGZc[SG[YcT[Zd 59.2 143

297
wowGpenetranceGbreastGcancerGsusceptibilityGlociGareGassociatedGwithGspecificGbreastGtumorG
subtypeseGfindingsGfromGtheGmreastGnancerGlssociationGnonsortiumUGHumaniMoleculariGeneticsSG2011
SGYWSGZYcdTZWZ

5.6 140

296 κareSGevolutionarilyGunlikelyGmissenseGsubstitutionsGinGlTxGconferGincreasedGriskGofGbreastGcancerUG
AmericaniJournaliofiHumaniGeneticsSG2009SGc]SG[YbT[a 11 140

295 qamilialGrisksSGearlyTonsetGbreastGcancerSGandGmκnlXGandGmκnlYGgermlineGmutationsUGJournaliofithei
NationaliCanceriInstituteSG2003SGd]SG[[cT]b 9.7 137

294 nancerGrisksGforGmismatchGrepairGgeneGmutationGcarrierseGaGpopulationTbasedGearlyGonsetGcaseTfamilyG
studyUGClinicaliGastroenterologyiandiHepatologySG2006SG[SG[cdTdc 6.9 136

293
nspvYQXXWWdelnGheterozygosityGinGwomenGwithGbreastGcancerGassociatedGwithGearlyGdeathSGbreastG
cancerTspecificGdeathSGandGincreasedGriskGofGaGsecondGbreastGcancerUGJournaliofiClinicaliOncologySG
2012SGZWSG[ZWcTXa

2.2 134

292
mκnlYGmutationTassociatedGbreastGcancersGexhibitGaGdistinguishingGphenotypeGbasedGonG
morphologyGandGmolecularGprofilesGfromGtissueGmicroarraysUGAmericaniJournaliofiSurgicaliPathologySG
2007SGZXSGXYXTc

6.7 128

291 ppigeneticGanalysisGleadsGtoGidentificationGofGsyqXmGasGaGsubtypeTspecificGsusceptibilityGgeneGforG
ovarianGcancerUGNatureiCommunicationsSG2013SG[SGXaYc 17.4 124

290 nonstitutionalGmethylationGofGtheGmκnlXGpromoterGisGspecificallyGassociatedGwithGmκnlXG
mutationTassociatedGpathologyGinGearlyTonsetGbreastGcancerUGCanceriPreventioniResearchSG2011SG[SGYZTZZ 3.2 121

289  lwmYSGnspvYGandGlTxGrareGvariantsGandGcancerGriskeGdataGfromGnzrSUGJournaliofiMedicaliGeneticsSG
2016SG]ZSGcWWTcXX 5.8 121

288
mreastGcancerGprognosisGinGmκnlXGandGmκnlYGmutationGcarrierseGanGtnternationalG rospectiveG
mreastGnancerGqamilyGκegistryGpopulationTbasedGcohortGstudyUGJournaliofiClinicaliOncologySG2012SG
ZWSGXdTYa

2.2 116

287 zralGcontraceptiveGuseGandGriskGofGearlyTonsetGbreastGcancerGinGcarriersGandGnoncarriersGofGmκnlXG
andGmκnlYGmutationsUGCanceriEpidemiologyiBiomarkersiandiPreventionSG2005SGX[SGZ]WTa 4 113

286 pvidenceGofGgeneTenvironmentGinteractionsGbetweenGcommonGbreastGcancerGsusceptibilityGlociGandG
establishedGenvironmentalGriskGfactorsUGPLoSiGeneticsSG2013SGdSGeXWWZYc[ 6 112

285 lGmetaTanalysisGofGgenomeTwideGassociationGstudiesGtoGidentifyGprostateGcancerGsusceptibilityGlociG
associatedGwithGaggressiveGandGnonTaggressiveGdiseaseUGHumaniMoleculariGeneticsSG2013SGYYSG[WcTX] 5.6 109
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284 renomeTwideGassociationGstudyGidentifiesGmultipleGsusceptibilityGlociGforGdiffuseGlargeGmGcellG
lymphomaUGNatureiGeneticsSG2014SG[aSGXYZZTc 36.3 108

283 lgeTGandGTumorGSubtypeTSpecificGmreastGnancerGκiskGpstimatesGforGnspvYQXXWWdelnGnarriersUG
JournaliofiClinicaliOncologySG2016SGZ[SGYb]WTaW 2.2 107

282 nolorectalGcarcinomasGwithGvκlSGmutationGareGassociatedGwithGdistinctiveGmorphologicalGandG
molecularGfeaturesUGModerniPathologySG2013SGYaSGcY]TZ[ 9.8 106

281 renomeTWideGxetaTlnalysesGofGmreastSGzvarianSGandG rostateGnancerGlssociationGStudiesGtdentifyG
xultipleGyewGSusceptibilityGwociGSharedGbyGatGweastGTwoGnancerGTypesUGCanceriDiscoverySG2016SGaSGXW]YTab24.4 104

280  tvZnlGactivatingGmutationGinGcolorectalGcarcinomaeGassociationsGwithGmolecularGfeaturesGandG
survivalUGPLoSiONESG2013SGcSGea][bd 3.7 102

279 lGtranscriptomeTwideGassociationGstudyGofGYYdSWWWGwomenGidentifiesGnewGcandidateGsusceptibilityG
genesGforGbreastGcancerUGNatureiGeneticsSG2018SG]WSGdacTdbc 36.3 101

278 ldaptiveGevolutionGofGtheGtumourGsuppressorGmκnlXGinGhumansGandGchimpanzeesUGlustralianGmreastG
nancerGqamilyGStudyUGNatureiGeneticsSG2000SGY]SG[XWTZ 36.3 98

277 nommonGvariantsGinGZyqZa]GareGassociatedGwithGbothGmammographicGdensityGandGbreastGcancerG
riskUGNatureiGeneticsSG2011SG[ZSGXc]Tb 36.3 96

276 sqpGnYcYYGhomozygotesGareGatGincreasedGriskGofGbreastGandGcolorectalGcancerUGHepatologySG2010SG]XSGXZXXTc11.2 95

275 mreastGcancerGriskGvariantsGatGaqY]GdisplayGdifferentGphenotypeGassociationsGandGregulateGpSκXSG
κxyoXGandGnnonXbWUGNatureiGeneticsSG2016SG[cSGZb[Tca 36.3 93

274 XdpXZUXGisGaGtripleTnegativeTspecificGbreastGcancerGsusceptibilityGlocusUGCanceriResearchSG2012SGbYSGXbd]TcWZ10.1 93

273
nommonGbreastGcancerGsusceptibilityGvariantsGinGwS XGandGκlo]XwXGareGassociatedGwithG
mammographicGdensityGmeasuresGthatGpredictGbreastGcancerGriskUGCanceriEpidemiologyiBiomarkersi
andiPreventionSG2012SGYXSGXX]aTaa

4 92

272 tdentificationGofGaGmκnlYTspecificGmodifierGlocusGatGapY[GrelatedGtoGbreastGcancerGriskUGPLoSi
GeneticsSG2013SGdSGeXWWZXbZ 6 90

271 κiskGofGestrogenGreceptorTpositiveGandGTnegativeGbreastGcancerGandGsingleTnucleotideGpolymorphismG
YqZ]TrsXZZcbW[YUGJournaliofitheiNationaliCanceriInstituteSG2009SGXWXSGXWXYTc 9.7 90

270
lfterGmκnlXGandGmκnlYTwhatGnextjGxultifactorialGsegregationGanalysesGofGthreeTgenerationSG
populationTbasedGlustralianGfamiliesGaffectedGbyGfemaleGbreastGcancerUGAmericaniJournaliofiHumani
GeneticsSG2001SGacSG[YWTZX

11 90

269 lG lwmYGmutationGassociatedGwithGhighGriskGofGbreastGcancerUGBreastiCanceriResearchSG2010SGXYSGκXWd 8.3 89

268 pthnicityGandGriskGforGcolorectalGcancersGshowingGsomaticGmκlqGVaWWpGmutationGorGnprGislandG
methylatorGphenotypeUGCanceriEpidemiologyiBiomarkersiandiPreventionSG2008SGXbSGXbb[TcW 4 89

267 pvidenceGthatGbreastGcancerGriskGatGtheGYqZ]GlocusGisGmediatedGthroughGtrqm ]GregulationUGNaturei
CommunicationsSG2014SG[SG[ddd 17.4 87

(2014-2014)
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266 tdentificationGandGmolecularGcharacterizationGofGaGnewGovarianGcancerGsusceptibilityGlocusGatG
XbqYXUZXUGNatureiCommunicationsSG2013SG[SGXaYb 17.4 85

265 renomeTwideGassociationGstudyGidentifiesGmultipleGlociGassociatedGwithGbothGmammographicG
densityGandGbreastGcancerGriskUGNatureiCommunicationsSG2014SG]SG]ZWZ 17.4 84

264  enetranceGanalysisGofGtheG lwmYGcUX]dYdelTGfounderGmutationUGClinicaliCanceriResearchSG2008SGX[SG[aabTbX12.9 84

263 yoGevidenceGthatGproteinGtruncatingGvariantsGinGmκt XGareGassociatedGwithGbreastGcancerGriskeG
implicationsGforGgeneGpanelGtestingUGJournaliofiMedicaliGeneticsSG2016SG]ZSGYdcTZWd 5.8 83

262 qineTscaleGmappingGofGtheGqrqκYGbreastGcancerGriskGlocuseGputativeGfunctionalGvariantsGdifferentiallyG
bindGqzXlXGandGpYqXUGAmericaniJournaliofiHumaniGeneticsSG2013SGdZSGXW[aTaW 11 80

261 reneticallyG redictedGmodyGxassGtndexGandGmreastGnancerGκiskeGxendelianGκandomizationGlnalysesG
ofGoataGfromGX[]SWWWGWomenGofGpuropeanGoescentUGPLoSiMedicineSG2016SGXZSGeXWWYXW] 11.6 80

260
κareGkeyGfunctionalGdomainGmissenseGsubstitutionsGinGxκpXXlSGκlo]WSGandGymyGcontributeGtoG
breastGcancerGsusceptibilityeGresultsGfromGaGmreastGnancerGqamilyGκegistryGcaseTcontrolG
mutationTscreeningGstudyUGBreastiCanceriResearchSG2014SGXaSGκ]c

8.3 78

259
tmputationGandGsubsetTbasedGassociationGanalysisGacrossGdifferentGcancerGtypesGidentifiesGmultipleG
independentGriskGlociGinGtheGTpκTTnw TxXwGregionGonGchromosomeG]pX]UZZUGHumaniMoleculari
GeneticsSG2014SGYZSGaaXaTZZ

5.6 77

258 renomeTwideGassociationGstudyGidentifiesGZYGnovelGbreastGcancerGsusceptibilityGlociGfromGoverallG
andGsubtypeTspecificGanalysesUGNatureiGeneticsSG2020SG]YSG]bYT]cX 36.3 76

257 ppigenomeTwideGmethylationGinGoylGfromGperipheralGbloodGasGaGmarkerGofGriskGforGbreastGcancerUG
BreastiCanceriResearchiandiTreatmentSG2014SGX[cSGaa]TbZ 4.4 75

256  opulationTbasedGestimateGofGtheGcontributionGofGT ]ZGmutationsGtoGsubgroupsGofGearlyTonsetG
breastGcancereGlustralianGmreastGnancerGqamilyGStudyUGCanceriResearchSG2010SGbWSG[bd]TcWW 10.1 75

255 TheGroleGofGgeneticGbreastGcancerGsusceptibilityGvariantsGasGprognosticGfactorsUGHumaniMoleculari
GeneticsSG2012SGYXSGZdYaTZd 5.6 75

254 seightGandGmreastGnancerGκiskeGpvidenceGqromG rospectiveGStudiesGandGxendelianGκandomizationUG
JournaliofitheiNationaliCanceriInstituteSG2015SGXWbSG 9.7 74

253 nommonGgeneticGvariantsGandGmodificationGofGpenetranceGofGmκnlYTassociatedGbreastGcancerUGPLoSi
GeneticsSG2010SGaSGeXWWXXcZ 6 74

252
lssessingGinteractionsGbetweenGtheGassociationsGofGcommonGgeneticGsusceptibilityGvariantsSG
reproductiveGhistoryGandGbodyGmassGindexGwithGbreastGcancerGriskGinGtheGbreastGcancerGassociationG
consortiumeGaGcombinedGcaseTcontrolGstudyUGBreastiCanceriResearchSG2010SGXYSGκXXW

8.3 74

251 tdentificationGofGnineGnewGsusceptibilityGlociGforGendometrialGcancerUGNatureiCommunicationsSG2018SG
dSGZXaa 17.4 70

250 nomparisonGofGoylTGandGκylTbasedGmethodsGforGdetectionGofGtruncatingGmκnlXGmutationsUGHumani
MutationSG2002SGYWSGa]TbZ 4.7 69

249
mreastGnancerGκiskG redictionGUsingGnlinicalGxodelsGandGbbGtndependentGκiskTlssociatedGSy sGforG
WomenGlgedGUnderG]WGYearseGlustralianGmreastGnancerGqamilyGκegistryUGCanceriEpidemiologyi
BiomarkersiandiPreventionSG2016SGY]SGZ]dTa]

4 68
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248
lssociationsGofGcommonGvariantsGatGXpXXUYGandGX[qY[UXGOκlo]XwXPGwithGbreastGcancerGriskGandG
heterogeneityGbyGtumorGsubtypeeGfindingsGfromGtheGmreastGnancerGlssociationGnonsortiumUGHumani
MoleculariGeneticsSG2011SGYWSG[adZTbWa

5.6 66

247 nrossTnancerGrenomeTWideGlnalysisGofGwungSGzvarySGmreastSG rostateSGandGnolorectalGnancerG
κevealsGyovelG leiotropicGlssociationsUGCanceriResearchSG2016SGbaSG]XWZTX[ 10.1 66

246 mκnlYG olymorphicGStopGnodonGvZZYaXGandGtheGκiskGofGmreastSG rostateSGandGzvarianGnancersUG
JournaliofitheiNationaliCanceriInstituteSG2016SGXWcSG 9.7 65

245
κareSGevolutionarilyGunlikelyGmissenseGsubstitutionsGinGnspvYGcontributeGtoGbreastGcancerG
susceptibilityeGresultsGfromGaGbreastGcancerGfamilyGregistryGcaseTcontrolGmutationTscreeningGstudyUG
BreastiCanceriResearchSG2011SGXZSGκa

8.3 65

244 TheGnaturalGhistoryGofGserumGironGindicesGforGsqpGnYcYYGhomozygosityGassociatedGwithGhereditaryG
hemochromatosisUGGastroenterologySG2008SGXZ]SGXd[]T]Y 13.3 65

243 sqpGnYcYYVsaZoGcompoundGheterozygotesGareGatGlowGriskGofGhemochromatosisTrelatedGmorbidityUG
HepatologySG2009SG]WSGd[TXWX 11.2 64

242
lGgenomeTwideGassociationGstudyGofGearlyTonsetGbreastGcancerGidentifiesG qvxGasGaGnovelGbreastG
cancerGgeneGandGsupportsGaGcommonGgeneticGspectrumGforGbreastGcancerGatGanyGageUGCanceri
EpidemiologyiBiomarkersiandiPreventionSG2014SGYZSGa]cTad

4 63

241 nommonGgeneticGvariantsGassociatedGwithGbreastGcancerGandGmammographicGdensityGmeasuresGthatG
predictGdiseaseUGCanceriResearchSG2010SGbWSGX[[dT]c 10.1 63

240
nommonGbreastGcancerGsusceptibilityGallelesGareGassociatedGwithGtumourGsubtypesGinGmκnlXGandG
mκnlYGmutationGcarrierseGresultsGfromGtheGnonsortiumGofGtnvestigatorsGofGxodifiersGofGmκnlXVYUG
BreastiCanceriResearchSG2011SGXZSGκXXW

8.3 62

239 TransTancestryGgenomeTwideGassociationGmetaTanalysisGofGprostateGcancerGidentifiesGnewG
susceptibilityGlociGandGinformsGgeneticGriskGpredictionUGNatureiGeneticsSG2021SG]ZSGa]Tb] 36.3 62

238 qineTscaleGmappingGofGtheG]qXXUYGbreastGcancerGlocusGrevealsGatGleastGthreeGindependentGriskG
variantsGregulatingGxl ZvXUGAmericaniJournaliofiHumaniGeneticsSG2015SGdaSG]TYW 11 59

237 modyGsizeGandGriskGforGcolorectalGcancersGshowingGmκlqGmutationsGorGmicrosatelliteGinstabilityeGaG
pooledGanalysisUGInternationaliJournaliofiEpidemiologySG2012SG[XSGXWaWTbY 7.8 59

236 lreGtheGsoTcalledGlowGpenetranceGbreastGcancerGgenesSGlTxSGmκt XSG lwmYGandGnspvYSGhighGriskGforG
womenGwithGstrongGfamilyGhistoriesjUGBreastiCanceriResearchSG2008SGXWSGYWc 8.3 58

235 qineTmappingGofGprostateGcancerGsusceptibilityGlociGinGaGlargeGmetaTanalysisGidentifiesGcandidateG
causalGvariantsUGNatureiCommunicationsSG2018SGdSGYY]a 17.4 57

234 κefinementGofGtheGbasisGandGimpactGofGcommonGXXqYZUXGvariationGtoGtheGriskGofGdevelopingG
colorectalGcancerUGHumaniMoleculariGeneticsSG2008SGXbSGZbYWTb 5.6 57

233 qineTmappingGofGX]WGbreastGcancerGriskGregionsGidentifiesGXdXGlikelyGtargetGgenesUGNatureiGeneticsSG
2020SG]YSG]aTbZ 36.3 56

232
nombinedGgeneticGandGsplicingGanalysisGofGmκnlXGcU[]d[TYlinfGa[Xlir]GhighlightsGtheGrelevanceGofG
naturallyGoccurringGinTframeGtranscriptsGforGdevelopingGdiseaseGgeneGvariantGclassificationG
algorithmsUGHumaniMoleculariGeneticsSG2016SGY]SGYY]aTYYac

5.6 55

231 xultipleGnovelGprostateGcancerGsusceptibilityGsignalsGidentifiedGbyGfineTmappingGofGknownGriskGlociG
amongGpuropeansUGHumaniMoleculariGeneticsSG2015SGY[SG]]cdTaWY 5.6 54

(2015-2011)
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230 uointGassociationsGofGaGpolygenicGriskGscoreGandGenvironmentalGriskGfactorsGforGbreastGcancerGinGtheG
mreastGnancerGlssociationGnonsortiumUGInternationaliJournaliofiEpidemiologySG2018SG[bSG]YaT]Za 7.8 53

229 qunctionalGmechanismsGunderlyingGpleiotropicGriskGallelesGatGtheGXdpXZUXGbreastTovarianGcancerG
susceptibilityGlocusUGNatureiCommunicationsSG2016SGbSGXYab] 17.4 53

228 qiveGpolymorphismsGandGbreastGcancerGriskeGresultsGfromGtheGmreastGnancerGlssociationGnonsortiumUG
CanceriEpidemiologyiBiomarkersiandiPreventionSG2009SGXcSGXaXWTa 4 53

227 seritableGoylGmethylationGmarksGassociatedGwithGsusceptibilityGtoGbreastGcancerUGNaturei
CommunicationsSG2018SGdSGcab 17.4 52

226 lssociationsGofGobesityGandGcirculatingGinsulinGandGglucoseGwithGbreastGcancerGriskeGaGxendelianG
randomizationGanalysisUGInternationaliJournaliofiEpidemiologySG2019SG[cSGbd]TcWa 7.8 52

225 reneticGmodifiersGofGnspvYQXXWWdelnTassociatedGbreastGcancerGriskUGGeneticsiiniMedicineSG2017SGXdSG]ddTaWZ8.1 51

224 nausalGeffectGofGsmokingGonGoylGmethylationGinGperipheralGbloodeGaGtwinGandGfamilyGstudyUGClinicali
EpigeneticsSG2018SGXWSGXc 7.7 50

223 xammographicGbreastGdensityGandGbreastGcancereGevidenceGofGaGsharedGgeneticGbasisUGCanceri
ResearchSG2012SGbYSGX[bcTc[ 10.1 50

222 sypomorphicGxissenseGVariantsGnonferGxoderateGκisksGofGmreastGnancerUGCanceriResearchSG2017SG
bbSGYbcdTYbdd 10.1 49

221 mκnlXGandGmκnlYGmutationGcarriersGinGtheGmreastGnancerGqamilyGκegistryeGanGopenGresourceGforG
collaborativeGresearchUGBreastiCanceriResearchiandiTreatmentSG2009SGXXaSGZbdTca 4.4 49

220 lGnovelGassociationGbetweenGaGSy GinGnYmκoXGandGserumGferritinGlevelsGinGaGcohortGstudyGofGsqpG
hereditaryGhaemochromatosisUGBritishiJournaliofiHaematologySG2009SGX[bSGX[WTd 4.5 49

219 nomparisonGofGaqY]GbreastGcancerGhitsGfromGlsianGandGpuropeanGrenomeGWideGlssociationGStudiesG
inGtheGmreastGnancerGlssociationGnonsortiumGOmnlnPUGPLoSiONESG2012SGbSGe[YZcW 3.7 49

218 nommonGnonTsynonymousGSy sGassociatedGwithGbreastGcancerGsusceptibilityeGfindingsGfromGtheG
mreastGnancerGlssociationGnonsortiumUGHumaniMoleculariGeneticsSG2014SGYZSGaWdaTXXX 5.6 48

217 renomeTwideGassociationGandGtranscriptomeGstudiesGidentifyGtargetGgenesGandGriskGlociGforGbreastG
cancerUGNatureiCommunicationsSG2019SGXWSGXb[X 17.4 47

216 numulativeGmurdenGofGnolorectalGnancerTlssociatedGreneticGVariantsGtsGxoreGStronglyGlssociatedG
WithGparlyTznsetGvsGwateTznsetGnancerUGGastroenterologySG2020SGX]cSGXYb[TXYcaUeXY 13.3 47

215 κiskGlnalysisGofG rostateGnancerGinG κlnTtnlwSGaGxultinationalGnonsortiumSGUsingGY]GvnownG
 rostateGnancerGSusceptibilityGwociUGCanceriEpidemiologyiBiomarkersiandiPreventionSG2015SGY[SGXXYXTd 4 46

214 qineTmappingGofGtheGsyqXmGmulticancerGlocusGidentifiesGcandidateGvariantsGthatGmediateG
endometrialGcancerGriskUGHumaniMoleculariGeneticsSG2015SGY[SGX[bcTdY 5.6 46

213 SharedGheritabilityGandGfunctionalGenrichmentGacrossGsixGsolidGcancersUGNatureiCommunicationsSG2019
SGXWSG[ZX 17.4 45

Melissa C Southey

8



212 yovelGlssociationsGbetweenGnommonGmreastGnancerGSusceptibilityGVariantsGandGκiskT redictingG
xammographicGoensityGxeasuresUGCanceriResearchSG2015SGb]SGY[]bTab 10.1 45

211 lssociationGbetweenGaGgermlineGznlYGpolymorphismGatGchromosomeGX]qXZUXGandGestrogenG
receptorTnegativeGbreastGcancerGsurvivalUGJournaliofitheiNationaliCanceriInstituteSG2010SGXWYSGa]WTaY 9.7 45

210 pwlnYVs nYGpolymorphismsSGprostateTspecificGantigenGlevelsSGandGprostateGcancerUGJournaliofithei
NationaliCanceriInstituteSG2003SGd]SGcXcTY[ 9.7 45

209 ldultGbodyGmassGindexGandGriskGofGovarianGcancerGbyGsubtypeeGaGxendelianGrandomizationGstudyUG
InternationaliJournaliofiEpidemiologySG2016SG[]SGcc[Td] 7.8 45

208
nommonGvariantsGatGtheGXdpXZUXGandGZyqZa]GlociGareGassociatedGwithGpκGsubtypesGofGbreastGcancerG
andGovarianGcancerGriskGinGmκnlXGandGmκnlYGmutationGcarriersUGCanceriEpidemiologyiBiomarkersiandi
PreventionSG2012SGYXSGa[]T]b

4 44

207  redictionGofGindividualGgeneticGriskGtoGprostateGcancerGusingGaGpolygenicGscoreUGProstateSG2015SGb]SGX[abTb[4.2 43

206 tsGuptakeGofGgeneticGtestingGforGcolorectalGcancerGinfluencedGbyGknowledgeGofGinsuranceG
implicationsjUGMedicaliJournaliofiAustraliaSG2009SGXdXSGY]]Tc 4 43

205
pvidenceGthatGtheG]pXYGVariantGrsXWd[XabdGnonfersGSusceptibilityGtoGpstrogenTκeceptorT ositiveG
mreastGnancerGthroughGqrqXWGandGxκ SZWGκegulationUGAmericaniJournaliofiHumaniGeneticsSG2016SG
ddSGdWZTdXX

11 43

204 tdentificationGofGfifteenGnovelGgermlineGvariantsGinGtheGmκnlXGZNUTκGrevealsGaGvariantGinGaGbreastG
cancerGcaseGthatGintroducesGaGfunctionalGmiκTXWZGtargetGsiteUGHumaniMutationSG2012SGZZSGXaa]Tb] 4.7 42

203 lGroleGforGXκnnYGgeneGpolymorphismsGinGbreastGcancerGriskGandGsurvivalUGJournaliofiMedicaliGeneticsSG
2011SG[cSG[bbTc[ 5.8 42

202 pstrogenGreceptorGpolymorphismGatGcodonGZY]GandGriskGofGbreastGcancerGinGwomenGbeforeGageG
fortyUGJournaliofitheiNationaliCanceriInstituteSG1998SGdWSG]ZYTa 9.7 42

201 lfterGhxSsYGandGhxwsXTTwhatGnextjGlnalysisGofGthreeTgenerationalSGpopulationTbasedSGearlyTonsetG
colorectalGcancerGfamiliesUGInternationaliJournaliofiCancerSG2002SGXWYSGXaaTbX 7.5 41

200 nisTeQTwGanalysisGandGfunctionalGvalidationGofGcandidateGsusceptibilityGgenesGforGhighTgradeGserousG
ovarianGcancerUGNatureiCommunicationsSG2015SGaSGcYZ[ 17.4 40

199 reneticallyGpredictedGlongerGtelomereGlengthGisGassociatedGwithGincreasedGriskGofGmTcellGlymphomaG
subtypesUGHumaniMoleculariGeneticsSG2016SGY]SGXaaZTba 5.6 39

198 κareGmutationsGinGκtyTXGpredisposeGcarriersGtoGbreastGandGwynchGsyndromeTspectrumGcancersUG
CanceriDiscoverySG2014SG[SGcW[TX] 24.4 39

197 tdentificationGofGnovelGgeneticGmarkersGofGbreastGcancerGsurvivalUGJournaliofitheiNationaliCanceri
InstituteSG2015SGXWbSG 9.7 38

196 reneticGpredispositionGtoGinGsituGandGinvasiveGlobularGcarcinomaGofGtheGbreastUGPLoSiGeneticsSG2014SG
XWSGeXWW[Yc] 6 38

195 ltlasGofGprostateGcancerGheritabilityGinGpuropeanGandGlfricanTlmericanGmenGpinpointsG
tissueTspecificGregulationUGNatureiCommunicationsSG2016SGbSGXWdbd 17.4 37

(2016-2015)
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194 xicroκylGrelatedGpolymorphismsGandGbreastGcancerGriskUGPLoSiONESG2014SGdSGeXWddbZ 3.7 37

193 lGhighTplexG nκGapproachGforGmassivelyGparallelGsequencingUGBioTechniquesSG2013SG]]SGadTb[ 2.5 37

192  lwmYGandGbreastGcancereGreadyGforGclinicalGtranslationHUGTheiApplicationiofiClinicaliGeneticsSG2013SGaSG[ZT]Y3.1 37

191  revalenceGofG lwmYGmutationsGinGlustralasianGmultipleTcaseGbreastGcancerGfamiliesUGBreastiCanceri
ResearchSG2013SGX]SGκXb 8.3 36

190 qineTmappingGidentifiesGtwoGadditionalGbreastGcancerGsusceptibilityGlociGatGdqZXUYUGHumaniMoleculari
GeneticsSG2015SGY[SGYdaaTc[ 5.6 36

189 wogGoddsGofGcarryingGanGlncestralGxutationGinGmκnlXGorGmκnlYGforGaGoefinedGpersonalGandGfamilyG
historyGinGanGlshkenaziGuewishGwomanGOwlxmolPUGBreastiCanceriResearchSG2003SG]SGκYWaTXa 8.3 36

188 tdentificationGandGcharacterizationGofGnovelGassociationsGinGtheGnlS cVlwSYnκXYGregionGonG
chromosomeGYGwithGbreastGcancerGriskUGHumaniMoleculariGeneticsSG2015SGY[SGYc]Tdc 5.6 35

187
lGsystematicGapproachGtoGanalysingGgeneTgeneGinteractionseGpolymorphismsGatGtheGmicrosomalG
epoxideGhydrolaseGp sXGandGglutathioneGSTtransferaseGrSTxXSGrSTTXSGandGrST XGlociGandGbreastG
cancerGriskUGCanceriEpidemiologyiBiomarkersiandiPreventionSG2007SGXaSGbadTb[

4 35

186  olygenicGriskGscoresGandGbreastGandGepithelialGovarianGcancerGrisksGforGcarriersGofGmκnlXGandGmκnlYG
pathogenicGvariantsUGGeneticsiiniMedicineSG2020SGYYSGXa]ZTXaaa 8.1 34

185 XXqXZGisGaGsusceptibilityGlocusGforGhormoneGreceptorGpositiveGbreastGcancerUGHumaniMutationSG2012SG
ZZSGXXYZTZY 4.7 33

184 lGTranscriptomeTWideGlssociationGStudyGlmongGdbScdcGWomenGtoGtdentifyGnandidateG
SusceptibilityGrenesGforGppithelialGzvarianGnancerGκiskUGCanceriResearchSG2018SGbcSG][XdT][ZW 10.1 32

183 nellTtypeTspecificGenrichmentGofGriskTassociatedGregulatoryGelementsGatGovarianGcancerGsusceptibilityG
lociUGHumaniMoleculariGeneticsSG2015SGY[SGZ]d]TaWb 5.6 32

182 mreastGcancerGriskGpredictionGusingGaGpolygenicGriskGscoreGinGtheGfamilialGsettingeGaGprospectiveGstudyG
fromGtheGmreastGnancerGqamilyGκegistryGandGknonqabUGGeneticsiiniMedicineSG2017SGXdSGZWTZ] 8.1 31

181 κoleGofGtumourGmolecularGandGpathologyGfeaturesGtoGestimateGcolorectalGcancerGriskGforGfirstTdegreeG
relativesUGGutSG2015SGa[SGXWXTXW 19.2 31

180 xissenseGvariantsGinGlTxGinGYaSXWXGbreastGcancerGcasesGandGYdSc[YGcontrolsUGCanceriEpidemiologyi
BiomarkersiandiPreventionSG2010SGXdSGYX[ZT]X 4 31

179 reneticGpredispositionGtoGductalGcarcinomaGinGsituGofGtheGbreastUGBreastiCanceriResearchSG2016SGXcSGYY 8.3 31

178 nandidateGlocusGanalysisGofGtheGTpκTTnw TxXwGcancerGriskGregionGonGchromosomeG]pX]GidentifiesG
multipleGindependentGvariantsGassociatedGwithGendometrialGcancerGriskUGHumaniGeneticsSG2015SGXZ[SGYZXT[]6.3 30

177 pxplainingGvarianceGinGtheGcumulusGmammographicGmeasuresGthatGpredictGbreastGcancerGriskeGaGtwinsG
andGsistersGstudyUGCanceriEpidemiologyiBiomarkersiandiPreventionSG2013SGYYSGYZd]T[WZ 4 29
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176 renomeTwideGassociationGstudyGofGgermlineGvariantsGandGbreastGcancerTspecificGmortalityUGBritishi
JournaliofiCancerSG2019SGXYWSGa[bTa]b 8.7 28

175
lGlargeTscaleGassessmentGofGtwoTwayGSy GinteractionsGinGbreastGcancerGsusceptibilityGusingG[aS[]WG
casesGandG[YS[aXGcontrolsGfromGtheGbreastGcancerGassociationGconsortiumUGHumaniMoleculari
GeneticsSG2014SGYZSGXdZ[T[a

5.6 28

174 lssociationGofGbreastGcancerGriskGlociGwithGbreastGcancerGsurvivalUGInternationaliJournaliofiCancerSG
2015SGXZbSGYcZbT[] 7.5 28

173 tdentificationGofGaGnovelGpercentGmammographicGdensityGlocusGatGXYqY[UGHumaniMoleculariGeneticsSG
2012SGYXSGZYddTZW] 5.6 28

172 reneticGinsightsGintoGbiologicalGmechanismsGgoverningGhumanGovarianGageingUGNatureSG2021SG]daSGZdZTZdb50.4 28

171 TumorGtestingGtoGidentifyGlynchGsyndromeGinGtwoGlustralianGcolorectalGcancerGcohortsUGJournaliofi
GastroenterologyiandiHepatologyiqAustraliarSG2017SGZYSG[YbT[Zc 4 27

170 renomeTwideGassociationGofGfamilialGprostateGcancerGcasesGidentifiesGevidenceGforGaGrareG
segregatingGhaplotypeGatGcqY[UYXUGHumaniGeneticsSG2016SGXZ]SGdYZTZc 6.3 27

169 nonfirmationGofG]pXYGasGaGsusceptibilityGlocusGforGprogesteroneTreceptorTpositiveSGlowerGgradeG
breastGcancerUGCanceriEpidemiologyiBiomarkersiandiPreventionSG2011SGYWSGYYYYTZX 4 27

168  olymorphismsGinGaG utativeGpnhancerGatGtheGXWqYXUYGmreastGnancerGκiskGwocusGκegulateGyκmqYG
pxpressionUGAmericaniJournaliofiHumaniGeneticsSG2015SGdbSGYYTZ[ 11 26

167 κeproductiveGprofilesGandGriskGofGbreastGcancerGsubtypeseGaGmultiTcenterGcaseTonlyGstudyUGBreasti
CanceriResearchSG2017SGXdSGXXd 8.3 26

166 pvidenceGofGaGgeneticGlinkGbetweenGendometriosisGandGovarianGcancerUGFertilityiandiSterilitySG2016SG
XW]SGZ]T[ZUeXTXW 4.8 26

165 tnvestigationGofGgeneTenvironmentGinteractionsGbetweenG[bGnewlyGidentifiedGbreastGcancerG
susceptibilityGlociGandGenvironmentalGriskGfactorsUGInternationaliJournaliofiCancerSG2015SGXZaSGpac]Tda 7.5 26

164 yoGevidenceGofGxxTVTlikeGenvGsequencesGinGspecimensGfromGtheGlustralianGmreastGnancerGqamilyG
StudyUGBreastiCanceriResearchiandiTreatmentSG2011SGXY]SGYYdTZ] 4.4 26

163 qineTscaleGmappingGofGcqY[GlocusGidentifiesGmultipleGindependentGriskGvariantsGforGbreastGcancerUG
InternationaliJournaliofiCancerSG2016SGXZdSGXZWZTXZXb 7.5 26

162 UsingGSy GgenotypesGtoGimproveGtheGdiscriminationGofGaGsimpleGbreastGcancerGriskGpredictionGmodelUG
BreastiCanceriResearchiandiTreatmentSG2013SGXZdSGccbTda 4.4 25

161  rostateGcancerGsegregationGanalysesGusingG[ZdWGfamiliesGfromGUvGandGlustralianGpopulationTbasedG
studiesUGGeneticiEpidemiologySG2010SGZ[SG[YT]W 2.6 25

160 κlo]XGandGbreastGcancerGsusceptibilityeGnoGevidenceGforGrareGvariantGassociationGinGtheGmreastG
nancerGqamilyGκegistryGstudyUGPLoSiONESG2012SGbSGe]YZb[ 3.7 25

159
yetworkTmasedGtntegrationGofGrWlSGandGreneGpxpressionGtdentifiesGaGszXTnentricGyetworkG
lssociatedGwithGSerousGzvarianGnancerGκiskUGCanceriEpidemiologyiBiomarkersiandiPreventionSG2015SG
Y[SGX]b[Tc[

4 24

(2015-2019)
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158 lnGintergenicGriskGlocusGcontainingGanGenhancerGdeletionGinGYqZ]GmodulatesGbreastGcancerGriskGbyG
deregulatingGtrqm ]GexpressionUGHumaniMoleculariGeneticsSG2016SGY]SGZcaZTZcba 5.6 24

157 rermlineGmutationsGinG xSYGandGxwsXGinGindividualsGwithGsolitaryGlossGofG xSYGexpressionGinG
colorectalGcarcinomasGfromGtheGnolonGnancerGqamilyGκegistryGnohortUGBMJiOpenSG2016SGaSGeWXWYdZ 3 24

156 tdentificationGofGnewGgeneticGsusceptibilityGlociGforGbreastGcancerGthroughGconsiderationGofG
geneTenvironmentGinteractionsUGGeneticiEpidemiologySG2014SGZcSGc[TdZ 2.6 24

155 nommonGgermlineGpolymorphismsGassociatedGwithGbreastGcancerTspecificGsurvivalUGBreastiCanceri
ResearchSG2015SGXbSG]c 8.3 24

154 VariantsGinGtheGprostateTspecificGantigenGO SlPGgeneGandGprostateGcancerGriskSGsurvivalSGandG
circulatingG SlUGCanceriEpidemiologyiBiomarkersiandiPreventionSG2006SGX]SGXX[YTb 4 22

153 nY XbGgeneticGpolymorphismSGbreastGcancerSGandGbreastGcancerGriskGfactorseGlustralianGmreastG
nancerGqamilyGStudyUGBreastiCanceriResearchSG2005SGbSGκ]XZTYX 8.3 22

152 wowGsomaticGvTrasGmutationGfrequencyGinGcolorectalGcancerGdiagnosedGunderGtheGageGofG[]GyearsUG
EuropeaniJournaliofiCancerSG2006SG[YSGXZ]bTaX 7.5 22

151 nommonGreneticGVariationGinGnircadianGκhythmGrenesGandGκiskGofGppithelialGzvarianGnancerGOpznPUG
JournaliofiGeneticsiandiGenomeiResearchSG2015SGYSG 22

150 renomeTwideGassociationGstudyGofGsubtypeTspecificGepithelialGovarianGcancerGriskGallelesGusingG
pooledGoylUGHumaniGeneticsSG2014SGXZZSG[cXTdb 6.3 21

149
κegressiveGlogisticGandGproportionalGhazardsGdiseaseGmodelsGforGwithinTfamilyGanalysesGofGmeasuredG
genotypesSGwithGapplicationGtoGaGnY XbGpolymorphismGandGbreastGcancerUGGeneticiEpidemiologySG
2003SGY[SGXaXTbY

2.6 21

148 lssociationGofGbreastGcancerGriskGwithGgeneticGvariantsGshowingGdifferentialGallelicGexpressioneG
tdentificationGofGaGnovelGbreastGcancerGsusceptibilityGlocusGatG[qYXUGOncotargetSG2016SGbSGcWX[WTcWXaZ 3.3 21

147 wifetimeGalcoholGintakeGisGassociatedGwithGanGincreasedGriskGofGvκlSRGandGmκlqTVvκlSTGbutGnotG
mκlqRGcolorectalGcancerUGInternationaliJournaliofiCancerSG2017SGX[WSGX[c]TX[dZ 7.5 20

146 mloodGoylGmethylationGandGbreastGcancerGriskeGaGmetaTanalysisGofGfourGprospectiveGcohortGstudiesUG
BreastiCanceriResearchSG2019SGYXSGaY 8.3 20

145 nommonGvariantsGatGtheGnspvYGgeneGlocusGandGriskGofGepithelialGovarianGcancerUGCarcinogenesisSG
2015SGZaSGXZ[XT]Z 4.6 20

144 nandidateGgeneticGmodifiersGforGbreastGandGovarianGcancerGriskGinGmκnlXGandGmκnlYGmutationG
carriersUGCanceriEpidemiologyiBiomarkersiandiPreventionSG2015SGY[SGZWcTXa 4 20

143 lGnetworkGanalysisGtoGidentifyGmediatorsGofGgermlineTdrivenGdifferencesGinGbreastGcancerGprognosisUG
NatureiCommunicationsSG2020SGXXSGZXY 17.4 20

142  lwmYeGresearchGreachingGtoGclinicalGoutcomesGforGwomenGwithGbreastGcancerUGHereditaryiCanceriini
ClinicaliPracticeSG2016SGX[SGd 2.3 20

141 somologousGrecombinationGoylGrepairGdefectsGinGassociatedGbreastGcancersUGNpjiBreastiCancerSG
2019SG]SGYZ 7.8 20

Melissa C Southey
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140 xutationGscreeningGofG lwmYGinGclinicallyGascertainedGfamiliesGfromGtheGmreastGnancerGqamilyG
κegistryUGBreastiCanceriResearchiandiTreatmentSG2015SGX[dSG][bT][ 4.4 20

139 tdentificationGofGnewGgeneticGriskGfactorsGforGprostateGcancerUGAsianiJournaliofiAndrologySG2009SGXXSG[dT]]2.8 20

138 Sy TSy GinteractionGanalysisGofGyqT˛”mGsignalingGpathwayGonGbreastGcancerGsurvivalUGOncotargetSG
2015SGaSGZbdbdTd[ 3.3 19

137 uointGassociationGofGmammographicGdensityGadjustedGforGageGandGbodyGmassGindexGandGpolygenicG
riskGscoreGwithGbreastGcancerGriskUGBreastiCanceriResearchSG2019SGYXSGac 8.3 18

136 xammographicGdensityGdefinedGbyGhigherGthanGconventionalGbrightnessGthresholdsGbetterGpredictsG
breastGcancerGriskUGInternationaliJournaliofiEpidemiologySG2017SG[aSGa]YTaaX 7.8 18

135
Sy GrsXadWaY]YniTGtsGanGpxpressionGandGxethylationGQuantitativeGTraitGwocusGlssociatedGwithGanG
tncreasedGκiskGofGoevelopingGxrxTTxethylatedGnolorectalGnancerUGClinicaliCanceriResearchSG2016SG
YYSGaYaaTaYbb

12.9 18

134 swlGnlassGtGandGttGoiversityGnontributesGtoGtheGptiologicGseterogeneityGofGyonTsodgkinGwymphomaG
SubtypesUGCanceriResearchSG2018SGbcSG[WcaT[Wda 10.1 18

133 ppithelialTxesenchymalGTransitionGOpxTPGreneGVariantsGandGppithelialGzvarianGnancerGOpznPGκiskUG
GeneticiEpidemiologySG2015SGZdSGacdTdb 2.6 18

132 qamilyGhistoryGofGbreastGcancerGandGallTcauseGmortalityGafterGbreastGcancerGdiagnosisGinGtheGmreastG
nancerGqamilyGκegistryUGBreastiCanceriResearchiandiTreatmentSG2009SGXXbSGXabTba 4.4 18

131 κlo]XmGinGqamilialGmreastGnancerUGPLoSiONESG2016SGXXSGeWX]Zbcc 3.7 18

130 qineTscaleGmappingGofGtheG[qY[GlocusGidentifiesGtwoGindependentGlociGassociatedGwithGbreastGcancerG
riskUGCanceriEpidemiologyiBiomarkersiandiPreventionSG2015SGY[SGXacWTdX 4 17

129 lGthreeTproteinGbiomarkerGpanelGassessedGinGdiagnosticGtissueGpredictsGdeathGfromGprostateGcancerG
forGmenGwithGlocalizedGdiseaseUGCanceriMedicineSG2014SGZSGXYaaTb[ 4.8 17

128
dqZXUYTrsca]acaGasGaGsusceptibilityGlocusGforGestrogenGreceptorTpositiveGbreastGcancereGevidenceG
fromGtheGmreastGnancerGlssociationGnonsortiumUGCanceriEpidemiologyiBiomarkersiandiPreventionSG
2012SGYXSGXbcZTdX

4 17

127 renesGassociatedGwithGhistopathologicGfeaturesGofGtripleGnegativeGbreastGtumorsGpredictGmolecularG
subtypesUGBreastiCanceriResearchiandiTreatmentSG2016SGX]bSGXXbTZX 4.4 17

126 TheGmκnlYGcUacTbT´ i´ lGvariantGisGnotGpathogeniceGlGmodelGforGclinicalGcalibrationGofGspliceogenicityUG
HumaniMutationSG2018SGZdSGbYdTb[X 4.7 16

125 qineGscaleGmappingGofGtheGXbqYYGbreastGcancerGlocusGusingGdenseGSy sSGgenotypedGwithinGtheG
nollaborativeGzncologicalGreneTpnvironmentGStudyGOnzrsPUGScientificiReportsSG2016SGaSGZY]XY 4.9 16

124
TheGpotentialGvalueGofGsiblingGcontrolsGcomparedGwithGpopulationGcontrolsGforGassociationGstudiesGofG
lifestyleTrelatedGriskGfactorseGanGexampleGfromGtheGmreastGnancerGqamilyGκegistryUGInternationali
JournaliofiEpidemiologySG2011SG[WSGXZ[YT][

7.8 16

123 reneticGoverlapGbetweenGautoimmuneGdiseasesGandGnonTsodgkinGlymphomaGsubtypesUGGenetici
EpidemiologySG2019SG[ZSGc[[TcaZ 2.6 15

(2019-2015)
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122 nommonGreneticGVariationGtnGnellularGTransportGrenesGandGppithelialGzvarianGnancerGOpznPGκiskUG
PLoSiONESG2015SGXWSGeWXYcXWa 3.7 15

121
qlyXGvariantsGidentifiedGinGmultipleTcaseGearlyTonsetGbreastGcancerGfamiliesGviaGexomeGsequencingeG
noGevidenceGforGassociationGwithGriskGforGbreastGcancerUGBreastiCanceriResearchiandiTreatmentSG2011SG
XZWSGXW[ZTd

4.4 15

120 saplotypeGstructureGinGlshkenaziGuewishGmκnlXGandGmκnlYGmutationGcarriersUGHumaniGeneticsSG
2011SGXZWSGac]Tdd 6.3 15

119 lssociationGofGgeneticGsusceptibilityGvariantsGforGtypeGYGdiabetesGwithGbreastGcancerGriskGinGwomenG
ofGpuropeanGancestryUGCanceriCausesiandiControlSG2016SGYbSGabdTdZ 2.8 15

118 nirruseGlnGlutomatedGxammographyTmasedGxeasureGofGmreastGnancerGκiskGmasedGonGTexturalG
qeaturesUGJNCIiCanceriSpectrumSG2018SGYSGpkyW]b 4.6 15

117
ToolsGforGtranslationalGepigeneticGstudiesGinvolvingGformalinTfixedGparaffinTembeddedGhumanG
tissueeGapplyingGtheGtnfiniumGsumanxethyation[]WGmeadchipGassayGtoGlargeGpopulationTbasedG
studiesUGBMCiResearchiNotesSG2015SGcSG][Z

2.3 14

116 TheGSy Grsa]WWc[ZGinGXapXZUZGisGassociatedGwithGsurvivalGspecificallyGamongGchemotherapyTtreatedG
breastGcancerGpatientsUGOncotargetSG2015SGaSGbZdWT[Wb 3.3 14

115 nombinedGlssociationsGofGaG olygenicGκiskGScoreGandGnlassicalGκiskGqactorsGWithGmreastGnancerGκiskUG
JournaliofitheiNationaliCanceriInstituteSG2021SGXXZSGZYdTZZb 9.7 14

114 rermlineGSequencingGoylGκepairGrenesGinG]][]GxenGWithGlggressiveGandGyonaggressiveG rostateG
nancerUGJournaliofitheiNationaliCanceriInstituteSG2021SGXXZSGaXaTaY] 9.7 14

113 renomeTwideGassociationGstudyGofGperipheralGbloodGoylGmethylationGandGconventionalG
mammographicGdensityGmeasuresUGInternationaliJournaliofiCancerSG2019SGX[]SGXbacTXbbZ 7.5 13

112 reneTenvironmentGinteractionsGinvolvingGfunctionalGvariantseGκesultsGfromGtheGmreastGnancerG
lssociationGnonsortiumUGInternationaliJournaliofiCancerSG2017SGX[XSGXcZWTXc[W 7.5 13

111 lGcomprehensiveGevaluationGofGinteractionGbetweenGgeneticGvariantsGandGuseGofGmenopausalG
hormoneGtherapyGonGmammographicGdensityUGBreastiCanceriResearchSG2015SGXbSGXXW 8.3 13

110 YqZaUZGisGassociatedGwithGprognosisGforGoestrogenGreceptorTnegativeGbreastGcancerGpatientsGtreatedG
withGchemotherapyUGNatureiCommunicationsSG2014SG]SG[W]X 17.4 13

109 tnheritedGvariantsGinGtheGinnerGcentromereGproteinGOtynpy PGgeneGofGtheGchromosomalGpassengerG
complexGcontributeGtoGtheGsusceptibilityGofGpκTnegativeGbreastGcancerUGCarcinogenesisSG2015SGZaSGY]aTbX 4.6 12

108 pvaluatingGtheGovarianGcancerGgonadotropinGhypothesiseGaGcandidateGgeneGstudyUGGynecologici
OncologySG2015SGXZaSG][YTc 4.9 12

107 TheGepUlrga]cQGtruncatingGvariantGisGassociatedGwithGriskGofGtripleTnegativeGbreastGcancerUGNpjiBreasti
CancerSG2019SG]SGZc 7.8 12

106 reneticGvariationGatGnY ZlGisGassociatedGwithGageGatGmenarcheGandGbreastGcancerGriskeGaG
caseTcontrolGstudyUGBreastiCanceriResearchSG2014SGXaSGκ]X 8.3 12

105 mreastGnancerG olygenicGκiskGScoreGandGnontralateralGmreastGnancerGκiskUGAmericaniJournaliofi
HumaniGeneticsSG2020SGXWbSGcZbTc[c 11 12

Melissa C Southey

14



104 renomeTwideGoylGmethylationGassessmentGofGNmκnlXTlikeNGearlyTonsetGbreastGcancereGoataGfromG
theGlustralianGmreastGnancerGqamilyGκegistryUGExperimentaliandiMoleculariPathologySG2018SGXW]SG[W[T[XW 4.4 12

103 κareGrermlineGVariantsGinGlTxG redisposeGtoG rostateGnancereGlG κlnTtnlwGnonsortiumGStudyUG
EuropeaniUrologyiOncologySG2021SG[SG]bWT]bd 6.7 12

102
tntegratingGoylGmethylationGmeasuresGtoGimproveGclinicalGriskGassessmenteGareGweGthereGyetjGTheG
caseGofGmκnlX´ methylationGmarksGtoGimproveGclinicalGriskGassessmentGofGbreastGcancerUGBritishi
JournaliofiCancerSG2020SGXYYSGXXZZTXX[W

8.7 11

101 SomaticGmutationsGofGtheGcodingGmicrosatellitesGwithinGtheGbetaTYTmicroglobulinGgeneGinGmismatchG
repairTdeficientGcolorectalGcancersGandGadenomasUGFamilialiCancerSG2018SGXbSGdXTXWW 3 11

100 reneticGvariationGinGmitoticGregulatoryGpathwayGgenesGisGassociatedGwithGbreastGtumorGgradeUG
HumaniMoleculariGeneticsSG2014SGYZSGaWZ[T[a 5.6 11

99 renomeGwideGassociationGstudyGidentifiesGaGnovelGputativeGmammographicGdensityGlocusGatG
XqXYTqYXUGInternationaliJournaliofiCancerSG2015SGXZaSGY[YbTZa 7.5 11

98 TheGltmXGglutamineGrepeatGpolymorphismGisGnotGassociatedGwithGriskGofGbreastGcancerGbeforeGageG[WG
yearsGinGlustralianGwomenUGBreastiCanceriResearchSG2005SGbSGκZ]ZTa 8.3 11

97 lGproteinTtruncatingGmutationGinGnY XblXGinGthreeGsistersGwithGearlyTonsetGbreastGcancerUGHumani
MutationSG2005SGYaSGYdcTZWY 4.7 11

96 xethylationGofGmreastGnancerG redispositionGrenesGinGparlyTznsetGmreastGnancereGlustralianGmreastG
nancerGqamilyGκegistryUGPLoSiONESG2016SGXXSGeWXa][Za 3.7 11

95 qineTxappingGofGtheGXpXXUYGmreastGnancerGSusceptibilityGwocusUGPLoSiONESG2016SGXXSGeWXaWZXa 3.7 11

94  redictionGandGclinicalGutilityGofGaGcontralateralGbreastGcancerGriskGmodelUGBreastiCanceriResearchSG
2019SGYXSGX[[ 8.3 11

93 ldultGheightGisGassociatedGwithGincreasedGriskGofGovarianGcancereGaGxendelianGrandomisationGstudyUG
BritishiJournaliofiCancerSG2018SGXXcSGXXYZTXXYd 8.7 10

92 mreastGcancerGriskGandGaqYYUZZeGcombinedGresultsGfromGmreastGnancerGlssociationGnonsortiumGandG
nonsortiumGofGtnvestigatorsGonGxodifiersGofGmκnlXVYUGPLoSiONESG2012SGbSGeZ]bWa 3.7 10

91 yoGevidenceGthatGrlTlZGrs]bWaXZGSy GmodifiesGbreastGcancerGriskUGBreastiCanceriResearchiandi
TreatmentSG2009SGXXbSGZbXTd 4.4 10

90 tntervalGbreastGcancerGriskGassociationsGwithGbreastGdensitySGfamilyGhistoryGandGbreastGtissueGagingUG
InternationaliJournaliofiCancerSG2020SGX[bSGZb]TZcY 7.5 10

89 TranscriptomeTwideGassociationGstudyGofGbreastGcancerGriskGbyGestrogenTreceptorGstatusUGGenetici
EpidemiologySG2020SG[[SG[[YT[ac 2.6 9

88 TheG lwmYGpUweudZdTrpGmutationGisGnotGassociatedGwithGbreastGcancerGriskUGBreastiCanceriResearchSG
2016SGXcSGXXX 8.3 9

87 VariantsGinGgenesGencodingGsmallGrT asesGandGassociationGwithGepithelialGovarianGcancerG
susceptibilityUGPLoSiONESG2018SGXZSGeWXdb]aX 3.7 9

(2018-2018)
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86 TheGincidenceGofG lwmYGcUZXXZrilGinGwomenGwithGaGstrongGfamilyGhistoryGofGbreastGandGovarianG
cancerGattendingGfamilialGcancerGcentresGinGlustraliaUGFamilialiCancerSG2013SGXYSG]cbTd] 3 9

85 κiskGfactorsGforGuncommonGhistologicGsubtypesGofGbreastGcancerGusingGcentralizedGpathologyGreviewG
inGtheGmreastGnancerGqamilyGκegistryUGBreastiCanceriResearchiandiTreatmentSG2012SGXZ[SGXYWdTYW 4.4 9

84
nontributionGofGlargeGgenomicGmκnlXGalterationsGtoGearlyTonsetGbreastGcancerGselectedGforGfamilyG
historyGandGtumourGmorphologyeGaGreportGfromGTheGmreastGnancerGqamilyGκegistryUGBreastiCanceri
ResearchSG2011SGXZSGκX[

8.3 9

83 oependenceGofGcolorectalGcancerGriskGonGtheGparentTofToriginGofGmutationsGinGoylGmismatchGrepairG
genesUGHumaniMutationSG2011SGZYSGYWbTXY 4.7 9

82 reneGpanelGtestingGforGhereditaryGbreastGcancerUGMedicaliJournaliofiAustraliaSG2016SGYW[SGXccTdW 4 9

81 pvaluationGofGassociationsGbetweenGgeneticallyGpredictedGcirculatingGproteinGbiomarkersGandGbreastG
cancerGriskUGInternationaliJournaliofiCancerSG2020SGX[aSGYXZWTYXZc 7.5 9

80 TwoTstageGStudyGofGqamilialG rostateGnancerGbyGWholeTexomeGSequencingGandGnustomGnaptureG
tdentifiesGXWGyovelGrenesGlssociatedGwithGtheGκiskGofG rostateGnancerUGEuropeaniUrologySG2021SGbdSGZ]ZTZaX10.2 9

79 nonsortiumGanalysisGofGgeneGandGgeneTfolateGinteractionsGinGpurineGandGpyrimidineGmetabolismG
pathwaysGwithGovarianGcarcinomaGriskUGMoleculariNutritioniandiFoodiResearchSG2014SG]cSGYWYZTZ] 5.9 8

78 tncreasedGgenomicGburdenGofGgermlineGcopyGnumberGvariantsGisGassociatedGwithGearlyGonsetGbreastG
cancereGlustralianGbreastGcancerGfamilyGregistryUGBreastiCanceriResearchSG2017SGXdSGZW 8.3 8

77 TumourGmorphologyGofGearlyTonsetGbreastGcancersGpredictsGbreastGcancerGriskGforGfirstTdegreeG
relativeseGtheGlustralianGmreastGnancerGqamilyGκegistryUGBreastiCanceriResearchSG2012SGX[SGκXYY 8.3 8

76 κationaleGforSGandGapproachGtoSGstudyingGmodifiersGofGriskGinGpersonsGwithGaGgeneticGpredispositionG
toGcolorectalGcancerUGCurrentiOncologyiReportsSG2007SGdSGYWYTb 6.3 8

75 TheGκlo]XoGpYZZrGvariantGandGbreastGcancerGriskeGpopulationTbasedGandGclinicTbasedGfamilyGstudiesG
ofGlustralianGwomenUGBreastiCanceriResearchiandiTreatmentSG2008SGXXYSGZ]Td 4.4 8

74 yovelGmammogramTbasedGmeasuresGimproveGbreastGcancerGriskGpredictionGbeyondGanGestablishedG
mammographicGdensityGmeasureUGInternationaliJournaliofiCancerSG2021SGX[cSGYXdZTYYWY 7.5 8

73 xortalityGafterGbreastGcancerGasGaGfunctionGofGtimeGsinceGdiagnosisGbyGestrogenGreceptorGstatusGandG
ageGatGdiagnosisUGInternationaliJournaliofiCancerSG2019SGX[]SGZYWbTZYXb 7.5 7

72 TheGSpectrumGofG roteinGTruncatingGVariantsGinGpuropeanGmreastGnancerGnasesUGCancersSG2020SGXYSG 6.6 7

71  redictionGofGcontralateralGbreastGcancereGexternalGvalidationGofGriskGcalculatorsGinGYWGinternationalG
cohortsUGBreastiCanceriResearchiandiTreatmentSG2020SGXcXSG[YZT[Z[ 4.4 7

70 κareGgermlineGgeneticGvariantsGandGriskGofGaggressiveGprostateGcancerUGInternationaliJournaliofi
CancerSG2020SGX[bSGYX[YTYX[d 7.5 7

69 zbtainingGhighGqualityGtranscriptomeGdataGfromGformalinTfixedSGparaffinTembeddedGdiagnosticG
prostateGtumorGspecimensUGLaboratoryiInvestigationSG2018SGdcSG]ZbT]]W 5.9 7
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68 lGgenomeTwideGlinkageGstudyGofGmammographicGdensitySGaGriskGfactorGforGbreastGcancerUGBreasti
CanceriResearchSG2011SGXZSGκXZY 8.3 7

67 nancerGκisksGlssociatedGWithGandG athogenicGVariantsUUGJournaliofiClinicaliOncologySG2022SGunzYXWYXXY 2.2 7

66 T ]ZTbasedGinteractionGanalysisGidentifiesGcisTeQTwGvariantsGforGT ]Zm YSGqmXzYcSGandGqlx]ZlG
thatGassociateGwithGsurvivalGandGtreatmentGoutcomeGinGbreastGcancerUGOncotargetSG2017SGcSGXcZcXTXcZdc 3.3 7

65 TargetedGmassivelyGparallelGsequencingGcharacterisesGtheGmutationGspectrumGofG lwmYGinGbreastG
andGovarianGcancerGcasesGfromG olandGandGUkraineUGFamilialiCancerSG2018SGXbSGZ[]TZ[d 3 6

64
reneticGvariationGinGtheGimmunosuppressionGpathwayGgenesGandGbreastGcancerGsusceptibilityeGaG
pooledGanalysisGofG[YS]XWGcasesGandG[WS]bbGcontrolsGfromGtheGmreastGnancerGlssociationG
nonsortiumUGHumaniGeneticsSG2016SGXZ]SGXZbT][

6.3 6

63 oylGmethylationTbasedGbiologicalGageSGgenomeTwideGaverageGoylGmethylationSGandGconventionalG
breastGcancerGriskGfactorsUGScientificiReportsSG2019SGdSGX]W]] 4.9 6

62 κeeGxicrosatelliteGinstabilityGandGmκlqGmutationGtestingGinGcolorectalGcancerGprognosticationUG
JournaliofitheiNationaliCanceriInstituteSG2014SGXWaSG 9.7 6

61
nomparingGtheGfrequencyGofGcommonGgeneticGvariantsGandGhaplotypesGbetweenGcarriersGandG
nonTcarriersGofGmκnlXGandGmκnlYGdeleteriousGmutationsGinGlustralianGwomenGdiagnosedGwithG
breastGcancerGbeforeG[WGyearsGofGageUGBMCiCancerSG2010SGXWSG[aa

4.8 6

60 StochasticGppigeneticGxutationsGlreGlssociatedGwithGκiskGofGmreastGnancerSGwungGnancerSGandG
xatureGmTcellGyeoplasmsUGCanceriEpidemiologyiBiomarkersiandiPreventionSG2020SGYdSGYWYaTYWZb 4 6

59 seterogeneityGofGluminalGbreastGcancerGcharacterisedGbyGimmunohistochemicalGexpressionGofGbasalG
markersUGBritishiJournaliofiCancerSG2016SGXX[SGYdcTZW[ 8.7 5

58 seightSGselectedGgeneticGmarkersGandGprostateGcancerGriskeGresultsGfromGtheG κlnTtnlwGconsortiumUG
BritishiJournaliofiCancerSG2017SGXXbSGbZ[Tb[Z 8.7 5

57
TestingGforGreneTpnvironmentGtnteractionsGUsingGaG rospectiveGqamilyGnohortGoesigneGmodyGxassG
tndexGinGparlyGandGwaterGldulthoodGandGκiskGofGmreastGnancerUGAmericaniJournaliofiEpidemiologySG
2017SGXc]SG[cbT]WW

3.8 5

56 oetectingGdifferentialGallelicGexpressionGusingGhighTresolutionGmeltingGcurveGanalysiseGapplicationGtoG
theGbreastGcancerGsusceptibilityGgeneGnspvYUGBMCiMedicaliGenomicsSG2011SG[SGZd 3.7 5

55 lGmκnlXGpromoterGvariantGOrsXXa]]]W]PGandGbreastGcancerGriskUGJournaliofiMedicaliGeneticsSG2010SG
[bSGYacTbW 5.8 5

54 reneticGvariantsGwithinGtheGhTpκTGgeneGandGtheGriskGofGcolorectalGcancerGinGwynchGsyndromeUGGenesi
andiCancerSG2015SGaSG[[]T]X 2.9 5

53 qirstGinternationalGworkshopGofGtheGlTxGandGcancerGriskGgroupGO[T]GoecemberGYWXdPUGFamilialiCancer
SG2021SGX 3 5

52 TheGVariantGnUZ[dlirGtsGlssociatedGwithG rostateGnancerGκiskGandGnarriersGShareGaGnommonG
lncestorUGCancersSG2020SGXYSG 6.6 4

51 SocioTeconomicGstatusGandGsurvivalGfromGbreastGcancerGforGyoungSGlustralianSGurbanGwomenUG
AustralianiandiNewiZealandiJournaliofiPubliciHealthSG2010SGZ[SGYWWT] 2.3 4

(2010-2011)
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50 rermTlineGvariationGatGaGfunctionalGp]ZGbindingGsiteGincreasesGsusceptibilityGtoGbreastGcancerG
developmentUGTheiHUGOiJournalSG2009SGZSGZXT[W 4

49  athologyGofGTumorsGlssociatedGWithG athogenicGrermlineGVariantsGinGdGmreastGnancerG
SusceptibilityGrenesUUGJAMAiOncologySG2022SG 13.4 4

48 lssessmentGofGvariationGinGimmunosuppressiveGpathwayGgenesGrevealsGTrqmκYGtoGbeGassociatedG
withGriskGofGclearGcellGovarianGcancerUGOncotargetSG2016SGbSGadWdbTadXXW 3.3 4

47 mloodGpressureGandGriskGofGbreastGcancerSGoverallGandGbyGsubtypeseGaGprospectiveGcohortGstudyUG
JournaliofiHypertensionSG2017SGZ]SGXZbXTXZcW 1.9 4

46 lnalysisGofGtheGbreastGcancerGmethylomeGusingGformalinTfixedGparaffinTembeddedGtumourUGBreasti
CanceriResearchiandiTreatmentSG2016SGXaWSGXbZTXcW 4.4 4

45 lGcaseTonlyGstudyGtoGidentifyGgeneticGmodifiersGofGbreastGcancerGriskGforGmκnlXVmκnlYGmutationG
carriersUGNatureiCommunicationsSG2021SGXYSGXWbc 17.4 4

44  lwmYGreneticGVariantseGnanGqunctionalGlssaysGlssistGTranslationjUGTrendsiiniCancerSG2020SGaSGYaZTYa] 12.5 3

43 xismatchGrepairGgeneGpathogenicGgermlineGvariantsGinGaGpopulationTbasedGcohortGofGbreastGcancerUG
FamilialiCancerSG2020SGXdSGXdbTYWY 3 3

42 tsGκylSpwepUrluYa]QGaGmodifierGofGearlyTonsetGbreastGcancerGriskGforGcarriersGofGhighTriskGmutationsjUG
BMCiCancerSG2018SGXcSGXa] 4.8 3

41 UseGofGaGyovelGyonparametricGVersionGofGop TsGtoGtdentifyGrenomicGκegionsGlssociatedGwithG
 rostateGnancerGκiskUGCanceriEpidemiologyiBiomarkersiandiPreventionSG2016SGY]SGXaXdTXaY[ 4 3

40 rs[d]XZdGinGtheGTYxSTpyzSqXGκegionGandGκiskGofGzvarianGnarcinomaGofGxucinousGsistologyUG
InternationaliJournaliofiMoleculariSciencesSG2018SGXdSG 6.3 3

39 nommonGvariantsGinGbreastGcancerGriskGlociGpredisposeGtoGdistinctGtumorGsubtypesUUGBreastiCanceri
ResearchSG2022SGY[SGY 8.3 3

38 TGaGnovelGcandidateGbreastGcancerGsusceptibilityGlocusGonGaqX[UXUGOncotargetSG2017SGcSGXWYbadTXWYbcY 3.3 3

37 lssociationGofGgermlineGvariationGwithGtheGsurvivalGofGwomenGwithGpathogenicGvariantsGandGbreastG
cancerUGNpjiBreastiCancerSG2020SGaSG[[ 7.8 3

36  rospectiveGpvaluationGofGtheGldditionGofG olygenicGκiskGScoresGtoGmreastGnancerGκiskGxodelsUGJNCIi
CanceriSpectrumSG2021SG]SGpkabWYX 4.6 3

35 eGreneticGVariationSGseritableGxethylationGandGoiseaseGlssociationUGInternationaliJournaliofi
MoleculariSciencesSG2021SGYYSG 6.3 3

34 lmκlXlSGOqlxXb]lPGandGmreastGnancerGSusceptibilityeGyoGpvidenceGofGlssociationGinGtheGmreastG
nancerGqamilyGκegistryUGPLoSiONESG2016SGXXSGeWX]acYW 3.7 3

33 TwoGtruncatingGvariantsGinGqlynnGandGbreastGcancerGriskUGScientificiReportsSG2019SGdSGXY]Y[ 4.9 2
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32 rermlineGszXmXZGmutationsGpUrc[pGandGpUκYXbnGdoGnotGconferGanGincreasedGbreastGcancerGriskUG
ScientificiReportsSG2020SGXWSGdacc 4.9 2

31 rsYbZ]ZcZSGlocatedGatGaGmicroκylGbindingGsiteGinGtheGZNUTκGofGymSXSGisGnotGassociatedGwithGbreastG
cancerGriskUGScientificiReportsSG2016SGaSGZacb[ 4.9 2

30 tsGmκnlYGcUdWbdGrilGaGpredisposingGvariantGforGearlyGonsetGbreastGcancerjUGBreastiCanceriResearchi
andiTreatmentSG2008SGXWdSGXbbTd 4.4 2

29 κareGgeneticGvariantseGmakingGtheGconnectionGwithGbreastGcancerGsusceptibilityUGAIMSiGeneticsSG2015SG
WYSGYcXTYdY 2.1 2

28 renomeTwideGassociationGstudyGidentifiesGZYGnovelGbreastGcancerGsusceptibilityGlociGfromGoverallG
andGsubtypeTspecificGanalyses 2

27  opulationTmasedGpstimatesGofGtheGlgeTSpecificGnumulativeGκiskGofGmreastGnancerGforG athogenicG
VariantsGinGeGqindingsGfromGtheGlustralianGmreastGnancerGqamilyGκegistryUGCancersSG2021SGXZSG 6.6 2

26 nY ZlbQXnGalleleeGlinkingGpremenopausalGoestroneGandGprogesteroneGlevelsGwithGriskGofGhormoneG
receptorTpositiveGbreastGcancersUGBritishiJournaliofiCancerSG2021SGXY[SGc[YTc][ 8.7 2

25 qamilialGlspectsGofGxammographicGoensityGxeasuresGlssociatedGwithGmreastGnancerGκiskUUGCancersSG
2022SGX[SG 6.6 2

24 reneticallyGoeterminedGseightGandGκiskGofGyonThodgkinGwymphomaUGFrontiersiiniOncologySG2019SGdSGX]Zd5.3 1

23 TheGκoleGofGyewGSequencingGTechnologyGinGtdentifyingGκareGxutationsGinGyewGSusceptibilityGrenesG
forGnancerUGCurrentiGeneticiMedicineiReportsSG2013SGXSGXb]TXcX 2.2 1

22 nommonGvariantsGinGbreastGcancerGriskGlociGpredisposeGtoGdistinctGtumorGsubtypes 1

21  olygenicGκiskGxodellingGforG redictionGofGppithelialGzvarianGnancerGκisk 1

20 κareGrermlineG athogenicGVariantsGtdentifiedGbyGxultigeneG anelGTestingGandGtheGκiskGofG
lggressiveG rostateGnancerUGCancersSG2021SGXZSG 6.6 1

19 renomicGκiskG redictionGforGmreastGnancerGinGzlderGWomenUGCancersSG2021SGXZSG 6.6 1

18
qunctionalGannotationGofGtheGYqZ]GbreastGcancerGriskGlocusGimplicatesGaGstructuralGvariantGinG
influencingGactivityGofGaGlongTrangeGenhancerGelementUGAmericaniJournaliofiHumaniGeneticsSG2021SG
XWcSGXXdWTXYWZ

11 1

17 oylGmethylationGandGbreastGcancerGriskeGvalueGofGtwinGandGfamilyGstudiesG2021SGabTcZ 1

16
lssociationGofGgermlineGgeneticGvariantsGwithGbreastGcancerTspecificGsurvivalGinGpatientGsubgroupsG
definedGbyGclinicTpathologicalGvariablesGrelatedGtoGtumorGbiologyGandGtypeGofGsystemicGtreatmentUG
BreastiCanceriResearchSG2021SGYZSGca

8.3 1

15  opulationTbasedGestimatesGofGbreastGcancerGriskGforGcarriersGofGpathogenicGvariantsGidentifiedGbyG
geneTpanelGtestingUGNpjiBreastiCancerSG2021SGbSGX]Z 7.8 1

(2021-2020)

19



14 tmprovingGbreastGcancerGriskGpredictionGwithGepigeneticGriskGfactorsUUGNatureiReviewsiClinicali
OncologySG2022SG 19.4 1

13 renomeTwideGandGtranscriptomeTwideGassociationGstudiesGofGmammographicGdensityGphenotypesG
revealGnovelGlociUUGBreastiCanceriResearchSG2022SGY[SGYb 8.3 1

12 SegregationGanalysisGofGXbS[Y]GpopulationTbasedGbreastGcancerGfamilieseGevidenceGforGgeneticG
susceptibilityGandGriskGprediction 1

11 κareGgermlineGcopyGnumberGvariantsGOnyVsPGandGbreastGcancerGriskUUGCommunicationsiBiologySG2022SG
]SGa] 6.7 0

10 rermlineGvariantsGandGbreastGcancerGsurvivalGinGpatientsGwithGdistantGmetastasesGatGprimaryGbreastG
cancerGdiagnosisUGScientificiReportsSG2021SGXXSGXdbcb 4.9 0

9 xendelianGrandomisationGstudyGofGsmokingGexposureGinGrelationGtoGbreastGcancerGriskUGBritishi
JournaliofiCancerSG2021SGXY]SGXXZ]TXX[] 8.7 0

8  opulationTbasedGestimatesGofGageTspecificGcumulativeGriskGofGbreastGcancerGforGpathogenicGvariantsG
inGlTxUUGBreastiCanceriResearchSG2022SGY[SGY[ 8.3 0

7 mreastGcancerGrisksGassociatedGwithGmissenseGvariantsGinGbreastGcancerGsusceptibilityGgenesUUGGenomei
MedicineSG2022SGX[SG]X 14.4 0

6 tnterpretationGofGgenomicGvariationGandGdiseaseGassociationeGtheGgreatGmissenseGmutationG
challengeHUGBreastiCanceriResearchiandiTreatmentSG2015SGX]XSG[b]Ta 4.4

5 wargeTScaleGrenomicGlnalysesGwinkGκeproductiveGlgingGtoGsypothalamicGSignalingSGmreastGnancerG
SusceptibilitySGandGmκnlXTxediatedGoylGκepairUGObstetricaliandiGynecologicaliSurveySG2015SGbWSGb]cTbaY2.4

4 κationaleGforSGandGapproachGtoSGstudyingGmodifiersGofGriskGinGpersonsGwithGaGgeneticGpredispositionG
toGcolorectalGcancerUGCurrentiColorectaliCanceriReportsSG2006SGYSGXbZTXbc 1

3 renomeTwideGhomozygosityGandGriskGofGfourGnonTsodgkinGlymphomaGsubtypesUGJournaliofi
TranslationaliGeneticsiandiGenomicsSG2021SG]SGYWWTYXb 1.7

2 renomeTwideGinteractionGanalysisGofGmenopausalGhormoneGtherapyGuseGandGbreastGcancerGriskG
amongGaYSZbWGwomenUUGScientificiReportsSG2022SGXYSGaXdd 4.9

1 reneticGlspectsGofGxammographicGoensityGxeasuresGlssociatedGwithGmreastGnancerGκiskUGCancersSG
2022SGX[SGYbab 6.6
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