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i Paper IF Citations

202
InvestigationLofLtheLeffectsLofLactinorhodinLbiosyntheticLgeneLclusterLexpressionLandLaLrpotLpointL
mutationLonLtheLmetabolomeLofLStreptomycesLcoelicolorL–ccfhZLJournalkofkBiosciencekandk
BioengineeringXL2021XLcecXLgdgYgeh

3.3 3

201 SyntheticLbiologyLapproachesLtoLactinomyceteLstrainLimprovementZLFEMSkMicrobiologykLettersXL
2021XLehjXL 2.9 1

200 –ultiYomicsLStudyLofLälanobisporaLroseaXLäroducerLofLtheLThiopeptideLsntibioticLywddibsZL
MSystemsXL2021XLhXLebbefcdc 7.6 0

199 zostLSystemsLforLtheLäroductionLofLωecombinantLSpiderLSilkZLTrendskinkBiotechnologyXL2021XLekXLghbYgie 15.1 10

198 TheLevolvingLartLofLcreatingLgeneticLdiversitylLxromLdirectedLevolutionLtoLsyntheticLbiologyZL
BiotechnologykAdvancesXL2021XLgbXLcbiihd 17.8 5

197 tloodXLsweatXLandLtearslLextraterrestrialLregolithLbiocompositesLwithLbindersZLMaterialskTodaykBioXL
2021XLcdXLcbbceh 9.9 2

196 wxploringLnovelLbacterialLterpeneLsynthasesZLPLoSkONEXL2020XLcgXLebdedddb 3.7 9

195 TheLeffectLofLterminalLglobularLdomainsLonLtheLresponseLofLrecombinantLminiYspidroinsLtoLfiberL
spinningLtriggersZLScientifickReportsXL2020XLcbXLcbhic 4.9 8

194 ωapidLprototypingLofLmicrobialLproductionLstrainsLforLtheLbiomanufactureLofLpotentialLmaterialsL
monomersZLMetabolickEngineeringXL2020XLhbXLchjYcjd 9.7 25

193 SouthLwuropeanLspidersLfromLtheLvuffeyLcollectionLinLtheL–anchesterL–useumLTsrachnidalL
sraneaeUL2020XLcjXLeee 0

192 tioengineeringLhorizonLscanLdbdbZLELifeXL2020XLkXL 8.9 9

191 ”istLofLyermanLnamesLforLtheLspidersLofLyermanyLTsraneaeUZZLArachnologischekMitteilungenXL2020XL
gkXLej 0.4

190 UnravellingLtheL˛‡YbutyrolactoneLnetworkLinLStreptomycesLcoelicolorLbyLcomputationalLensembleL
modellingZLPLoSkComputationalkBiologyXL2020XLchXLecbbjbek 5 2

189 –ultiYßmicsLsnalysisLofLtheLwffectLofLcs–äLonLsctinorhodinLäroductionLinZLFrontierskink
BioengineeringkandkBiotechnologyXL2020XLjXLgkgggd 5.8 5

188 wngineeringLtowardsLproductionLofLgatekeeperLTdUYflavanoneslLnaringeninXLpinocembrinXLeriodictyolL
andLhomoeriodictyolZLSynthetickBiologyXL2020XLgXLysaabcd 3.3 17

187 TowardsLengineeringLandLproductionLofLartificialLspiderLsilkLusingLtoolsLofLsyntheticLbiologyZL
EngineeringkBiologyXL2020XLfXLcYh 1.1 3

186 vynamicsLofLtheLhumanLskinLmediatorLlipidomeLinLresponseLtoLdietaryLˇ�YeLfattyLacidL
supplementationZLFASEBkJournalXL2019XLeeXLcebcfYcebdi 0.9 17
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185
IntegratedLärobabilisticLsnnotationlLsLtayesianYtasedLsnnotationL–ethodLforL–etabolomicL
ärofilesLIntegratingLtiochemicalLuonnectionsXLIsotopeLäatternsXLandLsdductLωelationshipsZL
AnalyticalkChemistryXL2019XLkcXLcdikkYcdjbi

7.8 11

184 SyntheticLbiologyLforLfibresXLadhesivesLandLactiveLcamouflageLmaterialsLinLprotectionLandL
aerospaceZLMRSkCommunicationsXL2019XLkXLfjhYgbf 2.7 13

183 SeläromlLsLγueryableLandLäredictiveLwxpressionLVectorLSelectionLToolLforZLACSkSynthetickBiologyXL
2019XLjXLcfijYcfje 5.7 26

182 uomputationalLidentificationLofLcoYevolvingLmultiYgeneLmodulesLinLmicrobialLbiosyntheticLgeneL
clustersZLCommunicationskBiologyXL2019XLdXLje 6.7 14

181 zighlyLmultiplexedXLfastLandLaccurateLnanoporeLsequencingLforLverificationLofLsyntheticLvNsL
constructsLandLsequenceLlibrariesZLSynthetickBiologyXL2019XLfXLyszbdg 3.3 14

180 tsωußvwLTsXßNß–YLsTLTzwLywNUSL”wVw”ZLEcologicakMontenegrinaXL2019XLdcXLciYei 0.7 1

179 wfficientLlearningLinLmetabolicLpathwayLdesignsLthroughLoptimalLassemblingZLIFACzPapersOnLineXL
2019XLgdXLiYcd 0.7 3

178 –achineL”earningLofLvesignedLTranslationalLuontrolLsllowsLäredictiveLäathwayLßptimizationLinL
wscherichiaLcoliZLACSkSynthetickBiologyXL2019XLjXLcdiYceh 5.7 53

177 ßrthogonalLωegulatoryLuircuitsLforLwscherichiaLcoliLtasedLonLtheL˛‡YtutyrolactoneLSystemLofL
StreptomycesLcoelicolorZLACSkSynthetickBiologyXL2018XLiXLcbfeYcbgg 5.7 16

176 ωationalLcellLcultureLoptimizationLenhancesLexperimentalLreproducibilityLinLcancerLcellsZLScientifick
ReportsXL2018XLjXLebdk 4.9 18

175 ßutputLorderingLandLprioritisationLsystemLTßßäSUlLrankingLbiosyntheticLgeneLclustersLtoLenhanceL
bioactiveLmetaboliteLdiscoveryZLJournalkofkIndustrialkMicrobiologykandkBiotechnologyXL2018XLfgXLhcgYhck 4.2 0

174 SelenzymelLenzymeLselectionLtoolLforLpathwayLdesignZLBioinformaticsXL2018XLefXLdcgeYdcgf 7.2 41

173 –etabolomicsLtoolsLforLtheLsyntheticLbiologyLofLnaturalLproductsZLCurrentkOpinionkinkBiotechnologyXL
2018XLgfXLccfYcdb 11.4 17

172 vevelopmentLandLvalidationLofLanLupdatedLcomputationalLmodelLofLStreptomycesLcoelicolorL
primaryLandLsecondaryLmetabolismZLBMCkGenomicsXL2018XLckXLgck 4.5 14

171
TheLâ��ThreeLusâ��LofLNovelLsntibioticLviscoveryLandLäroductionLthroughLSyntheticLtiologylL
tiosyntheticLyeneLulustersXLzeterologousLuhassisXLandLSyntheticL–icrobialLuonsortiaZLAdvancedk
BiologyXL2018XLdXLcjbbbhf

3.5 2

170 –obilisingLionLmobilityLmassLspectrometryLforLmetabolomicsZLAnalystykTheXL2018XLcfeXLfijeYfijj 5 26

169 snLautomatedLvesignYtuildYTestY”earnLpipelineLforLenhancedLmicrobialLproductionLofLfineL
chemicalsZLCommunicationskBiologyXL2018XLcXLhh 6.7 97

168 vetectionLandLγuantificationLofLtutyrolactonesLfromLStreptomycesZLMethodskinkMolecularkBiologyXL
2018XLchieXLcciYcdj 1.4 3

(2018-2019)
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167 vefiningLinformativeLpriorsLforLensembleLmodelingLinLsystemsLbiologyZLNaturekProtocolsXL2018XLceXLdhfeYdhhe18.8 9

166 TranslationLStressLäositivelyLωegulatesL–sc”YvependentLwxcretionLofLuytoplasmicLäroteinsZLMBioXL
2018XLkXL 7.8 14

165 ωespectfulL–odelinglLsddressingLUncertaintyLinLvynamicLSystemL–odelsLforL–olecularLtiologyZL
TrendskinkBiotechnologyXL2017XLegXLgcjYgdk 15.1 14

164 antiS–sSzLfZbYimprovementsLinLchemistryLpredictionLandLgeneLclusterLboundaryLidentificationZL
NucleickAcidskResearchXL2017XLfgXLWehYWfc 20.1 834

163 sLtransatlanticLperspectiveLonLdbLemergingLissuesLinLbiologicalLengineeringZLELifeXL2017XLhXL 8.9 36

162 biochemfjlLIntegratedLandLextensibleLbiochemicalLknowledgeLthroughLgraphLdatabasesZLPLoSkONEXL
2017XLcdXLebcikceb 3.7 18

161 ωankärodLdZblLaLrefactoredLbioconductorLpackageLforLdetectingLdifferentiallyLexpressedLfeaturesLinL
molecularLprofilingLdatasetsZLBioinformaticsXL2017XLeeXLdiifYdiig 7.2 57

160 reyenotyperlLvetectingLmislabeledLsamplesLinLgeneticLdataZLPLoSkONEXL2017XLcdXLebcicedf 3.7 13

159 äublicLvNsLbarcodingLdataLresolveLtheLstatusLofLtheLgenusLsrboricariaLTsraneaelLynaphosidaeUZL
ArachnologischekMitteilungenXL2017XLgfXLdfYdi 0.4 2

158 SYNtIßuzw–LSyntheticLtiologyLωesearchLuentreXL–anchesterLYLsLU“LfoundryLforLfineLandLspecialityL
chemicalsLproductionZLSynthetickandkSystemskBiotechnologyXL2016XLcXLdicYdig 4.2 5

157 TowardsLsynthesisLofLmonoterpenesLandLderivativesLusingLsyntheticLbiologyZLCurrentkOpinionkink
ChemicalkBiologyXL2016XLefXLeiYfe 9.7 66

156 ähantomLspidersLdlL–oreLnotesLonLdubiousLspiderLspeciesLfromLwuropeZLArachnologischek
MitteilungenXL2016XLgdXLgbYii 0.4 3

155 tioinformaticsLforLtheLsyntheticLbiologyLofLnaturalLproductslLintegratingLacrossLtheL
vesignYtuildYTestLcycleZLNaturalkProductkReportsXL2016XLeeXLkdgYed 15.1 48

154 SYNtIßuzw–YaLSyntioLfoundryLforLtheLbiosynthesisLandLsustainableLproductionLofLfineLandL
specialityLchemicalsZLBiochemicalkSocietykTransactionsXL2016XLffXLhigYi 5.1 5

153 SyntheticLtiologyLofLNaturalLäroductsZLColdkSpringkHarborkPerspectiveskinkBiologyXL2016XLjXL 10.2 20

152 tutyrolactoneLsignallingLcircuitsLforLsyntheticLbiologyZLCurrentkOpinionkinkChemicalkBiologyXL2015XLdjXLkcYj9.7 40

151 antiS–sSzLeZbYaLcomprehensiveLresourceLforLtheLgenomeLminingLofLbiosyntheticLgeneLclustersZL
NucleickAcidskResearchXL2015XLfeXLWdeiYfe 20.1 1403

150 ärobingLtheLmetabolicLnetworkLinLbloodstreamYformLTrypanosomaLbruceiLusingLuntargetedL
metabolomicsLwithLstableLisotopeLlabelledLglucoseZLPLoSkPathogensXL2015XLccXLecbbfhjk 7.6 79
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149 sdvancedL”uâ��–SLapplicationsLforLidentificationLandLquantificationLofLtheLmetabolomeL2015XLjfYke

148 SyntheticLbiologyLadvancesLforLpharmaceuticalLproductionZLCurrentkOpinionkinkBiotechnologyXL2015XL
egXLfhYgc 11.4 49

147 IncorporatingLpeakLgroupingLinformationLforLalignmentLofLmultipleLliquidLchromatographyYmassL
spectrometryLdatasetsZLBioinformaticsXL2015XLecXLckkkYdbbh 7.2 10

146 ωemarksLonLSynonymsLofLwuropean”arinioidesSpeciesLTsrachnidalLsraneaelLsraneidaeUZL
ArachnologyXL2015XLchXLebgYecb 0

145 ”uY–SYbasedLabsoluteLmetaboliteLquantificationlLapplicationLtoLmetabolicLfluxLmeasurementLinL
trypanosomesZLMetabolomicsXL2015XLccXLcidcYcied 4.7 27

144 –inimumLInformationLaboutLaLtiosyntheticLyeneLclusterZLNaturekChemicalkBiologyXL2015XLccXLhdgYec 11.7 498

143 TrypanouyclLaLcommunityYledLbiochemicalLpathwaysLdatabaseLforLTrypanosomaLbruceiZLNucleick
AcidskResearchXL2015XLfeXLvheiYff 20.1 28

142 wpigeanLSpidersLatLsbiskoLScientificLωesearchLStationLinLSwedishL”aplandLTsrachnidalLsraneaeUZL
ArachnologyXL2015XLchXLdjiYdke

141 tacterialL–icrocompartmentslLtiomaterialsLforLSyntheticLtiologyYtasedLuompartmentalizationL
StrategiesZLACSkBiomaterialskSciencekandkEngineeringXL2015XLcXLefgYegc 5.5 26

140 ähantomLspiderslLnotesLonLdubiousLspiderLspeciesLfromLwuropeZLArachnologischekMitteilungenXL2015
XLgbXLhgYjb 0.4 4

139 StableLisotopeYlabelingLstudiesLinLmetabolomicslLnewLinsightsLintoLstructureLandLdynamicsLofL
metabolicLnetworksZLBioanalysisXL2014XLhXLgccYdf 2.1 123

138 TheLsiliconLtrypanosomelLaLtestLcaseLofLiterativeLmodelLextensionLinLsystemsLbiologyZLAdvanceskink
MicrobialkPhysiologyXL2014XLhfXLccgYfe 4.4 4

137 StepsLtowardsLtheLsyntheticLbiologyLofLpolyketideLbiosynthesisZLFEMSkMicrobiologykLettersXL2014XL
egcXLcchYdg 2.9 59

136 SyntheticLtiologyLofLNaturalLäroductsL2014XLegiYehk

135 TheridionLzonulatumLThorellLcjkbXLaLseniorLsynonymLofLTheridionLzebrinusumLZhuLckkjZLActak
ArachnologicaXL2014XLheXLikYjd 0.1

134 SyntheticLtiologyLofLsntibioticLäroductionL2014XLcYdf

133 äepdäathlLautomatedLmassLspectrometryYguidedLgenomeLminingLofLpeptidicLnaturalLproductsZL
PLoSkComputationalkBiologyXL2014XLcbXLecbbejdd 5 68

132 ähosphoenolpyruvateLcarboxylaseLidentifiedLasLaLkeyLenzymeLinLerythrocyticLälasmodiumL
falciparumLcarbonLmetabolismZLPLoSkPathogensXL2014XLcbXLecbbejih 7.6 29

(2014-2015)
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131 –etsssignlLprobabilisticLannotationLofLmetabolitesLfromL”uY–SLdataLusingLaLtayesianLclusteringL
approachZLBioinformaticsXL2014XLebXLdihfYic 7.2 54

130 sLfastLalgorithmLforLdeterminingLboundsLandLaccurateLapproximateLpYvaluesLofLtheLrankLproductL
statisticLforLreplicateLexperimentsZLBMCkBioinformaticsXL2014XLcgXLehi 3.6 17

129 sLfastLalgorithmLforLdeterminingLboundsLandLaccurateLapproximateLpLYvaluesLofLtheLrankLproductL
statisticLforLreplicateLexperimentsZLBMCkBioinformaticsXL2014XLcgXLehi 3.6 14

128 StoffwechselwegeLvomLωeiˆ�brettlLneueLsnsˆ⁄tzeLderLNaturstoffbiochemieZLBioSpektrumXL2013XLckXLebYed 0.1

127 –assLappeallLmetaboliteLidentificationLinLmassLspectrometryYfocusedLuntargetedLmetabolomicsZL
MetabolomicsXL2013XLkXLffYhh 4.7 369

126 –etabolicLadaptationsLofL”eishmaniaLdonovaniLinLrelationLtoLdifferentiationXLdrugLresistanceXLandL
drugLpressureZLMolecularkMicrobiologyXL2013XLkbXLfdjYfd 4.1 42

125 antiS–sSzLdZbYYaLversatileLplatformLforLgenomeLminingLofLsecondaryLmetaboliteLproducersZLNucleick
AcidskResearchXL2013XLfcXLWdbfYcd 20.1 654

124 TheLexactLprobabilityLdistributionLofLtheLrankLproductLstatisticsLforLreplicatedLexperimentsZLFEBSk
LettersXL2013XLgjiXLhiiYjd 3.8 22

123 vesignYbasedLreYengineeringLofLbiosyntheticLgeneLclusterslLplugYandYplayLinLpracticeZLCurrentk
OpinionkinkBiotechnologyXL2013XLdfXLccffYgb 11.4 31

122 –odelingLchallengesLinLtheLsyntheticLbiologyLofLsecondaryLmetabolismZLACSkSynthetickBiologyXL2013XL
dXLeieYj 5.7 20

121 ”uY–SLmetabolomicsLfromLstudyLdesignLtoLdataYanalysisLYLusingLaLversatileLpathogenLasLaLtestLcaseZL
ComputationalkandkStructuralkBiotechnologykJournalXL2013XLfXLedbcebcbbd 6.8 34

120 mz–atchYISßlLanLωLtoolLforLtheLannotationLandLrelativeLquantificationLofLisotopeYlabelledLmassL
spectrometryLdataZLBioinformaticsXL2013XLdkXLdjcYe 7.2 67

119 zandlingLuncertaintyLinLdynamicLmodelslLtheLpentoseLphosphateLpathwayLinLTrypanosomaLbruceiZL
PLoSkComputationalkBiologyXL2013XLkXLecbbeeic 5 34

118 vetectingLsequenceLhomologyLatLtheLgeneLclusterLlevelLwithL–ultiyenetlastZLMolecularkBiologykandk
EvolutionXL2013XLebXLcdcjYde 8.3 235

117 –etabolomicsLforLsecondaryLmetaboliteLresearchZLMetabolitesXL2013XLeXLcbihYje 5.6 42

116 wxplicitLconsiderationLofLtopologicalLandLparameterLuncertaintyLgivesLnewLinsightsLintoLaL
wellYestablishedLmodelLofLglycolysisZLFEBSkJournalXL2013XLdjbXLfhfbYgc 5.7 12

115 Ivwß–lLanLwxcelLinterfaceLforLanalysisLofL”uY–SYbasedLmetabolomicsLdataZLBioinformaticsXL2012XLdjXLcbfjYk7.2 214

114 uomputationalLtoolsLforLtheLsyntheticLdesignLofLbiochemicalLpathwaysZLNaturekReviewskMicrobiology
XL2012XLcbXLckcYdbd 22.2 181
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113 StableLisotopeYassistedLmetabolomicsLforLnetworkYwideLmetabolicLpathwayLelucidationZLAnalyticalk
ChemistryXL2012XLjfXLjffdYi 7.8 98

112 vynamicLmodellingLunderLuncertaintylLtheLcaseLofLTrypanosomaLbruceiLenergyLmetabolismZLPLoSk
ComputationalkBiologyXL2012XLjXLecbbdegd 5 25

111 SeparatingLtheLwheatLfromLtheLchafflLaLprioritisationLpipelineLforLtheLanalysisLofLmetabolomicsL
datasetsZLMetabolomicsXL2012XLjXLdkYeh 4.7 38

110 wffectLofLiTωsγLlabelingLonLtheLrelativeLabundanceLofLpeptideLfragmentLionsLproducedLbyL
–s”vIY–Sa–SZLJournalkofkProteomekResearchXL2012XLccXLfbffYgc 5.6 1

109 sLturningLpointLforLnaturalLproductLdiscoveryYYwSxYw–tßLresearchLconferencelLsyntheticLbiologyLofL
antibioticLproductionZLMolecularkMicrobiologyXL2012XLjeXLjjfYke 4.1 2

108 –etabolomicsLmethodsLforLtheLsyntheticLbiologyLofLsecondaryLmetabolismZLFEBSkLettersXL2012XLgjhXLdciiYje3.8 57

107 zumanLneuroblastomaLcellsLwithLacquiredLresistanceLtoLtheLpgeLactivatorLωITsLretainLfunctionalL
pgeLandLsensitivityLtoLotherLpgeLactivatingLagentsZLCellkDeathkandkDiseaseXL2012XLeXLedkf 9.8 18

106 SelectionLofLaLhighlyLinvasiveLneuroblastomaLcellLpopulationLthroughLlongYtermLhumanL
cytomegalovirusLinfectionZLOncogenesisXL2012XLcXLecb 6.6 4

105 msuomparelLaLframeworkLforLquantitativeLanalysisLofLlabelYfreeL”uY–SLdataLforLcomparativeL
candidateLbiomarkerLstudiesZLMolecularkandkCellularkProteomicsXL2012XLccXL–cccZbcgkif 7.6 34

104 –ulti–etwvallLcomparativeLandLmultiYobjectiveLanalysisLofLgenomeYscaleLmetabolicLmodelsZLPLoSk
ONEXL2012XLiXLegcgcc 3.7 28

103 –etabolomicLSystemsLtiologyLofLärotozoanLäarasitesL2012XLieYjf 8

102 wxploringLtheLmetabolicLstateLofLmicroorganismsLusingLmetabolomicsZLBioanalysisXL2011XLeXLdffeYgj 2.1 18

101
TowardLglobalLmetabolomicsLanalysisLwithLhydrophilicLinteractionLliquidLchromatographyYmassL
spectrometrylLimprovedLmetaboliteLidentificationLbyLretentionLtimeLpredictionZLAnalyticalk
ChemistryXL2011XLjeXLjibeYcb

7.8 266

100 ähysiologicalLsdaptationLofLtheLtacteriumL”actococcusLlactisLinLωesponseLtoLtheLäroductionLofL
zumanLuxTωZLMolecularkandkCellularkProteomicsXL2011XLcbXL–bbbbgdY–uädbb 7.6 11

99 tayesianLspproachesLforL–assLSpectrometryYtasedL–etabolomicsL2011XLfhiYfih 1

98 wxploitingLplugYandYplayLsyntheticLbiologyLforLdrugLdiscoveryLandLproductionLinLmicroorganismsZL
NaturekReviewskMicrobiologyXL2011XLkXLcecYi 22.2 144

97 yenomeYwideLgeneLexpressionLchangesLinLanLindustrialLclavulanicLacidLoverproductionLstrainLofL
StreptomycesLclavuligerusZLMicrobialkBiotechnologyXL2011XLfXLebbYg 6.3 37

96
veletionLofLtheLsignallingLmoleculeLsynthaseLScbsLhasLpleiotropicLeffectsLonLsecondaryLmetaboliteL
biosynthesisXLmorphologicalLdifferentiationLandLprimaryLmetabolismLinLStreptomycesLcoelicolorL
seTdUZLMicrobialkBiotechnologyXL2011XLfXLdekYgc

6.3 25

(2011-2012)
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95 ärioritizingLorphanLproteinsLforLfurtherLstudyLusingLphylogenomicsLandLgeneLexpressionLprofilesLinL
StreptomycesLcoelicolorZLBMCkResearchkNotesXL2011XLfXLedg 2.3 2

94 uomparativeLgenomeYscaleLmetabolicLmodelingLofLactinomyceteslLtheLtopologyLofLessentialLcoreL
metabolismZLFEBSkLettersXL2011XLgjgXLdejkYkf 3.8 27

93 –etabolomicLanalysisLofLaLsyntheticLmetabolicLswitchLinLStreptomycesLcoelicolorLseTdUZLProteomicsXL
2011XLccXLfhddYec 4.8 20

92 antiS–sSzlLrapidLidentificationXLannotationLandLanalysisLofLsecondaryLmetaboliteLbiosynthesisL
geneLclustersLinLbacterialLandLfungalLgenomeLsequencesZLNucleickAcidskResearchXL2011XLekXLWeekYfh 20.1 1153

91 äeak–”amz–atchlLaLfileLformatXLJavaLlibraryXLωLlibraryXLandLtoolYchainLforLmassLspectrometryLdataL
analysisZLAnalyticalkChemistryXL2011XLjeXLdijhYke 7.8 210

90 SyntheticLbiologyLinLStreptomycesLbacteriaZLMethodskinkEnzymologyXL2011XLfkiXLfjgYgbd 1.7 46

89 sdaptationLofLcancerLcellsLfromLdifferentLentitiesLtoLtheL–v–dLinhibitorLnutlinYeLresultsLinLtheL
emergenceLofLpgeYmutatedLmultiYdrugYresistantLcancerLcellsZLCellkDeathkandkDiseaseXL2011XLdXLedfe 9.8 127

88 TheLfutureLofLindustrialLantibioticLproductionlLxromLrandomLmutagenesisLtoLsyntheticLbiologyZL
BioengineeredkBugsXL2011XLdXLdebYdee 25

87 ähysiologicalLadaptationLofLtheLbacteriumL”actococcusLlactisLinLresponseLtoLtheLproductionLofL
humanLuxTωZLMolecularkandkCellularkProteomicsXL2011XLcbXL–bbbbgd–uädbb 7.6 11

86 yenomeYbasedLphylogeneticLanalysisLofLStreptomycesLandLitsLrelativesZLMolecularkPhylogeneticskandk
EvolutionXL2010XLgfXLiheYid 4.1 31

85 WhatLisLsystemsLbiologyqZLFrontierskinkPhysiologyXL2010XLcXLk 4.6 57

84 –etabolomicLcharacterizationLofLtheLsaltLstressLresponseLinLStreptomycesLcoelicolorZLAppliedkandk
EnvironmentalkMicrobiologyXL2010XLihXLdgifYjc 4.8 62

83 ylobalLgeneticLrobustnessLofLtheLalternativeLsplicingLmachineryLinLuaenorhabditisLelegansZLGeneticsXL
2010XLcjhXLfbgYcb 4 43

82 TheLpotentialLofLmetabolomicsLforL”eishmaniaLresearchLinLtheLpostYgenomicsLeraZLParasitologyXL
2010XLceiXLcdkcYebd 2.7 35

81 –etabolomicsLtoLunveilLandLunderstandLphenotypicLdiversityLbetweenLpathogenLpopulationsZLPLoSk
NeglectedkTropicalkDiseasesXL2010XLfXLekbf 4.8 85

80 uoronatineYinsensitiveLcLTußIcULmediatesLtranscriptionalLresponsesLofLsrabidopsisLthalianaLtoL
externalLpotassiumLsupplyZLMolecularkPlantXL2010XLeXLekbYfbg 14.4 51

79
spexLpeptideLelutionLchainLselectionlLaLnewLstrategyLforLselectingLprecursorsLinL
dvY”uY–s”vIYTßxaTßxLexperimentsLonLcomplexLbiologicalLsamplesZLJournalkofkProteomekResearchXL
2010XLkXLgkddYj

5.6 3

78 TheLsiliconLtrypanosomeZLParasitologyXL2010XLceiXLceeeYfc 2.7 24
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77 –etabolomicLsystemsLbiologyLofLtrypanosomesZLParasitologyXL2010XLceiXLcdjgYkb 2.7 17

76 TheLsequenceLofLaLcZjYmbLbacterialLlinearLplasmidLrevealsLaLrichLevolutionaryLreservoirLofLsecondaryL
metabolicLpathwaysZLGenomekBiologykandkEvolutionXL2010XLdXLdcdYdf 3.9 150

75 TowardsLanLunbiasedLmetabolicLprofilingLofLprotozoanLparasiteslLoptimisationLofLaL”eishmaniaL
samplingLprotocolLforLzI”IuYorbitrapLanalysisZLAnalyticalkandkBioanalyticalkChemistryXL2010XLekjXLdbgkYhk 4.4 47

74 viffuowxlLaLsimpleLandLsensitiveLmethodLtoLfindLdifferentiallyLcoexpressedLgeneLmodulesZLBMCk
BioinformaticsXL2010XLccXLfki 3.6 135

73 TheLdynamicLarchitectureLofLtheLmetabolicLswitchLinLStreptomycesLcoelicolorZLBMCkGenomicsXL2010XL
ccXLcb 4.5 137

72 –etabolicLmodelingLandLanalysisLofLtheLmetabolicLswitchLinLStreptomycesLcoelicolorZLBMCkGenomics
XL2010XLccXLdbd 4.5 75

71 sLcircuitLmodelLofLtheLtemporalLpatternLgeneratorLofLuaenorhabditisLeggYlayingLbehaviorZLBMCk
SystemskBiologyXL2010XLfXLjc 3.5 7

70 sntiYcancerLeffectsLofLartesunateLinLaLpanelLofLchemoresistantLneuroblastomaLcellLlinesZL
BiochemicalkPharmacologyXL2010XLikXLcebYh 6 89

69 tiomodelLwngineeringLâ��LxromLStructureLtoLtehaviorZLLecturekNoteskinkComputerkScienceXL2010XLcYcd 0.9 5

68 uomputationalLmodellingLofLkinaseLsignallingLcascadesZLMethodskinkMolecularkBiologyXL2010XLhhcXLehkYjf 1.4 2

67 SimpleLdataYreductionLmethodLforLhighYresolutionL”uY–SLdataLinLmetabolomicsZLBioanalysisXL2009XL
cXLcggcYi 2.1 46

66 ärobabilisticLassignmentLofLformulasLtoLmassLpeaksLinLmetabolomicsLexperimentsZLBioinformaticsXL
2009XLdgXLgcdYj 7.2 75

65 wxpressionLquantitativeLtraitLlociLareLhighlyLsensitiveLtoLcellularLdifferentiationLstateZLPLoSkGeneticsXL
2009XLgXLecbbbhkd 6 74

64 TheLyeastLvacuolarLmembraneLproteomeZLMolecularkandkCellularkProteomicsXL2009XLjXLejbYkd 7.6 66

63 designyylLanLωYpackageLandLwebLtoolLforLtheLoptimalLdesignLofLgeneticalLgenomicsLexperimentsZL
BMCkBioinformaticsXL2009XLcbXLcjj 3.6 6

62 NeurodegenerativeLdiseaseslL”essonsLfromLgenomeYwideLscreensLinLsmallLmodelLorganismsZLEMBOk
MolecularkMedicineXL2009XLcXLehbYib 12 65

61 SystemYwideLmolecularLevidenceLforLphenotypicLbufferingLinLsrabidopsisZLNaturekGeneticsXL2009XLfcXLchhYi36.3 205

60 ωobustLsignalingLnetworksLofLtheLadiposeLsecretomeZLTrendskinkEndocrinologykandkMetabolismXL2009
XLdbXLcYi 8.8 22

(2009-2010)
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59 uhemoresistanceLacquisitionLinducesLaLglobalLshiftLofLexpressionLofLaniogenesisYassociatedLgenesL
andLincreasedLproYangogenicLactivityLinLneuroblastomaLcellsZLMolecularkCancerXL2009XLjXLjb 42.1 20

58 snLIntroductionLtoLtio–odelLwngineeringXLIllustratedLforLSignalLTransductionLäathwaysZLLecturek
NoteskinkComputerkScienceXL2009XLceYdj 0.9 7

57 NewLsurveyorLtoolsLforLchartingLmicrobialLmetabolicLmapsZLNaturekReviewskMicrobiologyXL2008XLhXLcghYhc22.2 78

56 ärosecutorlLparameterYfreeLinferenceLofLgeneLfunctionLforLprokaryotesLusingLvNsLmicroarrayLdataXL
genomicLcontextLandLmultipleLgeneLannotationLsourcesZLBMCkGenomicsXL2008XLkXLfkg 4.5 5

55 yeneralizingLgeneticalLgenomicslLgettingLaddedLvalueLfromLenvironmentalLperturbationZLTrendskink
GeneticsXL2008XLdfXLgcjYdf 8.5 33

54 sLcomparisonLofLmetaYanalysisLmethodsLforLdetectingLdifferentiallyLexpressedLgenesLinLmicroarrayL
experimentsZLBioinformaticsXL2008XLdfXLeifYjd 7.2 171

53 sLstructuredLapproachLforLtheLengineeringLofLbiochemicalLnetworkLmodelsXLillustratedLforLsignallingL
pathwaysZLBriefingskinkBioinformaticsXL2008XLkXLfbfYdc 13.4 53

52 –etaNetterlLinferenceLandLvisualizationLofLhighYresolutionLmetabolomicLnetworksZLBioinformaticsXL
2008XLdfXLcfeYg 7.2 46

51 yeneticalLgenomicslLspotlightLonLγT”LhotspotsZLPLoSkGeneticsXL2008XLfXLecbbbded 6 146

50 uZLelegansLmodelLidentifiesLgeneticLmodifiersLofLalphaYsynucleinLinclusionLformationLduringLagingZL
PLoSkGeneticsXL2008XLfXLecbbbbdi 6 295

49 IncreasingLtheLmassLaccuracyLofLhighYresolutionL”uY–SLdataLusingLbackgroundLionslLaLcaseLstudyLonL
theL”TγYßrbitrapZLProteomicsXL2008XLjXLfhfiYgh 4.8 51

48 SequenceLpolymorphismsLcauseLmanyLfalseLcisLeγT”sZLPLoSkONEXL2007XLdXLehdd 3.7 105

47 yreasedLhedgehogslLnewLlinksLbetweenLhedgehogLsignalingLandLcholesterolLmetabolismZLBioEssaysXL
2007XLdkXLcbjgYkf 4.1 15

46 snalysesLofLintricateLkineticsLofLtheLserumLproteomeLduringLandLafterLcolonLsurgeryLbyLproteinL
expressionLtimeLseriesZLProteomicsXL2007XLiXLedckYdj 4.8 13

45 sLverificationLprotocolLforLtheLprobeLsequencesLofLsffymetrixLgenomeLarraysLrevealsLhighLprobeL
accuracyLforLstudiesLinLmouseXLhumanLandLratZLBMCkBioinformaticsXL2007XLjXLced 3.6 11

44 äredictingLproteinLfunctionLbyLmachineLlearningLonLaminoLacidLsequencesYYaLcriticalLevaluationZL
BMCkGenomicsXL2007XLjXLij 4.5 21

43 xIVslLxunctionalLInformationLViewerLandLsnalyzerLextractingLbiologicalLknowledgeLfromL
transcriptomeLdataLofLprokaryotesZLBioinformaticsXL2007XLdeXLcchcYe 7.2 26

42 –icroarrayLchallengesLinLecologyZLTrendskinkEcologykandkEvolutionXL2007XLddXLdieYk 10.9 57
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41 viscriminatingL–icrobialLSpeciesLUsingLäroteinLSequenceLäropertiesLandL–achineL”earningL2007XLjkbYjki

40 snalysisLofLTilingL–icroarrayLvataLbyL”earningLVectorLγuantizationLandLωelevanceL”earningL2007XLjjbYjjk 6

39 tiologicalLmicroarrayLinterpretationlLtheLrulesLofLengagementZLBiochimicakEtkBiophysicakActakGenek
RegulatorykMechanismsXL2006XLcigkXLeckYdi 35

38 ärecisionLmappingLofLtheLmetabolomeZLTrendskinkBiotechnologyXL2006XLdfXLgfeYj 15.1 113

37 NetworkLtheoryLtoLunderstandLmicroarrayLstudiesLofLcomplexLdiseasesZLCurrentkMolecularkMedicineXL
2006XLhXLhkgYibc 2.5 33

36 –appingLdeterminantsLofLgeneLexpressionLplasticityLbyLgeneticalLgenomicsLinLuZLelegansZLPLoSk
GeneticsXL2006XLdXLeddd 6 210

35 ωankärodlLaLbioconductorLpackageLforLdetectingLdifferentiallyLexpressedLgenesLinLmetaYanalysisZL
BioinformaticsXL2006XLddXLdjdgYi 7.2 566

34 sLlockYandYkeyLmodelLforLproteinYproteinLinteractionsZLBioinformaticsXL2006XLddXLdbcdYk 7.2 72

33 InterspeciesLcomparisonLofLgeneLstructureLandLcomputationalLanalysisLofLgeneLregulationLofL
cibetaYhydroxysteroidLdehydrogenaseLtypeLcZLMolecularkandkCellularkEndocrinologyXL2006XLdfjXLchjYic 4.4 2

32 ωegulationLofLubiquitinYbindingLproteinsLbyLmonoubiquitinationZLNaturekCellkBiologyXL2006XLjXLcheYk 23.4 254

31 predictionLofLmetabolicLnetworksLusingLxourierLtransformLmassLspectrometryLdataZLMetabolomicsXL
2006XLdXLcggYchf 4.7 99

30 TheLlatentLprocessLdecompositionLofLcvNsLmicroarrayLdataLsetsZLIEEE/ACMkTransactionskonk
ComputationalkBiologykandkBioinformaticsXL2005XLdXLcfeYgh 3 54

29 InhibitionLofLcibetaYhydroxysteroidLdehydrogenasesLbyLphytoestrogenslLcomparisonLwithLotherL
steroidLmetabolizingLenzymesZLJournalkofkSteroidkBiochemistrykandkMolecularkBiologyXL2005XLkeXLdjgYkd 5.1 29

28 uurrentLchallengesLinLquantitativeLmodelingLofLepidermalLgrowthLfactorLsignalingZLFEBSkLettersXL
2005XLgikXLhdjkYkf 3.8 25

27 xeatureLselectionLandLtheLclassLimbalanceLproblemLinLpredictingLproteinLfunctionLfromLsequenceZL
AppliedkBioinformaticsXL2005XLfXLckgYdbe 79

26 VectorLanalysisLasLaLfastLandLeasyLmethodLtoLcompareLgeneLexpressionLresponsesLbetweenL
differentLexperimentalLbackgroundsZLBMCkBioinformaticsXL2005XLhXLcjc 3.6 15

25 yeneωanklLusingLsearchLengineLtechnologyLforLtheLanalysisLofLmicroarrayLexperimentsZLBMCk
BioinformaticsXL2005XLhXLdee 3.6 170

24 xrankSumlLnewLfeatureLselectionLmethodLforLproteinLfunctionLpredictionZLInternationalkJournalkofk
NeuralkSystemsXL2005XLcgXLdgkYig 6.2 24

(2005-2007)
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23 ωankYbasedLmethodsLasLaLnonYparametricLalternativeLofLtheLTYstatisticLforLtheLanalysisLofLbiologicalL
microarrayLdataZLJournalkofkBioinformaticskandkComputationalkBiologyXL2005XLeXLccicYjk 1 109

22 tiologicalLmasterLgameslLusingLbiologistsSLreasoningLtoLguideLalgorithmLdevelopmentLforL
integratedLfunctionalLgenomicsZLOMICSkAkJournalkofkIntegrativekBiologyXL2005XLkXLddgYed 3.8 9

21 xeatureLSelectionLandLtheLulassLImbalanceLäroblemLinLäredictingLäroteinLxunctionLfromLSequenceL
2005XLfXLckg 4

20 tiologicallyLvalidLlinearLfactorLmodelsLofLgeneLexpressionZLBioinformaticsXL2004XLdbXLebdcYee 7.2 26

19 TheLpotassiumYdependentLtranscriptomeLofLsrabidopsisLrevealsLaLprominentLroleLofLjasmonicLacidL
inLnutrientLsignalingZLPlantkPhysiologyXL2004XLcehXLdgghYih 6.6 381

18 yraphYbasedLiterativeLyroupLsnalysisLenhancesLmicroarrayLinterpretationZLBMCkBioinformaticsXL2004
XLgXLcbb 3.6 68

17 äathogenesisLofLperoxisomalLdeficiencyLdisordersLTZellwegerLsyndromeULmayLbeLmediatedLbyL
misregulationLofLtheLystsergicLsystemLviaLtheLdiazepamLbindingLinhibitorZLBMCkPediatricsXL2004XLfXLg 2.6 11

16 ωankLproductslLaLsimpleXLyetLpowerfulXLnewLmethodLtoLdetectLdifferentiallyLregulatedLgenesLinL
replicatedLmicroarrayLexperimentsZLFEBSkLettersXL2004XLgieXLjeYkd 3.8 1155

15 IterativeLyroupLsnalysisLTiysUlLaLsimpleLtoolLtoLenhanceLsensitivityLandLfacilitateLinterpretationLofL
microarrayLexperimentsZLBMCkBioinformaticsXL2004XLgXLef 3.6 109

14 ulosingLtheLgaplLidentificationLofLhumanLeYketosteroidLreductaseXLtheLlastLunknownLenzymeLofL
mammalianLcholesterolLbiosynthesisZLMolecularkEndocrinologyXL2003XLciXLcicgYdg 104

13 IsopentenylYdiphosphateLisomerasesLinLhumanLandLmouselLevolutionaryLanalysisLofLaLmammalianL
geneLduplicationZLJournalkofkMolecularkEvolutionXL2003XLgiXLdjdYkc 3.1 9

12 wmbryonicLexpressionLofLcholesterogenicLgenesLisLrestrictedLtoLdistinctLdomainsLandLcolocalizesL
withLapoptoticLregionsLinLmiceZLMolecularkBrainkResearchXL2003XLccgXLjiYkd 15

11 ”ossLofLcompartmentalizationLcausesLmisregulationLofLlysineLbiosynthesisLinLperoxisomeYdeficientL
yeastLcellsZLEukaryotickCellXL2002XLcXLkijYjh 25

10 sLsecondLgeneLforLperoxisomalLz–yYuosLreductaseqLsLgenomicLreassessmentZLJournalkofkLipidk
ResearchXL2002XLfeXLdbecYh 6.3 16

9 StructureYbasedLphylogeneticLanalysisLofLshortYchainLalcoholLdehydrogenasesLandLreclassificationL
ofLtheLcibetaYhydroxysteroidLdehydrogenaseLfamilyZLMolecularkBiologykandkEvolutionXL2001XLcjXLdcgfYhc8.3 27

8 wvolutionLofLcibetaYzSvLtypeLfXLaLmultifunctionalLproteinLofLbetaYoxidationZLMolecularkandkCellulark
EndocrinologyXL2001XLcicXLdbgYcb 4.4 49

7 cibetaYhydroxysteroidLdehydrogenaseLtypeLiYYanLancientLeYketosteroidLreductaseLofL
cholesterogenesisZLMolecularkandkCellularkEndocrinologyXL2001XLcicXLckkYdbf 4.4 48

6 ähytoestrogensLinhibitLhumanLcibetaYhydroxysteroidLdehydrogenaseLtypeLgZLMolecularkandkCellulark
EndocrinologyXL2001XLcicXLcgcYhd 4.4 116
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5 wxpressionLofL–uscarinicLωeceptorLTypesLinLtheLärimateLßvaryLandLwvidenceLforLNonneuronalL
scetylcholineLSynthesisZLJournalkofkClinicalkEndocrinologykandkMetabolismXL2001XLjhXLefkYegf 5.6 49

4 ßriginLofLtheLpairedLdomainZLDevelopmentkGeneskandkEvolutionXL2000XLdcbXLhffYgb 1.8 52

3 veterminationLofLcvNsXLgeneLstructureLandLchromosomalLlocalizationLofLtheLnovelLhumanL
cibetaYhydroxysteroidLdehydrogenaseLtypeLiTcUZLFEBSkLettersXL1999XLfhbXLeieYk 3.8 91

2 sLtsωußvwYtsSwvLäzY”ßywNwTIuLSusxxß”vLxßωLXYSTIuUSLsNvLITSLωw”sTIVwSLTsωsNwswlL
Tzß–ISIvswlLußωIsωsuzNINIUZLEcologicakMontenegrinaXdbXLckjYdbh 0.7 3

1 uodonyenielLoptimisedLambiguousLcodonLdesignLtoolsZLPeerJkComputerkScienceXeXLecdb 2.7 9
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