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61 wxplicitLconsiderationLofLtopologicalLandLparameterLuncertaintyLgivesLnewLinsightsLintoLaL
wellYestablishedLmodelLofLglycolysisZLFEBSkJournalXL2013XLdjbXLfhfbYgc 5.7 12

60
IntegratedLärobabilisticLsnnotationlLsLtayesianYtasedLsnnotationL–ethodLforL–etabolomicL
ärofilesLIntegratingLtiochemicalLuonnectionsXLIsotopeLäatternsXLandLsdductLωelationshipsZL
AnalyticalkChemistryXL2019XLkcXLcdikkYcdjbi

7.8 11

(2019-2010)
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59 ähysiologicalLsdaptationLofLtheLtacteriumL”actococcusLlactisLinLωesponseLtoLtheLäroductionLofL
zumanLuxTωZLMolecularkandkCellularkProteomicsXL2011XLcbXL–bbbbgdY–uädbb 7.6 11

58 ähysiologicalLadaptationLofLtheLbacteriumL”actococcusLlactisLinLresponseLtoLtheLproductionLofL
humanLuxTωZLMolecularkandkCellularkProteomicsXL2011XLcbXL–bbbbgd–uädbb 7.6 11

57 sLverificationLprotocolLforLtheLprobeLsequencesLofLsffymetrixLgenomeLarraysLrevealsLhighLprobeL
accuracyLforLstudiesLinLmouseXLhumanLandLratZLBMCkBioinformaticsXL2007XLjXLced 3.6 11

56 äathogenesisLofLperoxisomalLdeficiencyLdisordersLTZellwegerLsyndromeULmayLbeLmediatedLbyL
misregulationLofLtheLystsergicLsystemLviaLtheLdiazepamLbindingLinhibitorZLBMCkPediatricsXL2004XLfXLg 2.6 11

55 IncorporatingLpeakLgroupingLinformationLforLalignmentLofLmultipleLliquidLchromatographyYmassL
spectrometryLdatasetsZLBioinformaticsXL2015XLecXLckkkYdbbh 7.2 10

54 zostLSystemsLforLtheLäroductionLofLωecombinantLSpiderLSilkZLTrendskinkBiotechnologyXL2021XLekXLghbYgie 15.1 10

53 wxploringLnovelLbacterialLterpeneLsynthasesZLPLoSkONEXL2020XLcgXLebdedddb 3.7 9

52 IsopentenylYdiphosphateLisomerasesLinLhumanLandLmouselLevolutionaryLanalysisLofLaLmammalianL
geneLduplicationZLJournalkofkMolecularkEvolutionXL2003XLgiXLdjdYkc 3.1 9

51 tiologicalLmasterLgameslLusingLbiologistsSLreasoningLtoLguideLalgorithmLdevelopmentLforL
integratedLfunctionalLgenomicsZLOMICSkAkJournalkofkIntegrativekBiologyXL2005XLkXLddgYed 3.8 9

50 tioengineeringLhorizonLscanLdbdbZLELifeXL2020XLkXL 8.9 9

49 uodonyenielLoptimisedLambiguousLcodonLdesignLtoolsZLPeerJkComputerkScienceXeXLecdb 2.7 9

48 vefiningLinformativeLpriorsLforLensembleLmodelingLinLsystemsLbiologyZLNaturekProtocolsXL2018XLceXLdhfeYdhhe18.8 9

47 TheLeffectLofLterminalLglobularLdomainsLonLtheLresponseLofLrecombinantLminiYspidroinsLtoLfiberL
spinningLtriggersZLScientifickReportsXL2020XLcbXLcbhic 4.9 8

46 –etabolomicLSystemsLtiologyLofLärotozoanLäarasitesL2012XLieYjf 8

45 sLcircuitLmodelLofLtheLtemporalLpatternLgeneratorLofLuaenorhabditisLeggYlayingLbehaviorZLBMCk
SystemskBiologyXL2010XLfXLjc 3.5 7

44 snLIntroductionLtoLtio–odelLwngineeringXLIllustratedLforLSignalLTransductionLäathwaysZLLecturek
NoteskinkComputerkScienceXL2009XLceYdj 0.9 7

43 designyylLanLωYpackageLandLwebLtoolLforLtheLoptimalLdesignLofLgeneticalLgenomicsLexperimentsZL
BMCkBioinformaticsXL2009XLcbXLcjj 3.6 6

42 snalysisLofLTilingL–icroarrayLvataLbyL”earningLVectorLγuantizationLandLωelevanceL”earningL2007XLjjbYjjk 6
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41 SYNtIßuzw–LSyntheticLtiologyLωesearchLuentreXL–anchesterLYLsLU“LfoundryLforLfineLandLspecialityL
chemicalsLproductionZLSynthetickandkSystemskBiotechnologyXL2016XLcXLdicYdig 4.2 5

40 ärosecutorlLparameterYfreeLinferenceLofLgeneLfunctionLforLprokaryotesLusingLvNsLmicroarrayLdataXL
genomicLcontextLandLmultipleLgeneLannotationLsourcesZLBMCkGenomicsXL2008XLkXLfkg 4.5 5

39 tiomodelLwngineeringLâ��LxromLStructureLtoLtehaviorZLLecturekNoteskinkComputerkScienceXL2010XLcYcd 0.9 5

38 –ultiYßmicsLsnalysisLofLtheLwffectLofLcs–äLonLsctinorhodinLäroductionLinZLFrontierskink
BioengineeringkandkBiotechnologyXL2020XLjXLgkgggd 5.8 5

37 SYNtIßuzw–YaLSyntioLfoundryLforLtheLbiosynthesisLandLsustainableLproductionLofLfineLandL
specialityLchemicalsZLBiochemicalkSocietykTransactionsXL2016XLffXLhigYi 5.1 5

36 TheLevolvingLartLofLcreatingLgeneticLdiversitylLxromLdirectedLevolutionLtoLsyntheticLbiologyZL
BiotechnologykAdvancesXL2021XLgbXLcbiihd 17.8 5

35 TheLsiliconLtrypanosomelLaLtestLcaseLofLiterativeLmodelLextensionLinLsystemsLbiologyZLAdvanceskink
MicrobialkPhysiologyXL2014XLhfXLccgYfe 4.4 4

34 SelectionLofLaLhighlyLinvasiveLneuroblastomaLcellLpopulationLthroughLlongYtermLhumanL
cytomegalovirusLinfectionZLOncogenesisXL2012XLcXLecb 6.6 4

33 xeatureLSelectionLandLtheLulassLImbalanceLäroblemLinLäredictingLäroteinLxunctionLfromLSequenceL
2005XLfXLckg 4

32 ähantomLspiderslLnotesLonLdubiousLspiderLspeciesLfromLwuropeZLArachnologischekMitteilungenXL2015
XLgbXLhgYjb 0.4 4

31
spexLpeptideLelutionLchainLselectionlLaLnewLstrategyLforLselectingLprecursorsLinL
dvY”uY–s”vIYTßxaTßxLexperimentsLonLcomplexLbiologicalLsamplesZLJournalkofkProteomekResearchXL
2010XLkXLgkddYj

5.6 3

30 sLtsωußvwYtsSwvLäzY”ßywNwTIuLSusxxß”vLxßωLXYSTIuUSLsNvLITSLωw”sTIVwSLTsωsNwswlL
Tzß–ISIvswlLußωIsωsuzNINIUZLEcologicakMontenegrinaXdbXLckjYdbh 0.7 3

29 ähantomLspidersLdlL–oreLnotesLonLdubiousLspiderLspeciesLfromLwuropeZLArachnologischek
MitteilungenXL2016XLgdXLgbYii 0.4 3

28
InvestigationLofLtheLeffectsLofLactinorhodinLbiosyntheticLgeneLclusterLexpressionLandLaLrpotLpointL
mutationLonLtheLmetabolomeLofLStreptomycesLcoelicolorL–ccfhZLJournalkofkBiosciencekandk
BioengineeringXL2021XLcecXLgdgYgeh

3.3 3

27 wfficientLlearningLinLmetabolicLpathwayLdesignsLthroughLoptimalLassemblingZLIFACzPapersOnLineXL
2019XLgdXLiYcd 0.7 3

26 TowardsLengineeringLandLproductionLofLartificialLspiderLsilkLusingLtoolsLofLsyntheticLbiologyZL
EngineeringkBiologyXL2020XLfXLcYh 1.1 3

25 vetectionLandLγuantificationLofLtutyrolactonesLfromLStreptomycesZLMethodskinkMolecularkBiologyXL
2018XLchieXLcciYcdj 1.4 3

24
TheLâ��ThreeLusâ��LofLNovelLsntibioticLviscoveryLandLäroductionLthroughLSyntheticLtiologylL
tiosyntheticLyeneLulustersXLzeterologousLuhassisXLandLSyntheticL–icrobialLuonsortiaZLAdvancedk
BiologyXL2018XLdXLcjbbbhf

3.5 2

(2018-2016)
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23 sLturningLpointLforLnaturalLproductLdiscoveryYYwSxYw–tßLresearchLconferencelLsyntheticLbiologyLofL
antibioticLproductionZLMolecularkMicrobiologyXL2012XLjeXLjjfYke 4.1 2

22 ärioritizingLorphanLproteinsLforLfurtherLstudyLusingLphylogenomicsLandLgeneLexpressionLprofilesLinL
StreptomycesLcoelicolorZLBMCkResearchkNotesXL2011XLfXLedg 2.3 2

21 InterspeciesLcomparisonLofLgeneLstructureLandLcomputationalLanalysisLofLgeneLregulationLofL
cibetaYhydroxysteroidLdehydrogenaseLtypeLcZLMolecularkandkCellularkEndocrinologyXL2006XLdfjXLchjYic 4.4 2

20 äublicLvNsLbarcodingLdataLresolveLtheLstatusLofLtheLgenusLsrboricariaLTsraneaelLynaphosidaeUZL
ArachnologischekMitteilungenXL2017XLgfXLdfYdi 0.4 2

19 uomputationalLmodellingLofLkinaseLsignallingLcascadesZLMethodskinkMolecularkBiologyXL2010XLhhcXLehkYjf 1.4 2

18 UnravellingLtheL˛‡YbutyrolactoneLnetworkLinLStreptomycesLcoelicolorLbyLcomputationalLensembleL
modellingZLPLoSkComputationalkBiologyXL2020XLchXLecbbjbek 5 2

17 tloodXLsweatXLandLtearslLextraterrestrialLregolithLbiocompositesLwithLbindersZLMaterialskTodaykBioXL
2021XLcdXLcbbceh 9.9 2

16 wffectLofLiTωsγLlabelingLonLtheLrelativeLabundanceLofLpeptideLfragmentLionsLproducedLbyL
–s”vIY–Sa–SZLJournalkofkProteomekResearchXL2012XLccXLfbffYgc 5.6 1

15 tayesianLspproachesLforL–assLSpectrometryYtasedL–etabolomicsL2011XLfhiYfih 1

14 SyntheticLbiologyLapproachesLtoLactinomyceteLstrainLimprovementZLFEMSkMicrobiologykLettersXL
2021XLehjXL 2.9 1

13 tsωußvwLTsXßNß–YLsTLTzwLywNUSL”wVw”ZLEcologicakMontenegrinaXL2019XLdcXLciYei 0.7 1

12 ωemarksLonLSynonymsLofLwuropean”arinioidesSpeciesLTsrachnidalLsraneaelLsraneidaeUZL
ArachnologyXL2015XLchXLebgYecb 0

11 ßutputLorderingLandLprioritisationLsystemLTßßäSUlLrankingLbiosyntheticLgeneLclustersLtoLenhanceL
bioactiveLmetaboliteLdiscoveryZLJournalkofkIndustrialkMicrobiologykandkBiotechnologyXL2018XLfgXLhcgYhck 4.2 0

10 SouthLwuropeanLspidersLfromLtheLvuffeyLcollectionLinLtheL–anchesterL–useumLTsrachnidalL
sraneaeUL2020XLcjXLeee 0

9 –ultiYomicsLStudyLofLälanobisporaLroseaXLäroducerLofLtheLThiopeptideLsntibioticLywddibsZL
MSystemsXL2021XLhXLebbefcdc 7.6 0

8 sdvancedL”uâ��–SLapplicationsLforLidentificationLandLquantificationLofLtheLmetabolomeL2015XLjfYke

7 SyntheticLtiologyLofLNaturalLäroductsL2014XLegiYehk

6 TheridionLzonulatumLThorellLcjkbXLaLseniorLsynonymLofLTheridionLzebrinusumLZhuLckkjZLActak
ArachnologicaXL2014XLheXLikYjd 0.1
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5 StoffwechselwegeLvomLωeiˆ�brettlLneueLsnsˆ⁄tzeLderLNaturstoffbiochemieZLBioSpektrumXL2013XLckXLebYed 0.1

4 wpigeanLSpidersLatLsbiskoLScientificLωesearchLStationLinLSwedishL”aplandLTsrachnidalLsraneaeUZL
ArachnologyXL2015XLchXLdjiYdke

3 SyntheticLtiologyLofLsntibioticLäroductionL2014XLcYdf

2 viscriminatingL–icrobialLSpeciesLUsingLäroteinLSequenceLäropertiesLandL–achineL”earningL2007XLjkbYjki

1 ”istLofLyermanLnamesLforLtheLspidersLofLyermanyLTsraneaeUZZLArachnologischekMitteilungenXL2020XL
gkXLej 0.4
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