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j Paper IF Citations

510 oHplatformHforHoncogenomicHreportingHandHinterpretationVVHNaturecCommunicationsTH2022THYaTHecd 17.4 1

509 wquqUoRuüHprecisionHmedicinehHfamilialHmattersHinHpancreaticHcancerVVHLancetcOncologyocTheTH2022TH
ZaTHZcUZd 21.7 2

508 üptimizationHofHmagneticHbeadUbasedHnucleicHacidHextractionHforHSoRSUqoVUZHtestingHusingHreadilyH
availableHreagentsVHJournalcofcVirologicalcMethodsTH2022THZggTHYYbaag 2.6 3

507 qombinatorialHandH achineHzearningHopproachesHforHwmprovedHSomaticHVariantHqallingHtromH
tormalinUtixedHαaraffinUsmbeddedHuenomeHSequenceHrataVVHFrontierscincGeneticsTH2022THYaTHfabedb 4.5

506 qlinicalHresponseHtoHnivolumabHinHanHwNwYUdeficientHpediatricHchordomaHcorrelatesHwithH
immunogenicHrecognitionHofHbrachyuryVVHNpjcPrecisioncOncologyTH2021THcTHYXa 9.8 2

505 sarlyUstageHeconomicHanalysisHofHresearchUbasedHcomprehensiveHgenomicHsequencingHforHadvancedH
cancerHcareVHJournalcofcCommunitycGeneticsTH2021THY 2.5 1

504 wntegrativeHmultiUomicHanalysisHrevealsHneurodevelopmentalHgeneHdysregulationHinHqwqUknockoutH
andHwrvYHmutantHcellsVHJournalcofcPathologyTH2021TH 9.4 1

503 RearrangementUmediatedHcisUregulatoryHalterationsHinHadvancedHpatientHtumorsHrevealHinteractionsH
withHtherapyVHCellcReportsTH2021THaeTHYYXXZa 10.6 0

502 αroteotranscriptomicHclassificationHandHcharacterizationHofHpancreaticHneuroendocrineHneoplasmsVH
CellcReportsTH2021THaeTHYXgfYe 10.6 3

501 TheHimpactHofH YqHandHpqzZHstructuralHvariantsHinHtumorsHofHrzpqzHmorphologyHandHmechanismsH
ofHfalseUnegativeH YqHwvqVHBloodTH2021THYaeTHZYgdUZZXf 2.2 5

500
svaluatingHgenomicHbiomarkersHassociatedHwithHresistanceHorHsensitivityHtoHchemotherapyHinH
patientsHwithHadvancedHbreastHandHcolorectalHcancerVHJournalcofcOncologycPharmacycPracticeTH2021TH
ZeTHYaeYUYafY

1.7 1

499 TheHtranscriptionalHlandscapeHofHShhHmedulloblastomaVHNaturecCommunicationsTH2021THYZTHYebg 17.4 7

498 oHclinicalHtranscriptomeHapproachHtoHpatientHstratificationHandHtherapyHselectionHinHacuteHmyeloidH
leukemiaVHNaturecCommunicationsTH2021THYZTHZbeb 17.4 10

497 vumanHplacentalHcytotrophoblastHepigenomeHdynamicsHoverHgestationHandHalterationsHinHplacentalH
diseaseVHDevelopmentalcCellTH2021THcdTHYZafUYZcZVec 10.2 7

496 oHScalableHStrandUSpecificHαrotocolHsnablingHtullUzengthHTotalHRNoHSequencingHtromHSingleHqellsVH
FrontierscincGeneticsTH2021THYZTHddcfff 4.5 1

495 qlinicalHandHcostHoutcomesHfollowingHgenomicsUinformedHtreatmentHforHadvancedHcancersVHCancerc
MedicineTH2021THYXTHcYaYUcYbX 4.8 3

494 qlonalHfitnessHinferredHfromHtimeUseriesHmodellingHofHsingleUcellHcancerHgenomesVHNatureTH2021THcgcTHcfcUcgX50.4 10
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493 UncoveringHqlinicallyHRelevantHueneHtusionsHwithHwntegratedHuenomicHandHTranscriptomicHαrofilingH
ofH etastaticHqancersVHClinicalcCancercResearchTH2021THZeTHcZZUcaY 12.9 4

492 WholeUslideHlaserHmicrodissectionHforHtumourHenrichmentVHJournalcofcPathologyTH2021THZcaTHZZcUZaa 9.4 1

491 relvingHintoHsarlyUonsetHαancreaticHructalHodenocarcinomahHvowHroesHogeHtitHwnmVHClinicalcCancerc
ResearchTH2021THZeTHZbdUZcb 12.9 4

490 uenomeHandHTranscriptomeHpiomarkersHofHResponseHtoHwmmuneHqheckpointHwnhibitorsHinHodvancedH
SolidHTumorsVHClinicalcCancercResearchTH2021THZeTHZXZUZYZ 12.9 19

489 SubtypeUriscordantHαancreaticHructalHodenocarcinomaHTumorsHShowHwntermediateHqlinicalHandH
 olecularHqharacteristicsVHClinicalcCancercResearchTH2021THZeTHYcXUYce 12.9 8

488  atchingHmethodsHinHprecisionHoncologyhHonHintroductionHandHillustrativeHexampleVHMolecularc
Geneticsciamp;cGenomiccMedicineTH2021THgTHeYccb 2.3 3

487  olecularHattributesHunderlyingHcentralHnervousHsystemHandHsystemicHrelapseHinHdiffuseHlargeHpUcellH
lymphomaVHHaematologicaTH2021THYXdTHYbddUYbeY 6.6 4

486 uradientHofHrevelopmentalHandHwnjuryHResponseHtranscriptionalHstatesHdefinesHfunctionalH
vulnerabilitiesHunderpinningHglioblastomaHheterogeneityVVHNaturecCancerTH2021THZTHYceUYea 15.4 31

485 NTRyZHtusionHdrivenHpediatricHglioblastomahHwdentificationHofHoncogenicHrriversHviaHintegrativeH
uenomeHandHtranscriptomeHprofilingVHClinicalcCasecReportsckdiscontinuedlTH2021THgTHYbeZUYbee 0.7 2

484  egabaseUscaleHmethylationHphasingHusingHnanoporeHlongHreadsHandHNano ethαhaseVHGenomec
BiologyTH2021THZZTHdf 18.3 9

483 TumorHinfiltratingHneutrophilsHandHglandHformationHpredictHoverallHsurvivalHandHmolecularH
subgroupsHinHpancreaticHductalHadenocarcinomaVHCancercMedicineTH2021THYXTHYYccUYYdc 4.8 3

482 TumorHnecrosisHfactorHovercomesHimmuneHevasionHinHpcaUmutantHmedulloblastomaVHNaturec
NeuroscienceTH2020THZaTHfbZUfca 25.5 22

481 ValidationHofHtheHRvzaXHdigitalHgeneHexpressionHassayHasHaHprognosticHbiomarkerHforHrelapsedH
vodgkinHlymphomaVHBritishcJournalcofcHaematologyTH2020THYgXTHfdbUfdf 4.5 2

480 sndogenousHRetrovirusHTranscriptHzevelsHoreHossociatedHwithHwmmunogenicHSignaturesHinH ultipleH
 etastaticHqancerHTypesVHMolecularcCancercTherapeuticsTH2020THYgTHYffgUYfge 6.1 3

479 ueneticHandHevolutionaryHpatternsHofHtreatmentHresistanceHinHrelapsedHpUcellHlymphomaVHBloodc
AdvancesTH2020THbTHZffdUZfgf 7.8 24

478 wmprovedHstructuralHvariantHinterpretationHforHhereditaryHcancerHsusceptibilityHusingHlongUreadH
sequencingVHGeneticscincMedicineTH2020THZZTHYfgZUYfge 8.1 15

477
wntegrationHofHWholeUuenomeHSequencingHWithHqirculatingHTumorHrNoHonalysisHqapturesHqlonalH
svolutionHandHTumorHveterogeneityHinHNonUVdXXHpRotH utantHqolorectalHqancerVHClinicalc
ColorectalcCancerTH2020THYgTHYaZUYadVea

3.8 1

476 T s aXoHlossUofUfunctionHmutationsHdriveHlymphomagenesisHandHconferHtherapeuticallyH
exploitableHvulnerabilityHinHpUcellHlymphomaVHNaturecMedicineTH2020THZdTHceeUcff 50.5 22
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475 TranscriptionHphenotypesHofHpancreaticHcancerHareHdrivenHbyHgenomicHeventsHduringHtumorH
evolutionVHNaturecGeneticsTH2020THcZTHZaYUZbX 36.3 148

474 tluorouracilHsensitivityHinHaHheadHandHneckHsquamousHcellHcarcinomaHwithHaHsomaticHstructuralH
variantVHJournalcofcPhysicalcEducationcandcSportscManagementTH2020THdTH 2.8 3

473 αatientHselectionHforHaHdevelopmentalHtherapeuticsHprogramHusingHwholeHgenomeHandH
TranscriptomeHanalysisVHInvestigationalcNewcDrugsTH2020THafTHYdXYUYdXb 4.3

472 αanUcancerHanalysisHofHwholeHgenomesVHNatureTH2020THcefTHfZUga 50.4 840

471 αanUcancerHanalysisHofHadvancedHpatientHtumorsHrevealsHinteractionsHbetweenHtherapyHandHgenomicH
landscapesVVHNaturecCancerTH2020THYTHbcZUbdf 15.4 34

470 wntegrativeHonalysisHofHSingleUqellHRNoUSeqHandHoToqUSeqHrataHacrossHTreatmentHTimeHαointsHinH
αediatricHo zVHBloodTH2020THYadTHZgUZg 2.2 0

469 qodingHandHnoncodingHdriversHofHmantleHcellHlymphomaHidentifiedHthroughHexomeHandHgenomeH
sequencingVHBloodTH2020THYadTHceZUcfb 2.2 19

468 olteredHueneHsxpressionHalongHtheHulycolysisUqholesterolHSynthesisHoxisHwsHossociatedHwithH
üutcomeHinHαancreaticHqancerVHClinicalcCancercResearchTH2020THZdTHYacUYbd 12.9 61

467 sstablishingHaHtrameworkHforHtheHqlinicalHTranslationHofHuermlineHtindingsHinHαrecisionHüncologyVH
JNCIcCancercSpectrumTH2020THbTHpkaaXbc 4.6 0

466 uliomaUderivedHwzUaaHorchestratesHanHinflammatoryHbrainHtumorHmicroenvironmentHthatHacceleratesH
gliomaHprogressionVHNaturecCommunicationsTH2020THYYTHbgge 17.4 42

465 spigenomicHprogrammingHinHearlyHfetalHbrainHdevelopmentVHEpigenomicsTH2020THYZTHYXcaUYXeX 4.4 2

464 onalysisHofHUgandanHcervicalHcarcinomasHidentifiesHhumanHpapillomavirusHcladeUspecificHepigenomeH
andHtranscriptomeHlandscapesVHNaturecGeneticsTH2020THcZTHfXXUfYX 36.3 17

463 SingleUcellHanalysisHofHRüR˛–HtracerHmouseHlungHrevealsHwzqHprogenitorsHandHeffectorHwzqZHsubsetsVH
JournalcofcExperimentalcMedicineTH2020THZYeTH 16.6 37

462 TRw ZcHpromotesHqapicuaHdegradationHindependentlyHofHsRyHinHtheHabsenceHofHoTXNYzVHBMCc
BiologyTH2020THYfTHYcb 7.3 1

461
qomprehensiveHgenomicHprofilingHofHglioblastomaHtumorsTHpTwqsTHandHxenograftsHrevealsHstabilityH
andHadaptationHtoHgrowthHenvironmentsVHProceedingscofcthecNationalcAcademycofcSciencescofcthec
UnitedcStatescofcAmericaTH2019THYYdTHYgXgfUYgYXf

11.5 23

460  olecularHandHueneticHqharacterizationHofH vqHreficiencyHwdentifiesHsZvZHasHTherapeuticHTargetH
forHsnhancingHwmmuneHRecognitionVHCancercDiscoveryTH2019THgTHcbdUcda 24.4 123

459
oHdistinctHneurodevelopmentalHsyndromeHwithHintellectualHdisabilityTHautismHspectrumHdisorderTH
characteristicHfaciesTHandHmacrocephalyHisHcausedHbyHdefectsHinHqvrfVHJournalcofcHumancGeneticsTH
2019THdbTHZeYUZfX

4.3 20

458 wntegrativeHgenomicHanalysisHofHmatchedHprimaryHandHmetastaticHpediatricHosteosarcomaVHJournalcofc
PathologyTH2019THZbgTHaYgUaaY 9.4 19
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457 uenomicHcharacterizationHofHaHwellUdifferentiatedHgradeHaHpancreaticHneuroendocrineHtumorVH
JournalcofcPhysicalcEducationcandcSportscManagementTH2019THcTH 2.8 8

456 ueneHtusionsHoreHRecurrentTHqlinicallyHoctionableHueneHRearrangementsHinHWildUTypeHαancreaticH
ructalHodenocarcinomaVHClinicalcCancercResearchTH2019THZcTHbdebUbdfY 12.9 63

455 qapicuaHregulatesHneuralHstemHcellHproliferationHandHlineageHspecificationHthroughHcontrolHofHstsH
factorsVHNaturecCommunicationsTH2019THYXTHZXXX 17.4 20

454 qhildhoodHcerebellarHtumoursHmirrorHconservedHfetalHtranscriptionalHprogramsVHNatureTH2019THceZTHdeUea50.4 149

453 opplicationHofHaHNeuralHNetworkHWholeHTranscriptomeUpasedHαanUqancerH ethodHforHriagnosisHofH
αrimaryHandH etastaticHqancersVHJAMAcNetworkcOpenTH2019THZTHeYgZcge 10.4 25

452 wntratumoralHueneticHandHtunctionalHveterogeneityHinHαediatricHulioblastomaVHCancercResearchTH
2019THegTHZYYYUZYZa 10.1 14

451
paseHexcisionHrepairHdeficiencyHsignaturesHimplicateHgermlineHandHsomaticHaberrationsHinHpancreaticH
ductalHadenocarcinomaHandHbreastHcancerHoncogenesisVHJournalcofcPhysicalcEducationcandcSportsc
ManagementTH2019THcTH

2.8 17

450 roubleUvitHueneHsxpressionHSignatureHrefinesHaHristinctHSubgroupHofHuerminalHqenterHpUqellUzikeH
riffuseHzargeHpUqellHzymphomaVHJournalcofcClinicalcOncologyTH2019THaeTHYgXUZXY 2.2 137

449 oHhighUthroughputHprotocolHforHisolatingHcellUfreeHcirculatingHtumorHrNoHfromHperipheralHbloodVH
BioTechniquesTH2019THddTHfcUgZ 2.5 7

448 TranscriptomicHanalysisHofHqwqHandHoTXNYzHrevealHaHfunctionalHrelationshipHexploitedHbyHcancerVH
OncogeneTH2019THafTHZeaUZgX 9.2 23

447 TheHpivotalHroleHofHsamplingHrecurrentHtumorsHinHtheHprecisionHcareHofHpatientsHwithHtumorsHofHtheH
centralHnervousHsystemVHJournalcofcPhysicalcEducationcandcSportscManagementTH2019THcTH 2.8 4

446 TheHuenomeHofHtheHStellerHSeaHzionHPQVHGenesTH2019THYXTH 4.2 3

445 wntegrativeHgenomicHanalysisHidentifiesHkeyHpathogenicHmechanismsHinHprimaryHmediastinalHlargeH
pUcellHlymphomaVHBloodTH2019THYabTHfXZUfYa 2.2 41

444 vighUresolutionHstructuralHgenomicsHrevealsHnewHtherapeuticHvulnerabilitiesHinHglioblastomaVH
GenomecResearchTH2019THZgTHYZYYUYZZZ 9.7 31

443 TherapeuticHwmplicationHofHuenomicHzandscapeHofHodultH etastaticHSarcomaVVHJCOcPrecisionc
OncologyTH2019THaTHYUZc 3.6 5

442 qomparativeHTumorHRNoHSequencingHonalysisHforHrifficultUtoUTreatHαediatricHandHYoungHodultH
αatientsHWithHqancerVHJAMAcNetworkcOpenTH2019THZTHeYgYagdf 10.4 22

441 svaluationHofHprotocolsHforHrRNoHdepletionUbasedHRNoHsequencingHofHnanogramHinputsHofH
mammalianHtotalHRNoVHPLoScONETH2019THYbTHeXZZbcef 3.7 6

440 wdentificationHandHonalysesHofHsxtraUqranialHandHqranialHRhabdoidHTumorH olecularHSubgroupsH
RevealHTumorsHwithHqytotoxicHTHqellHwnfiltrationVHCellcReportsTH2019THZgTHZaafUZacbVee 10.6 40
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439 qlonalHrecompositionHandHrNoHReplicationHStatesHrefinedHbyHScaledHSingleUqellHuenomeH
SequencingVHCellTH2019THYegTHYZXeUYZZYVeZZ 56.2 73

438 RecurrentHnoncodingHUY´ snRNoHmutationsHdriveHcrypticHsplicingHinHSvvHmedulloblastomaVHNatureTH
2019THcebTHeXeUeYY 50.4 78

437 SourcesHofHerroneousHsequencesHandHartifactHchimericHreadsHinHnextHgenerationHsequencingHofH
genomicHrNoHfromHformalinUfixedHparaffinUembeddedHsamplesVHNucleiccAcidscResearchTH2019THbeTHeYZ 20.1 33

436 uenomeUwideHdiscoveryHofHsomaticHcodingHandHnoncodingHmutationsHinHpediatricHendemicHandH
sporadicHpurkittHlymphomaVHBloodTH2019THYaaTHYaYaUYaZb 2.2 75

435 qlinicalHoutcomesHafterHwholeUgenomeHsequencingHinHpatientsHwithHmetastaticHnonUsmallUcellHlungH
cancerVHJournalcofcPhysicalcEducationcandcSportscManagementTH2019THcTH 2.8 2

434 oHvematogenousHRouteHforH edulloblastomaHzeptomeningealH etastasesVHCellTH2018THYeZTHYXcXUYXdZVeYb56.2 46

433
 olecularHcharacterizationHofHUamplifiedHcolorectalHcancerHidentifiesHpotentialHmechanismsHofH
resistanceHtoHtargetedHtherapieshHaHreportHofHtwoHinstructiveHcasesVHJournalcofcPhysicalcEducationcandc
SportscManagementTH2018THbTH

2.8 9

432
ossessmentHofHqaptureHandHompliconUpasedHopproachesHforHtheHrevelopmentHofHaHTargetedH
NextUuenerationHSequencingHαipelineHtoHαersonalizeHzymphomaH anagementVHJournalcofcMolecularc
DiagnosticsTH2018THZXTHZXaUZYb

5.1 42

431 opplicationHofHgenomicsHtoHidentifyHtherapeuticHtargetsHinHrecurrentHpediatricHpapillaryHthyroidH
carcinomaVHJournalcofcPhysicalcEducationcandcSportscManagementTH2018THbTH 2.8 13

430
αersonalizedHoncogenomicHanalysisHofHmetastaticHadenoidHcysticHcarcinomahHusingHwholeUgenomeH
sequencingHtoHinformHclinicalHdecisionUmakingVHJournalcofcPhysicalcEducationcandcSportscManagement
TH2018THbTH

2.8 14

429 onHwntegratedHTquoHαanUqancerHqlinicalHrataHResourceHtoHrriveHvighUβualityHSurvivalHüutcomeH
onalyticsVHCellTH2018THYeaTHbXXUbYdVeYY 56.2 1072

428 qomprehensiveHqharacterizationHofHqancerHrriverHuenesHandH utationsVHCellTH2018THYeaTHaeYUafcVeYf 56.2 854

427 qellUofUüriginHαatternsHrominateHtheH olecularHqlassificationHofHYXTXXXHTumorsHfromHaaHTypesHofH
qancerVHCellTH2018THYeaTHZgYUaXbVed 56.2 888

426 oHαanUqancerHonalysisHofHsnhancerHsxpressionHinHNearlyHgXXXHαatientHSamplesVHCellTH2018THYeaTHafdUaggVeYZ56.2 133

425 αerspectiveHonHüncogenicHαrocessesHatHtheHsndHofHtheHpeginningHofHqancerHuenomicsVHCellTH2018TH
YeaTHaXcUaZXVeYX 56.2 166

424  achineHzearningHwdentifiesHStemnessHteaturesHossociatedHwithHüncogenicHredifferentiationVHCellTH
2018THYeaTHaafUacbVeYc 56.2 560

423 üncogenicHSignalingHαathwaysHinHTheHqancerHuenomeHotlasVHCellTH2018THYeaTHaZYUaaeVeYX 56.2 1124

422 αathogenicHuermlineHVariantsHinHYXTafgHodultHqancersVHCellTH2018THYeaTHaccUaeXVeYb 56.2 342
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421 SomaticH utationalHzandscapeHofHSplicingHtactorHuenesHandHTheirHtunctionalHqonsequencesHacrossH
aaHqancerHTypesVHCellcReportsTH2018THZaTHZfZUZgdVeb 10.6 188

420 rriverHtusionsHandHTheirHwmplicationsHinHtheHrevelopmentHandHTreatmentHofHvumanHqancersVHCellc
ReportsTH2018THZaTHZZeUZafVea 10.6 235

419 uenomicTHαathwayHNetworkTHandHwmmunologicHteaturesHristinguishingHSquamousHqarcinomasVHCellc
ReportsTH2018THZaTHYgbUZYZVed 10.6 146

418 αanUqancerHonalysisHofHlncRNoHRegulationHSupportsHTheirHTargetingHofHqancerHuenesHinHsachHTumorH
qontextVHCellcReportsTH2018THZaTHZgeUaYZVeYZ 10.6 147

417 TheHqancerHuenomeHotlasHqomprehensiveH olecularHqharacterizationHofHRenalHqellHqarcinomaVHCellc
ReportsTH2018THZaTHaYaUaZdVec 10.6 295

416 SpatialHürganizationHandH olecularHqorrelationHofHTumorUwnfiltratingHzymphocytesHUsingHreepH
zearningHonHαathologyHwmagesVHCellcReportsTH2018THZaTHYfYUYgaVee 10.6 366

415 TheHwmmuneHzandscapeHofHqancerVHImmunityTH2018THbfTHfYZUfaXVeYb 32.3 1754

414  achineHzearningHretectsHαanUcancerHRasHαathwayHoctivationHinHTheHqancerHuenomeHotlasVHCellc
ReportsTH2018THZaTHYeZUYfXVea 10.6 66

413 wntegratedHuenomicHonalysisHofHtheHUbiquitinHαathwayHacrossHqancerHTypesVHCellcReportsTH2018THZaTHZYaUZZdVea10.6 56

412 uenomicHandH olecularHzandscapeHofHrNoHramageHRepairHreficiencyHacrossHTheHqancerHuenomeH
otlasVHCellcReportsTH2018THZaTHZagUZcbVed 10.6 405

411  olecularHqharacterizationHandHqlinicalHRelevanceHofH etabolicHsxpressionHSubtypesHinHvumanH
qancersVHCellcReportsTH2018THZaTHZccUZdgVeb 10.6 112

410 SystematicHonalysisHofHSpliceUSiteUqreatingH utationsHinHqancerVHCellcReportsTH2018THZaTHZeXUZfYVea 10.6 121

409 TheHwntegratedHuenomicHzandscapeHofHThymicHspithelialHTumorsVHCancercCellTH2018THaaTHZbbUZcfVeYX 24.3 150

408 ScalableHüpenHScienceHopproachHforH utationHqallingHofHTumorHsxomesHUsingH ultipleHuenomicH
αipelinesVHCellcSystemsTH2018THdTHZeYUZfYVee 10.6 320

407 αanUcancerHolterationsHofHtheH YqHüncogeneHandHwtsHαroximalHNetworkHacrossHtheHqancerHuenomeH
otlasVHCellcSystemsTH2018THdTHZfZUaXXVeZ 10.6 159

406 lncRNoHspigeneticHzandscapeHonalysisHwdentifiesHsαwqYHasHanHüncogenicHlncRNoHthatHwnteractsHwithH
 YqHandHαromotesHqellUqycleHαrogressionHinHqancerVHCancercCellTH2018THaaTHeXdUeZXVeg 24.3 275

405 uenomicHandHtunctionalHopproachesHtoHUnderstandingHqancerHoneuploidyVHCancercCellTH2018THaaTHdedUdfgVea24.3 377

404 qomparativeH olecularHonalysisHofHuastrointestinalHodenocarcinomasVHCancercCellTH2018THaaTHeZYUeacVef 24.3 228

(2018-2018)
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403 oHqomprehensiveHαanUqancerH olecularHStudyHofHuynecologicHandHpreastHqancersVHCancercCellTH2018
THaaTHdgXUeXcVeg 24.3 277

402 WholeHgenomeHandHwholeHtranscriptomeHgenomicHprofilingHofHaHmetastaticHeccrineHporocarcinomaVH
NpjcPrecisioncOncologyTH2018THZTHf 9.8 11

401 üpposingHsffectsHofHqRsppαH utationsHuovernHtheHαhenotypeHofHRubinsteinUTaybiHSyndromeHandH
odultHSvvH edulloblastomaVHDevelopmentalcCellTH2018THbbTHeXgUeZbVed 10.2 25

400 qomprehensiveHonalysisHofHolternativeHSplicingHocrossHTumorsHfromHfTeXcHαatientsVHCancercCellTH
2018THabTHZYYUZZbVed 24.3 327

399 SpectrumHandHprevalenceHofHgeneticHpredispositionHinHmedulloblastomahHaHretrospectiveHgeneticH
studyHandHprospectiveHvalidationHinHaHclinicalHtrialHcohortVHLancetcOncologyocTheTH2018THYgTHefcUegf 21.7 159

398 wntegratedH olecularHqharacterizationHofHTesticularHuermHqellHTumorsVHCellcReportsTH2018THZaTHaagZUabXd10.6 200

397 TheHmolecularHlandscapeHofHpediatricHacuteHmyeloidHleukemiaHrevealsHrecurrentHstructuralH
alterationsHandHageUspecificHmutationalHinteractionsVHNaturecMedicineTH2018THZbTHYXaUYYZ 50.5 272

396
 olecularHcharacterizationHofHmetastaticHpancreaticHneuroendocrineHtumorsHPαNsTsQHusingH
wholeUgenomeHandHtranscriptomeHsequencingVHJournalcofcPhysicalcEducationcandcSportsc
ManagementTH2018THbTH

2.8 20

395 vighUresolutionHarchitectureHandHpartnerHgenesHofHrearrangementsHinHlymphomaHwithHrzpqzH
morphologyVHBloodcAdvancesTH2018THZTHZeccUZedc 7.8 38

394
TemporalHrynamicsHofHuenomicHolterationsHinHaHuermlineU utatedHαancreaticHqancerHWithHzowH
uenomicHwnstabilityHpurdenHbutHsxceptionalHResponseHtoHtluorouracilTHüxaliplatinTHzeucovorinTHandH
wrinotecanVHJCOcPrecisioncOncologyTH2018THZTH

3.6 0

393 qomparativeHRNoUSequencingHonalysisHpenefitsHaHαediatricHαatientHWithHRelapsedHqancerVHJCOc
PrecisioncOncologyTH2018THZTH 3.6 6

392 WholeUgenomeHandHtranscriptomeHprofilingHofHaHmetastaticHthyroidUlikeHfollicularHrenalHcellH
carcinomaVHJournalcofcPhysicalcEducationcandcSportscManagementTH2018THbTH 2.8 10

391 TheHuenomeHofHtheHNorthHomericanHprownHpearHorHurizzlyhHUrsusHarctosHsspVHhorribilisVHGenesTH2018TH
gTH 4.2 13

390 uenomeUwideHdiscoveryHofHsomaticHregulatoryHvariantsHinHdiffuseHlargeHpUcellHlymphomaVHNaturec
CommunicationsTH2018THgTHbXXY 17.4 64

389 oHαanUqancerHonalysisHRevealsHvighUtrequencyHueneticHolterationsHinH ediatorsHofHSignalingHbyHtheH
TutU˛†HSuperfamilyVHCellcSystemsTH2018THeTHbZZUbaeVee 10.6 85

388 wntegrativeH olecularHqharacterizationHofH alignantHαleuralH esotheliomaVHCancercDiscoveryTH2018TH
fTHYcbfUYcdc 24.4 258

387 qomprehensiveH olecularHqharacterizationHofHtheHvippoHSignalingHαathwayHinHqancerVHCellcReportsTH
2018THZcTHYaXbUYaYeVec 10.6 152

386 TheHgeneticHbasisHandHcellHofHoriginHofHmixedHphenotypeHacuteHleukaemiaVHNatureTH2018THcdZTHaeaUaeg 50.4 140
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385 opTUfffHrestoresHsensitivityHinHtemozolomideHresistantHgliomaHcellsHandHxenograftsVHPLoScONETH
2018THYaTHeXZXZfdX 3.7 18

384 wntegratedHgenomicHandHmolecularHcharacterizationHofHcervicalHcancerVHNatureTH2017THcbaTHaefUafb 50.4 755

383 qomprehensiveH olecularHqharacterizationHofHαheochromocytomaHandHαaragangliomaVHCancercCellTH
2017THaYTHYfYUYga 24.3 350

382 SpatialHheterogeneityHinHmedulloblastomaVHNaturecGeneticsTH2017THbgTHefXUeff 36.3 80

381 uenomicHconsequencesHofHaberrantHrNoHrepairHmechanismsHstratifyHovarianHcancerHhistotypesVH
NaturecGeneticsTH2017THbgTHfcdUfdc 36.3 141

380 qomprehensiveHandHwntegrativeHuenomicHqharacterizationHofHvepatocellularHqarcinomaVHCellTH2017TH
YdgTHYaZeUYabYVeZa 56.2 1125

379
uenomicHprofilingHofHpelvicHgenitalHtypeHleiomyosarcomaHinHaHwomanHwithHaHgermlineHhcVYYXXdelqH
mutationHandHaHconcomitantHdiagnosisHofHmetastaticHinvasiveHductalHbreastHcarcinomaVHJournalcofc
PhysicalcEducationcandcSportscManagementTH2017THaTH

2.8 6

378 αyruvateHyinaseHwnhibitsHαroliferationHduringHαostnatalHqerebellarHNeurogenesisHandHSuppressesH
 edulloblastomaHtormationVHCancercResearchTH2017THeeTHaZYeUaZaX 10.1 32

377 WholeUgenomeHanalysisHrevealsHunexpectedHdynamicsHofHmutantHsubcloneHdevelopmentHinHaHpatientH
withHxoyZUVdYetUpositiveHchronicHmyeloidHleukemiaVHExperimentalcHematologyTH2017THcaTHbfUcf 3.1 13

376 ueneticHprofilingHofHandHinHdiffuseHlargeHpUcellHlymphomaHdeterminesHcellUofUoriginUspecificHclinicalH
impactVHBloodTH2017THYZgTHZedXUZeeX 2.2 82

375 wntegratedH olecularHqharacterizationHofHUterineHqarcinosarcomaVHCancercCellTH2017THaYTHbYYUbZa 24.3 210

374 qomparativeHtranscriptomeHanalysisHofHisogenicHcellHlineHmodelsHandHprimaryHcancersHlinksHcapicuaH
PqwqQHlossHtoHactivationHofHtheH oαyHsignallingHcascadeVHJournalcofcPathologyTH2017THZbZTHZXdUZZX 9.4 22

373 wntegrativeHuenomicHonalysisHofHqholangiocarcinomaHwdentifiesHristinctHwrvU utantH olecularH
αrofilesVHCellcReportsTH2017THYfTHZefXUZegb 10.6 247

372 TheHcostHandHcostHtrajectoryHofHwholeUgenomeHanalysisHguidingHtreatmentHofHpatientsHwithH
advancedHcancersVHMolecularcGeneticsciamp;cGenomiccMedicineTH2017THcTHZcYUZdX 2.3 30

371 wntegratedHgenomicHcharacterizationHofHoesophagealHcarcinomaVHNatureTH2017THcbYTHYdgUYec 50.4 965

370 qomprehensiveH olecularHqharacterizationHofH uscleUwnvasiveHpladderHqancerVHCellTH2017THYeYTHcbXUccdVeZc56.2 961

369 qarcinomaHexHpleomorphicHadenomahHcaseHreportHandHoptionsHforHsystemicHtherapyVHCurrentc
OncologyTH2017THZbTHeZcYUeZcb 2.8 8

368  icroRNoHsxpressionUpasedH odelHwndicatesHsventUtreeHSurvivalHinHαediatricHocuteH yeloidH
zeukemiaVHJournalcofcClinicalcOncologyTH2017THacTHagdbUagee 2.2 31

(2017-2018)
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367 oHqhildrenOsHüncologyHuroupHandHToRusTHinitiativeHexploringHtheHgeneticHlandscapeHofHWilmsH
tumorVHNaturecGeneticsTH2017THbgTHYbfeUYbgb 36.3 160

366 qlonalHexpansionHandHepigeneticHreprogrammingHfollowingHdeletionHorHamplificationHofHmutantVH
ProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaTH2017THYYbTHYXebaUYXebf11.5 78

365 wdentificationHofHuαqZHasHanHüncoproteinHandHqandidateHwmmunotherapeuticHTargetHinHvighURiskH
NeuroblastomaVHCancercCellTH2017THaZTHZgcUaXgVeYZ 24.3 100

364 retectionHandHgenomicHcharacterizationHofHaHmammaryUlikeHadenocarcinomaVHJournalcofcPhysicalc
EducationcandcSportscManagementTH2017THaTH 2.8 8

363 TheHwholeUgenomeHlandscapeHofHmedulloblastomaHsubtypesVHNatureTH2017THcbeTHaYYUaYe 50.4 472

362 wntegrativeHonalysisHwdentifiesHtourH olecularHandHqlinicalHSubsetsHinHUvealH elanomaVHCancercCellTH
2017THaZTHZXbUZZXVeYc 24.3 391

361 qharacterizationHofHtheHhumanHthyroidHepigenomeVHJournalcofcEndocrinologyTH2017THZacTHYcaUYdc 4.7 6

360 wntegratedHuenomicHqharacterizationHofHαancreaticHructalHodenocarcinomaVHCancercCellTH2017THaZTHYfcUZXaVeYa24.3 896

359 vomologousHRecombinationHreficiencyHandHαlatinumUpasedHTherapyHüutcomesHinHodvancedHpreastH
qancerVHClinicalcCancercResearchTH2017THZaTHecZYUecaX 12.9 82

358 qomprehensiveHandHwntegratedHuenomicHqharacterizationHofHodultHSoftHTissueHSarcomasVHCellTH2017TH
YeYTHgcXUgdcVeZf 56.2 451

357 qomprehensiveHwholeHgenomeHsequenceHanalysesHyieldsHnovelHgeneticHandHstructuralHinsightsHforH
wntellectualHrisabilityVHBMCcGenomicsTH2017THYfTHbXa 4.5 9

356 SuccessfulHtargetingHofHtheHNRuYHpathwayHindicatesHnovelHtreatmentHstrategyHforHmetastaticH
cancerVHAnnalscofcOncologyTH2017THZfTHaXgZUaXge 10.3 64

355 wncreasingHqualityTHthroughputHandHspeedHofHsampleHpreparationHforHstrandUspecificHmessengerHRNoH
sequencingVHBMCcGenomicsTH2017THYfTHcYc 4.5 6

354 TheHuenomeHofHtheHpelugaHWhaleHPrelphinapterusHleucasQVHGenesTH2017THfTH 4.2 28

353 TheHuenomeHofHtheHNorthernHSeaHütterHPsnhydraHlutrisHkenyoniQVHGenesTH2017THfTH 4.2 15

352 outomatedHhighHthroughputHnucleicHacidHpurificationHfromHformalinUfixedHparaffinUembeddedHtissueH
samplesHforHnextHgenerationHsequenceHanalysisVHPLoScONETH2017THYZTHeXYefeXd 3.7 13

351 oHsomaticHreferenceHstandardHforHcancerHgenomeHsequencingVHScientificcReportsTH2016THdTHZbdXe 4.9 39

350 TheHwnternationalHvumanHspigenomeHqonsortiumhHoHplueprintHforHScientificHqollaborationHandH
riscoveryVHCellTH2016THYdeTHYYbcUYYbg 56.2 232
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349 onalysisHofHNormalHvumanH ammaryHspigenomesHRevealsHqellUSpecificHoctiveHsnhancerHStatesHandH
ossociatedHTranscriptionHtactorHNetworksVHCellcReportsTH2016THYeTHZXdXUZXeb 10.6 72

348 uenomicHanalysesHidentifyHrecurrentH stZrHfusionsHinHacuteHlymphoblasticHleukaemiaVHNaturec
CommunicationsTH2016THeTHYaaaY 17.4 128

347
wntragenicHqNVsHforHepigeneticHregulatoryHgenesHinHintellectualHdisabilityhHSurveyHidentifiesH
pathogenicHandHbenignHsingleHexonHchangesVHAmericancJournalcofcMedicalcGeneticsocPartcATH2016TH
YeXTHZgYdUZgZd

2.5 11

346 sTVdUNTRyaHwsHsxpressedHinHaHSubsetHofHozyUNegativeHwnflammatoryH yofibroblasticHTumorsVH
AmericancJournalcofcSurgicalcPathologyTH2016THbXTHYXcYUdY 6.7 108

345 oroRYHoctivationHrrivesHzeukemiaHStemHqellHSelfURenewalHbyHwmpairingHzetUeHpiogenesisVHCellcStemc
CellTH2016THYgTHYeeUYgY 18 120

344 rNoHmethylationHinHadultHdiffuseHgliomasVHBriefingscincFunctionalcGenomicsTH2016THYcTHbgYUcXX 4.9 10

343 rivergentHclonalHselectionHdominatesHmedulloblastomaHatHrecurrenceVHNatureTH2016THcZgTHacYUe 50.4 206

342 zargeUscaleHprofilingHofHmicroRNosHforHTheHqancerHuenomeHotlasVHNucleiccAcidscResearchTH2016THbbTHea 20.1 85

341 TowardHαersonalizedHzymphomaHwmmunotherapyhHwdentificationHofHqommonHrriverH utationsH
RecognizedHbyHαatientHqrfSHTHqellsVHClinicalcCancercResearchTH2016THZZTHZZZdUad 12.9 17

340 uenomeUWideHαrofilesHofHsxtraUcranialH alignantHRhabdoidHTumorsHRevealHveterogeneityHandH
rysregulatedHrevelopmentalHαathwaysVHCancercCellTH2016THZgTHagbUbXd 24.3 81

339 αutativeHpRotHactivatingHfusionHinHaHmedullaryHthyroidHcancerVHJournalcofcPhysicalcEducationcandc
SportscManagementTH2016THZTHaXXXeZg 2.8 11

338  olecularHαrofilingHRevealsHpiologicallyHriscreteHSubsetsHandHαathwaysHofHαrogressionHinHriffuseH
uliomaVHCellTH2016THYdbTHccXUda 56.2 1140

337 qomprehensiveH olecularHqharacterizationHofHαapillaryHRenalUqellHqarcinomaVHNewcEnglandcJournalc
ofcMedicineTH2016THaebTHYacUbc 59.2 753

336 purkittHzymphomaHuenomeHSequencingHαrojectHPpzuSαQhHwntroductionVHBloodTH2016THYZfTHYedXUYedX 2.2 1

335 SequencingHStrategiesHtoHuuideHrecisionH akingHinHqancerHTreatmentVHPLoScMedicineTH2016THYaTHeYXXZYfg11.6 3

334 vistologicalHTransformationHandHαrogressionHinHtollicularHzymphomahHoHqlonalHsvolutionHStudyVH
PLoScMedicineTH2016THYaTHeYXXZYge 11.6 110

333  stZHtranscriptionHfactorshHdevelopmentalHregulatorsHandHemergingHcancerHgenesVHOncotargetTH
2016THeTHZZgeUaYZ 3.3 82

332  edulloblastomaUassociatedHrrXaHvariantHselectivelyHaltersHtheHtranslationalHresponseHtoHstressVH
OncotargetTH2016THeTHZfYdgUfZ 3.3 44

(2016-2016)
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331 miRUcXgUapHisHclinicallyHsignificantHandHstronglyHattenuatesHcellularHmigrationHandHmultiUcellularH
spheroidsHinHovarianHcancerVHOncotargetTH2016THeTHZcgaXUbf 3.3 39

330 SmallHmoleculeHepigeneticHscreenHidentifiesHnovelHsZvZHandHvroqHinhibitorsHthatHtargetH
glioblastomaHbrainHtumorUinitiatingHcellsVHOncotargetTH2016THeTHcgadXUcgaed 3.3 26

329 wmmunohistochemistryHforHNtZTHzoTSYWZTHandHYoαWToZHtailsHtoHSeparateHpenignHtromH alignantH
 esothelialHαroliferationsVHArchivescofcPathologycandcLaboratorycMedicineTH2016THYbXTHagY 5 12

328 TumourUsuppressorHmicroRNosHregulateHovarianHcancerHcellHphysicalHpropertiesHandHinvasiveH
behaviourVHOpencBiologyTH2016THdTH 7 24

327 TrackingHofHNormalHandH alignantHαrogenitorHqellHqycleHTransitHinHaHrefinedHNicheVHScientificc
ReportsTH2016THdTHZaffc 4.9 4

326 ResponseHtoHangiotensinHblockadeHwithHirbesartanHinHaHpatientHwithHmetastaticHcolorectalHcancerVH
AnnalscofcOncologyTH2016THZeTHfXYUd 10.3 27

325 rivergentHmodesHofHclonalHspreadHandHintraperitonealHmixingHinHhighUgradeHserousHovarianHcancerVH
NaturecGeneticsTH2016THbfTHecfUde 36.3 209

324  olecularHetiologyHofHanHindolentHlymphoproliferativeHdisorderHdeterminedHbyHwholeUgenomeH
sequencingVHJournalcofcPhysicalcEducationcandcSportscManagementTH2016THZTHaXXXdeg 2.8 1

323 qomprehensiveHαanUuenomicHqharacterizationHofHodrenocorticalHqarcinomaVHCancercCellTH2016THZgTHeZaUead24.3 324

322 ristinctHpatternsHofHsomaticHgenomeHalterationsHinHlungHadenocarcinomasHandHsquamousHcellH
carcinomasVHNaturecGeneticsTH2016THbfTHdXeUYd 36.3 613

321 qlinicalHimpactHofHmolecularHfeaturesHinHdiffuseHlargeHpUcellHlymphomaHandHfollicularHlymphomaVH
BloodTH2016THYZeTHYfYUd 2.2 19

320 qomprehensiveHcharacterizationHofHprogrammedHdeathHligandHstructuralHrearrangementsHinHpUcellH
nonUvodgkinHlymphomasVHBloodTH2016THYZfTHYZXdUYa 2.2 40

319 qStaRHmutationsHhaveHaHhighHdegreeHofHoverlapHwithHqspαoHmutationsHinHpediatricHo zVHBloodTH
2016THYZeTHaXgbUf 2.2 38

318 wnvestigationHofHαrUzYHpiomarkerHTestingH ethodsHforHαrUYHoxisHwnhibitionHinHNonUsquamousH
NonUsmallHqellHzungHqancerVHJournalcofcHistochemistrycandcCytochemistryTH2016THdbTHcfeUdXX 3.4 24

317 SignificanceHofHTαcaH utationHinHWilmsHTumorsHwithHriffuseHonaplasiahHoHReportHfromHtheH
qhildrenOsHüncologyHuroupVHClinicalcCancercResearchTH2016THZZTHccfZUccgY 12.9 49

316 spigeneticHandHtranscriptionalHdeterminantsHofHtheHhumanHbreastVHNaturecCommunicationsTH2015THdTHdacY17.4 44

315 qomprehensiveHmiRNoHsequenceHanalysisHrevealsHsurvivalHdifferencesHinHdiffuseHlargeHpUcellH
lymphomaHpatientsVHGenomecBiologyTH2015THYdTHYf 18.3 71

314 uenomicHqlassificationHofHqutaneousH elanomaVHCellTH2015THYdYTHYdfYUgd 56.2 1807
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313 qrossUcancerHprofilingHofHmolecularHalterationsHwithinHtheHhumanHautophagyHinteractionHnetworkVH
AutophagyTH2015THYYTHYddfUfe 10.2 89

312 αrecursorHStatesHofHprainHTumorHwnitiatingHqellHzinesHoreHαredictiveHofHSurvival´ inHXenograftsHandH
ossociatedHwithHulioblastomaHSubtypesVHStemcCellcReportsTH2015THcTHYUg 8 51

311 qomprehensiveTHwntegrativeHuenomicHonalysisHofHriffuseHzowerUuradeHuliomasVHNewcEnglandc
JournalcofcMedicineTH2015THaeZTHZbfYUgf 59.2 1828

310  stZpHmutationsHinHnonUvodgkinHlymphomaHdysregulateHcellHmigrationHbyHdecreasingH stZpH
targetHgeneHactivationVHNaturecCommunicationsTH2015THdTHegca 17.4 34

309 SüXgHmodulatesHtheHexpressionHofHkeyHtranscriptionHfactorsHrequiredHforHheartHvalveHdevelopmentVH
DevelopmentckCambridgelTH2015THYbZTHbabXUcX 6.6 37

308 TheH olecularHTaxonomyHofHαrimaryHαrostateHqancerVHCellTH2015THYdaTHYXYYUZc 56.2 1713

307
qombinedHserialHanalysisHofHgeneHexpressionHandHtranscriptionHfactorHbindingHsiteHpredictionH
identifiesHnovelUcandidateUtargetHgenesHofHNrZeYHinHneocortexHdevelopmentVHBMCcGenomicsTH2015TH
YdTHcbc

4.5 7

306 qomprehensiveH olecularHαortraitsHofHwnvasiveHzobularHpreastHqancerVHCellTH2015THYdaTHcXdUYg 56.2 1055

305 ReversionHtoHanHembryonicHalternativeHsplicingHprogramHenhancesHleukemiaHstemHcellHselfUrenewalVH
ProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaTH2015THYYZTHYcbbbUg 11.5 24

304 rynamicsHofHgenomicHclonesHinHbreastHcancerHpatientHxenograftsHatHsingleUcellHresolutionVHNatureTH
2015THcYfTHbZZUd 50.4 451

303 TheHgenomicHandHtranscriptomicHlandscapeHofHanaplasticHthyroidHcancerhHimplicationsHforHtherapyVH
BMCcCancerTH2015THYcTHgfb 4.8 44

302 onHRqüRYHlossUassociatedHgeneHexpressionHsignatureHidentifiesHaHprognosticallyHsignificantHrzpqzH
subgroupVHBloodTH2015THYZcTHgcgUdd 2.2 18

301 qellHofHoriginHofHtransformedHfollicularHlymphomaVHBloodTH2015THYZdTHZYYfUZe 2.2 60

300 uzwZHinhibitionHabrogatesHhumanHleukemiaHstemHcellHdormancyVHJournalcofcTranslationalcMedicineTH
2015THYaTHgf 8.5 66

299 RecurrentHgenomicHrearrangementsHinHprimaryHtesticularHlymphomaVHJournalcofcPathologyTH2015TH
ZadTHYadUbY 9.4 36

298  ultifocalHendometrioticHlesionsHassociatedHwithHcancerHareHclonalHandHcarryHaHhighHmutationH
burdenVHJournalcofcPathologyTH2015THZadTHZXYUg 9.4 92

297 TheHrrosophilaHTwαsHfamilyHmemberHSigmarHinteractsHwithHtheHSteZXUlikeHkinaseH isshapenHandH
modulatesHxNyHsignalingTHcytoskeletalHremodelingHandHautophagyVHBiologycOpenTH2015THbTHdeZUfb 2.2 10

296  zzTYHYsoTSHdomainHmutationsHinHclinicallyHdistinctiveHtavourableHvistologyHWilmsHtumoursVH
NaturecCommunicationsTH2015THdTHYXXYa 17.4 41

(2015-2015)
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295 wntegrativeHgenomicHanalysisHofHghostHcellHodontogenicHcarcinomaVHOralcOncologyTH2015THcYTHeeYUc 4.4 14

294 zessonsHlearnedHfromHtheHapplicationHofHwholeUgenomeHanalysisHtoHtheHtreatmentHofHpatientsHwithH
advancedHcancersVHJournalcofcPhysicalcEducationcandcSportscManagementTH2015THYTHaXXXceX 2.8 75

293 RecurrentHruqRfTHrRüSvoTHandHSwXHhomeodomainHmutationsHinHfavorableHhistologyHWilmsHtumorsVH
CancercCellTH2015THZeTHZfdUge 24.3 175

292 TheHReleaseHdHreferenceHsequenceHofHtheHrrosophilaHmelanogasterHgenomeVHGenomecResearchTH
2015THZcTHbbcUcf 9.7 222

291 zossHofHtheHNotchHeffectorHRpαxHpromotesHtumorigenesisVHJournalcofcExperimentalcMedicineTH2015TH
ZYZTHaeUcZ 16.6 39

290 wntermediateHrNoHmethylationHisHaHconservedHsignatureHofHgenomeHregulationVHNaturec
CommunicationsTH2015THdTHdada 17.4 67

289 wntegrativeHanalysisHofHYYYHreferenceHhumanHepigenomesVHNatureTH2015THcYfTHaYeUaX 50.4 3849

288  sNYHmutationsHinHvˆ…rthleHcellHPoncocyticQHthyroidHcarcinomaVHJournalcofcClinicalcEndocrinologycandc
MetabolismTH2015THYXXTHsdYYUc 5.6 17

287 qomprehensiveHgenomicHcharacterizationHofHheadHandHneckHsquamousHcellHcarcinomasVHNatureTH2015
THcYeTHcedUfZ 50.4 2332

286
qomprehensiveHSequenceHonalysisHofHRelapseHandHRefractoryHαediatricHocuteH yeloidHzeukemiaH
wdentifiesHmiRNoHandHmRNoHTranscriptsHossociatedHwithHTreatmentHResistanceHUHaHReportHfromHtheH
qüuWNqwUTargetHo zHwnitiativeVHBloodTH2015THYZdTHdfeUdfe

2.2 2

285 riscoveryHandHtunctionalHValidationHofHNovelHαediatricHSpecificHtzTaHoctivatingH utationsHinHocuteH
 yeloidHzeukemiahHResultsHfromHtheHqüuWNqwHTargetHwnitiativeVHBloodTH2015THYZdTHfeUfe 2.2 15

284 αersonalizedHoncogenomicshHclinicalHexperienceHwithHmalignantHperitonealHmesotheliomaHusingH
wholeHgenomeHsequencingVHPLoScONETH2015THYXTHeXYYgdfg 3.7 32

283 NextUuenerationHSequencingHopproachesHinHqancerhHWhereHvaveHTheyHproughtHUsHandHWhereHWillH
TheyHTakeHUsmVHCancersTH2015THeTHYgZcUcf 6.6 40

282 SecondUuenerationHSequencingHforHqancerHuenomeHonalysisH2014THYaUaX 1

281 qomprehensiveHmolecularHcharacterizationHofHurothelialHbladderHcarcinomaVHNatureTH2014THcXeTHaYcUZZ 50.4 1963

280 SingleHexonUresolutionHtargetedHchromosomalHmicroarrayHanalysisHofHknownHandHcandidateH
intellectualHdisabilityHgenesVHEuropeancJournalcofcHumancGeneticsTH2014THZZTHegZUfXX 5.3 30

279  utationalHanalysisHrevealsHtheHoriginHandHtherapyUdrivenHevolutionHofHrecurrentHgliomaVHScienceTH
2014THabaTHYfgUYga 33.3 912

278 qharacterizationHofHvαVHandHhostHgenomeHinteractionsHinHprimaryHheadHandHneckHcancersVH
ProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaTH2014THYYYTHYccbbUg 11.5 229
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277 oHNotchUdependentHtranscriptionalHhierarchyHpromotesHmesenchymalHtransdifferentiationHinHtheH
cardiacHcushionVHDevelopmentalcDynamicsTH2014THZbaTHfgbUgXc 2.9 17

276 RecurrentHsomaticHmutationsHofHαTαNYHinHprimaryHmediastinalHpHcellHlymphomaHandHvodgkinH
lymphomaVHNaturecGeneticsTH2014THbdTHaZgUac 36.3 141

275 SmallHcellHcarcinomaHofHtheHovaryTHhypercalcemicHtypeTHdisplaysHfrequentHinactivatingHgermlineHandH
somaticHmutationsHinHS oRqobVHNaturecGeneticsTH2014THbdTHbZeUg 36.3 224

274 WhereHareHweHnowmHondHwhereHareHweHgoingmHoHreportHfromHtheHoccelerateHprainHqancerHqureH
PopqZQHlowUgradeHgliomaHresearchHworkshopVHNeuropOncologyTH2014THYdTHYeaUf 1 22

273 qomprehensiveHmolecularHcharacterizationHofHgastricHadenocarcinomaVHNatureTH2014THcYaTHZXZUg 50.4 3659

272 TheHmolecularHlandscapeHofHpediatricHbrainHtumorsHinHtheHnextUgenerationHsequencingHeraVHCurrentc
NeurologycandcNeurosciencecReportsTH2014THYbTHbeb 6.6 10

271 TheHsomaticHgenomicHlandscapeHofHchromophobeHrenalHcellHcarcinomaVHCancercCellTH2014THZdTHaYgUaaX 24.3 521

270 qomprehensiveHmolecularHprofilingHofHlungHadenocarcinomaVHNatureTH2014THcYYTHcbaUcX 50.4 3310

269  ultiplatformHanalysisHofHYZHcancerHtypesHrevealsHmolecularHclassificationHwithinHandHacrossHtissuesH
ofHoriginVHCellTH2014THYcfTHgZgUgbb 56.2 935

268 βuiescentHsoxZPSQHcellsHdriveHhierarchicalHgrowthHandHrelapseHinHsonicHhedgehogHsubgroupH
medulloblastomaVHCancercCellTH2014THZdTHaaUbe 24.3 181

267 oHtransgenicHmouseHmodelHdemonstratingHtheHoncogenicHroleHofHmutationsHinHtheHpolycombUgroupH
geneHsZvZHinHlymphomagenesisVHBloodTH2014THYZaTHagYbUZb 2.2 63

266 TheHexpressionHlevelHofHsmallHnonUcodingHRNosHderivedHfromHtheHfirstHexonHofHproteinUcodingHgenesH
isHpredictiveHofHcancerHstatusVHEMBOcReportsTH2014THYcTHbXZUYX 6.5 13

265 onalysisHofHtheHgenomeHandHtranscriptomeHofHqryptococcusHneoformansHvarVHgrubiiHrevealsHcomplexH
RNoHexpressionHandHmicroevolutionHleadingHtoHvirulenceHattenuationVHPLoScGeneticsTH2014THYXTHeYXXbZdY6 260

264 TwToNhHinferenceHofHcopyHnumberHarchitecturesHinHclonalHcellHpopulationsHfromHtumorH
wholeUgenomeHsequenceHdataVHGenomecResearchTH2014THZbTHYffYUga 9.7 218

263 wntegratedHgenomicHcharacterizationHofHpapillaryHthyroidHcarcinomaVHCellTH2014THYcgTHdedUgX 56.2 1660

262 RegulatoryHnetworkHdecodedHfromHepigenomesHofHsurfaceHectodermUderivedHcellHtypesVHNaturec
CommunicationsTH2014THcTHcbbZ 17.4 22

261 riagnosticHvalueHofHnextUgenerationHsequencingHinHanHunusualHsphenoidHtumorVHOncologistTH2014TH
YgTHdZaUaX 5.7 17

260 resmosterolosishHanHillustrationHofHdiagnosticHambiguityHofHcholesterolHsynthesisHdisordersVH
OrphanetcJournalcofcRarecDiseasesTH2014THgTHgb 4.2 12

(2014-2014)
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259 vippoHsignalingHinfluencesHvNtboHandHtüXoZHenhancerHswitchingHduringHhepatocyteH
differentiationVHCellcReportsTH2014THgTHZdYUZeY 10.6 59

258 qlinicalHSignificanceHofHueneticHoberrationsHinHriffuseHzargeHpHqellHzymphomaVHBloodTH2014THYZbTHeXaUeXa2.2 4

257  utationsHinHqwqHandHwrvYHcooperativelyHregulateHZUhydroxyglutarateHlevelsHandHcellHclonogenicityVH
OncotargetTH2014THcTHegdXUeg 3.3 28

256 oberrantHpatternsHofHvaybHandHvayZeHhistoneHlysineHmethylationHoccurHacrossHsubgroupsHinH
medulloblastomaVHActacNeuropathologicaTH2013THYZcTHaeaUfb 14.3 126

255 oHclinicallyHvalidatedHdiagnosticHsecondUgenerationHsequencingHassayHforHdetectionHofHhereditaryH
pRqoYHandHpRqoZHmutationsVHJournalcofcMolecularcDiagnosticsTH2013THYcTHegdUfXg 5.1 27

254 TheHsomaticHgenomicHlandscapeHofHglioblastomaVHCellTH2013THYccTHbdZUee 56.2 2900

253 sstimatingHabsoluteHmethylationHlevelsHatHsingleUqpuHresolutionHfromHmethylationHenrichmentHandH
restrictionHenzymeHsequencingHmethodsVHGenomecResearchTH2013THZaTHYcbYUca 9.7 114

252 NovelHmRNoHisoformsHandHmutationsHofHuridineHmonophosphateHsynthetaseHandHcUfluorouracilH
resistanceHinHcolorectalHcancerVHPharmacogenomicscJournalTH2013THYaTHYbfUcf 3.5 18

251 TheHqancerHuenomeHotlasHαanUqancerHanalysisHprojectVHNaturecGeneticsTH2013THbcTHYYYaUZX 36.3 3933

250 uenomicHtestingHtoHdetermineHdrugHresponsehHmeasuringHpreferencesHofHtheHpublicHandHpatientsH
usingHriscreteHqhoiceHsxperimentHPrqsQVHBMCcHealthcServicescResearchTH2013THYaTHbcb 2.9 19

249 oHαanUpqzZHinhibitorHrendersHboneUmarrowUresidentHhumanHleukemiaHstemHcellsHsensitiveHtoH
tyrosineHkinaseHinhibitionVHCellcStemcCellTH2013THYZTHaYdUZf 18 140

248 onalysisHofHtüXüYHmutationsHinHdiffuseHlargeHpUcellHlymphomaVHBloodTH2013THYZYTHadddUeb 2.2 100

247 qancerHgenomeUsequencingHstudyHdesignVHNaturecReviewscGeneticsTH2013THYbTHaZYUaZ 30.1 85

246 qompleteHgenomicHlandscapeHofHaHrecurringHsporadicHparathyroidHcarcinomaVHJournalcofcPathologyTH
2013THZaXTHZbgUdX 9.4 43

245 wntegratedHgenomicHcharacterizationHofHendometrialHcarcinomaVHNatureTH2013THbgeTHdeUea 50.4 2800

244 uenomicHandHepigenomicHlandscapesHofHadultHdeHnovoHacuteHmyeloidHleukemiaVHNewcEnglandc
JournalcofcMedicineTH2013THadfTHZXcgUeb 59.2 3137

243 rNoHhypomethylationHwithinHspecificHtransposableHelementHfamiliesHassociatesHwithHtissueUspecificH
enhancerHlandscapeVHNaturecGeneticsTH2013THbcTHfadUbY 36.3 154

242 TheHgeneticHlandscapeHofHhighUriskHneuroblastomaVHNaturecGeneticsTH2013THbcTHZegUfb 36.3 717
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241 TranscriptomicsHinHtheHogeHofHUltraHvighUThroughputHSequencingH2013THYbcUYcb

240 uenomeUwideHmicroRNoHandHmessengerHRNoHprofilingHinHrodentHliverHdevelopmentHimplicatesH
miraXZbHandHmirZXaHinHrepressingHtransformingHgrowthHfactorUbetaHsignalingVHHepatologyTH2013THceTHZbgYUcXY11.2 16

239 oHcancerHstemHcellHmodelHforHstudyingHbrainHmetastasesHfromHprimaryHlungHcancerVHJournalcofcthec
NationalcCancercInstituteTH2013THYXcTHccYUdZ 9.7 43

238 qomprehensiveHmolecularHcharacterizationHofHclearHcellHrenalHcellHcarcinomaVHNatureTH2013THbggTHbaUg 50.4 2184

237 qellHcultureHandHrrosophilaHmodelHsystemsHdefineHthreeHclassesHofHanaplasticHlymphomaHkinaseH
mutationsHinHneuroblastomaVHDMMcDiseasecModelscandcMechanismsTH2013THdTHaeaUfZ 4.1 41

236 tunctionalHrNoHmethylationHdifferencesHbetweenHtissuesTHcellHtypesTHandHacrossHindividualsH
discoveredHusingHtheH N HalgorithmVHGenomecResearchTH2013THZaTHYcZZUbX 9.7 119

235 oroRYHpromotesHmalignantHprogenitorHreprogrammingHinHchronicHmyeloidHleukemiaVHProceedingscofc
thecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaTH2013THYYXTHYXbYUd 11.5 118

234 ristinctHevolutionaryHtrajectoriesHofHprimaryHhighUgradeHserousHovarianHcancersHrevealedHthroughH
spatialHmutationalHprofilingVHJournalcofcPathologyTH2013THZaYTHZYUab 9.4 292

233 TheHsaHubiquitinHligaseHUpRcHisHrecurrentlyHmutatedHinHmantleHcellHlymphomaVHBloodTH2013THYZYTHaYdYUb 2.2 98

232  utationalHandHstructuralHanalysisHofHdiffuseHlargeHpUcellHlymphomaHusingHwholeUgenomeH
sequencingVHBloodTH2013THYZZTHYZcdUdc 2.2 289

231  icroRNoHdysregulationHinHpUcellHnonUvodgkinHlymphomaVHBloodcandcLymphaticcCancer:cTargetscandc
TherapyTH2013THZc 2.6

230 oHphosphoproteomicsHapproachHtoHidentifyHcandidateHkinaseHinhibitorHpathwayHtargetsHinH
lymphomaUlikeHprimaryHcellHlinesVHCurrentcDrugcDiscoverycTechnologiesTH2013THYXTHZfaUaXb 1.5 2

229 WholeHtranscriptomeHsequencingHrevealsHrecurrentHNüTqvYHmutationsHinHmantleHcellHlymphomaVH
BloodTH2012THYYgTHYgdaUeY 2.2 264

228 TpzYXRYWTαdahHaHnovelHrecurrentHgeneHfusionHinHpUcellHnonUvodgkinHlymphomaVHBloodTH2012THYYgTHbgbgUcZ2.2 50

227 preaktusionhHtargetedHassemblyUbasedHidentificationHofHgeneHfusionsHinHwholeHtranscriptomeH
pairedUendHsequencingHdataVHBioinformaticsTH2012THZfTHYgZaUb 7.2 52

226 RapidTHreliableTHandHreproducibleHmolecularHsubUgroupingHofHclinicalHmedulloblastomaHsamplesVHActac
NeuropathologicaTH2012THYZaTHdYcUZd 14.3 265

225 ueneticHalterationsHactivatingHkinaseHandHcytokineHreceptorHsignalingHinHhighUriskHacuteH
lymphoblasticHleukemiaVHCancercCellTH2012THZZTHYcaUdd 24.3 515

224 viveHplotsUUrationalHapproachHtoHvisualizingHnetworksVHBriefingscincBioinformaticsTH2012THYaTHdZeUbb 13.4 148
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223 zifeUhistoryHchronicleHforHaHpatientHwithHtheHrecentlyHdescribedHchromosomeHbqZYHmicrodeletionH
syndromeVHAmericancJournalcofcMedicalcGeneticsocPartcATH2012THYcfoTHZdXdUg 2.5 4

222 αolyUgeneHfusionHtranscriptsHandHchromothripsisHinHprostateHcancerVHGenescChromosomescandcCancerTH
2012THcYTHYYbbUca 5 39

221 qomprehensiveHmolecularHcharacterizationHofHhumanHcolonHandHrectalHcancerVHNatureTH2012THbfeTHaaXUe 50.4 5640

220 qomprehensiveHmolecularHportraitsHofHhumanHbreastHtumoursVHNatureTH2012THbgXTHdYUeX 50.4 8025

219 parriersHtoHintegratingHpersonalizedHmedicineHintoHclinicalHpracticehHaHbestUworstHscalingHchoiceH
experimentVHGeneticscincMedicineTH2012THYbTHcZXUd 8.1 30

218 qomprehensiveHgenomicHcharacterizationHofHsquamousHcellHlungHcancersVHNatureTH2012THbfgTHcYgUZc 50.4 2820

217 TwistYHtranscriptionalHtargetsHinHtheHdevelopingHatrioUventricularHcanalHofHtheHmouseVHPLoScONETH
2012THeTHebXfYc 3.7 8

216  utationHdiscoveryHinHregionsHofHsegmentalHcancerHgenomeHamplificationsHwithHqoNonUSNVhHaH
mixtureHmodelHforHnextHgenerationHsequencingHofHtumorsVHPLoScONETH2012THeTHebYccY 3.7 4

215 RecurrentHtargetsHofHaberrantHsomaticHhypermutationHinHlymphomaVHOncotargetTH2012THaTHYaXfUYg 3.3 101

214 qoncurrentHqwqHmutationsTHwrvHmutationsTHandHYpWYgqHlossHdistinguishHoligodendrogliomasHfromH
otherHcancersVHJournalcofcPathologyTH2012THZZdTHeUYd 9.4 226

213 wntegratedHgenomeHandHtranscriptomeHsequencingHidentifiesHaHnovelHformHofHhybridHandHaggressiveH
prostateHcancerVHJournalcofcPathologyTH2012THZZeTHcaUdY 9.4 51

212 tromHsequenceHtoHmolecularHpathologyTHandHaHmechanismHdrivingHtheHneuroendocrineHphenotypeHinH
prostateHcancerVHJournalcofcPathologyTH2012THZZeTHZfdUge 9.4 142

211 opplicationsHofHvighUThroughputHSequencingH2012THZeUca 1

210 rNoHhypermethylationHandHYpHzossHsilenceHNvsUYHinHoligodendrogliomaVHAnnalscofcNeurologyTH2012TH
eYTHfbcUg 9.4 21

209 TheHclonalHandHmutationalHevolutionHspectrumHofHprimaryHtripleUnegativeHbreastHcancersVHNatureTH
2012THbfdTHagcUg 50.4 1417

208 SubgroupUspecificHalternativeHsplicingHinHmedulloblastomaVHActacNeuropathologicaTH2012THYZaTHbfcUbgg 14.3 23

207  utationsHinHsZvZHcauseHWeaverHsyndromeVHAmericancJournalcofcHumancGeneticsTH2012THgXTHYYXUf 11 190

206
NextUgenerationHsequencingHofHprostateHtumorsHprovidesHindependentHevidenceHofHxenotropicH
murineHleukemiaHvirusUrelatedHgammaretrovirusHcontaminationVHJournalcofcClinicalcMicrobiologyTH
2012THcXTHcadUe

9.7 2
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205 wnteractionHofHcyclinUdependentHkinaseHYZWqrkRSHwithHcyclinHyYHisHrequiredHforHtheHphosphorylationH
ofHtheHqUterminalHdomainHofHRNoHpolymeraseHwwVHMolecularcandcCellularcBiologyTH2012THaZTHbdgYUeXb 4.8 71

204
NextHgenerationHsequencingHofHprostateHcancerHfromHaHpatientHidentifiesHaHdeficiencyHofH
methylthioadenosineHphosphorylaseTHanHexploitableHtumorHtargetVHMolecularcCancercTherapeuticsTH
2012THYYTHeecUfa

6.1 30

203 RecurrentHsomaticHrwqsRYHmutationsHinHnonepithelialHovarianHcancersVHNewcEnglandcJournalcofc
MedicineTH2012THaddTHZabUbZ 59.2 332

202
wntegrativeHanalysisHofHgenomeUwideHlossHofHheterozygosityHandHmonoallelicHexpressionHatH
nucleotideHresolutionHrevealsHdisruptedHpathwaysHinHtripleUnegativeHbreastHcancerVHGenomec
ResearchTH2012THZZTHYggcUZXXe

9.7 181

201 teatureUbasedHclassifiersHforHsomaticHmutationHdetectionHinHtumourUnormalHpairedHsequencingHdataVH
BioinformaticsTH2012THZfTHYdeUec 7.2 114

200 YbUaUaHfusionHoncogenesHinHhighUgradeHendometrialHstromalHsarcomaVHProceedingscofcthecNationalc
AcademycofcSciencescofcthecUnitedcStatescofcAmericaTH2012THYXgTHgZgUab 11.5 208

199 αenetranceHofHbiallelicHS oRqozYHmutationsHisHassociatedHwithHenvironmentalHandHgeneticH
disturbancesHofHgeneHexpressionVHHumancMolecularcGeneticsTH2012THZYTHZceZUfe 5.6 47

198 SubgroupUspecificHstructuralHvariationHacrossHYTXXXHmedulloblastomaHgenomesVHNatureTH2012THbffTHbgUcd50.4 596

197 xointSNV ixhHaHprobabilisticHmodelHforHaccurateHdetectionHofHsomaticHmutationsHinHnormalWtumourH
pairedHnextUgenerationHsequencingHdataVHBioinformaticsTH2012THZfTHgXeUYa 7.2 136

196 ollelicHratiosHandHtheHmutationalHlandscapeHrevealHbiologicallyHsignificantHheterozygousHSNVsVH
GeneticsTH2012THYgXTHYZZcUaa 4 10

195  assivelyHαarallelHSequencingH2011THYYbUYab

194 vighUthroughputHmicrofluidicHsingleUcellHRTUqαqRVHProceedingscofcthecNationalcAcademycofcSciencesc
ofcthecUnitedcStatescofcAmericaTH2011THYXfTHYagggUbXXb 11.5 359

193 trequentHmutationHofHhistoneUmodifyingHgenesHinHnonUvodgkinHlymphomaVHNatureTH2011THbedTHZgfUaXa 50.4 1180

192 NotchHinitiatesHtheHendothelialUtoUmesenchymalHtransitionHinHtheHatrioventricularHcanalHthroughH
autocrineHactivationHofHsolubleHguanylylHcyclaseVHDevelopmentalcCellTH2011THZYTHZffUaXX 10.2 120

191 qomprehensiveHanalysisHofHmammalianHmiRNoRHspeciesHandHtheirHroleHinHmyeloidHcellsVHBloodTH2011TH
YYfTHaacXUf 2.2 81

190 uenomeUwideHidentificationHofHhumanHmicroRNosHlocatedHinHleukemiaUassociatedHgenomicH
alterationsVHBloodTH2011THYYeTHcgcUdXe 2.2 88

189 SomaticHmutationsHatHsZvZHYdbYHactHdominantlyHthroughHaHmechanismHofHselectivelyHalteredHαRqZH
catalyticHactivityTHtoHincreaseHvayZeHtrimethylationVHBloodTH2011THYYeTHZbcYUg 2.2 458

188  vqHclassHwwHtransactivatorHqwwToHisHaHrecurrentHgeneHfusionHpartnerHinHlymphoidHcancersVHNatureTH
2011THbeYTHaeeUfY 50.4 467

(2011-2012)

19



187 RetinoblastomaUbindingHproteinsHbHandHgHareHimportantHforHhumanHpluripotentHstemHcellH
maintenanceVHExperimentalcHematologyTH2011THagTHfddUegVeY 3.1 26

186 qellHofHoriginHinHo zhHsusceptibilityHtoH NYUinducedHtransformationHisHregulatedHbyHtheH
 swSYWobdpUlikeHvüXHproteinHcomplexVHCancercCellTH2011THZXTHagUcZ 24.3 68

185 qomparisonHofHgenomeUwideHarrayHgenomicHhybridizationHplatformsHforHtheHdetectionHofHcopyH
numberHvariantsHinHidiopathicHmentalHretardationVHBMCcMedicalcGenomicsTH2011THbTHZc 3.7 25

184 UsingHnextUgenerationHsequencingHforHtheHdiagnosisHofHrareHdisordershHaHfamilyHwithHretinitisH
pigmentosaHandHskeletalHabnormalitiesVHJournalcofcPathologyTH2011THZZcTHYZUf 9.4 26

183 reepHannotationHofHrrosophilaHmelanogasterHmicroRNosHyieldsHinsightsHintoHtheirHprocessingTH
modificationTHandHemergenceVHGenomecResearchTH2011THZYTHZXaUYc 9.7 185

182 sxtensiveHrelationshipHbetweenHantisenseHtranscriptionHandHalternativeHsplicingHinHtheHhumanH
genomeVHGenomecResearchTH2011THZYTHYZXaUYZ 9.7 63

181
uenomeHandHtranscriptomeHanalysesHofHtheHmountainHpineHbeetleUfungalHsymbiontHurosmanniaH
clavigeraTHaHlodgepoleHpineHpathogenVHProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedc
StatescofcAmericaTH2011THYXfTHZcXbUg

11.5 161

180 detusehHanHalgorithmHforHgeneHfusionHdiscoveryHinHtumorHRNoUSeqHdataVHPLoScComputationalcBiologyTH
2011THeTHeYXXYYaf 5 409

179 qharacterizationHofHtheHcontradictoryHchromatinHsignaturesHatHtheHaOHexonsHofHzincHfingerHgenesVH
PLoScONETH2011THdTHeYeYZY 3.7 60

178 wnternationalHnetworkHofHcancerHgenomeHprojectsVHNatureTH2010THbdbTHggaUf 50.4 1613

177 qonservedHroleHofHintragenicHrNoHmethylationHinHregulatingHalternativeHpromotersVHNatureTH2010TH
bddTHZcaUe 50.4 1298

176 qomparisonHofHsequencingUbasedHmethodsHtoHprofileHrNoHmethylationHandHidentificationHofH
monoallelicHepigeneticHmodificationsVHNaturecBiotechnologyTH2010THZfTHYXgeUYXc 44.5 570

175 TheHNwvHRoadmapHspigenomicsH appingHqonsortiumVHNaturecBiotechnologyTH2010THZfTHYXbcUf 44.5 1284

174 SomaticHmutationsHalteringHsZvZHPTyrdbYQHinHfollicularHandHdiffuseHlargeHpUcellHlymphomasHofH
germinalUcenterHoriginVHNaturecGeneticsTH2010THbZTHYfYUc 36.3 1273

173 wdentificationHofHmiRUYbcHandHmiRUYbdaHasHmediatorsHofHtheHcqUHsyndromeHphenotypeVHNaturec
MedicineTH2010THYdTHbgUcf 50.5 494

172 olternativeHexpressionHanalysisHbyHRNoHsequencingVHNaturecMethodsTH2010THeTHfbaUe 21.6 227

171 reHnovoHassemblyHandHanalysisHofHRNoUseqHdataVHNaturecMethodsTH2010THeTHgXgUYZ 21.6 701

170 WholeUgenomeHprofilingHofHmutagenesisHinHqaenorhabditisHelegansVHGeneticsTH2010THYfcTHbaYUbY 4 104
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169 ocquiredHTNtRStYbHmutationsHinHfollicularHlymphomaHareHassociatedHwithHworseHprognosisVHCancerc
ResearchTH2010THeXTHgYddUeb 10.1 133

168 zaneRulerhHoutomatedHzaneHTrackingHforHrNoHslectrophoresisHuelHwmagesVHIEEEcTransactionsconc
AutomationcSciencecandcEngineeringTH2010THeTHeXdUeXf 4.9 11

167 SystemUlevelHanalysisHofHneuroblastomaHtumorUinitiatingHcellsHimplicatesHoURypHasHaHnovelHdrugH
targetHforHneuroblastomaVHClinicalcCancercResearchTH2010THYdTHbceZUfZ 12.9 36

166 uenomicHanalysisHdistinguishesHphasesHofHearlyHdevelopmentHofHtheHmouseHatrioUventricularHcanalVH
PhysiologicalcGenomicsTH2010THbXTHYcXUe 3.6 12

165 zocusHcoUoccupancyTHnucleosomeHpositioningTHandHvaybmeYHregulateHtheHfunctionalityHofHtüXoZUTH
vNtboUTHandHαrXYUboundHlociHinHisletsHandHliverVHGenomecResearchTH2010THZXTHYXaeUcY 9.7 89

164 SNV ixhHpredictingHsingleHnucleotideHvariantsHfromHnextUgenerationHsequencingHofHtumorsVH
BioinformaticsTH2010THZdTHeaXUd 7.2 174

163  icroRNoHtranscriptomeHinHtheHnewbornHmouseHovariesHdeterminedHbyHmassiveHparallelH
sequencingVHMolecularcHumancReproductionTH2010THYdTHbdaUeY 4.4 110

162 wdentificationHofHfunctionalHelementsHandHregulatoryHcircuitsHbyHrrosophilaHmodsNqürsVHScienceTH
2010THaaXTHYefeUge 33.3 892

161 oTRUXHsyndromeHproteinHtargetsHtandemHrepeatsHandHinfluencesHalleleUspecificHexpressionHinHaH
sizeUdependentHmannerVHCellTH2010THYbaTHadeUef 56.2 297

160 oRwrYoHmutationsHinHendometriosisUassociatedHovarianHcarcinomasVHNewcEnglandcJournalcofc
MedicineTH2010THadaTHYcaZUba 59.2 1208

159 svolutionHofHanHadenocarcinomaHinHresponseHtoHselectionHbyHtargetedHkinaseHinhibitorsVHGenomec
BiologyTH2010THYYTHRfZ 18.3 144

158 NextHgenerationHsequencingHbasedHapproachesHtoHepigenomicsVHBriefingscincFunctionalcGenomicsTH
2010THgTHbccUdc 4.9 55

157 vypomorphicHtemperatureUsensitiveHallelesHofHNSrvzHcauseHqyHsyndromeVHAmericancJournalcofc
HumancGeneticsTH2010THfeTHgXcUYb 11 46

156 uenomicHsequenceHofHaHmutantHstrainHofHqaenorhabditisHelegansHwithHanHalteredHrecombinationH
patternVHBMCcGenomicsTH2010THYYTHYaY 4.5 9

155 SelectiveHtargetingHofHneuroblastomaHtumourUinitiatingHcellsHbyHcompoundsHidentifiedHinHstemH
cellUbasedHsmallHmoleculeHscreensVHEMBOcMolecularcMedicineTH2010THZTHaeYUfb 12 59

154
vighHresolutionHanalysisHofHfollicularHlymphomaHgenomesHrevealsHsomaticHrecurrentHsitesHofH
copyUneutralHlossHofHheterozygosityHandHcopyHnumberHalterationsHthatHtargetHsingleHgenesVHGenesc
ChromosomescandcCancerTH2010THbgTHddgUfY

5 40

153 zNqaαHotlashHgeneHexpressionHassociatedHwithHinHvivoHprogressionHtoHcastrationUrecurrentHprostateH
cancerVHBMCcMedicalcGenomicsTH2010THaTHba 3.7 57

152 qonvergentHgenesisHofHanHadultHneuralHcrestUlikeHdermalHstemHcellHfromHdistinctHdevelopmentalH
originsVHStemcCellsTH2010THZfTHZXZeUbX 5.8 84

(2010-2010)
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151 pqzdHrepressionHofHsαaXXHinHhumanHdiffuseHlargeHpHcellHlymphomaHcellsHprovidesHaHbasisHforHrationalH
combinatorialHtherapyVHJournalcofcClinicalcInvestigationTH2010THYZXTHbcdgUfZ 15.9 88

150 ueneticHvariationHinHhealthyHoldestUoldVHPLoScONETH2009THbTHeddbY 3.7 33

149 TheHcompletionHofHtheH ammalianHueneHqollectionHP uqQVHGenomecResearchTH2009THYgTHZaZbUaa 9.7 98

148 vighUresolutionHprofilingHandHdiscoveryHofHplanarianHsmallHRNosVHProceedingscofcthecNationalc
AcademycofcSciencescofcthecUnitedcStatescofcAmericaTH2009THYXdTHYYcbdUcY 11.5 114

147  assivelyHparallelHsequencingHofHtheHpolyadenylatedHtranscriptomeHofHqVHelegansVHGenomecResearchTH
2009THYgTHdceUdd 9.7 152

146 onHintegratedHstrategyHtoHstudyHmuscleHdevelopmentHandHmyofilamentHstructureHinHqaenorhabditisH
elegansVHPLoScGeneticsTH2009THcTHeYXXXcae 6 73

145 SequenceHvariantHdiscoveryHinHrNoHrepairHgenesHfromHradiosensitiveHandHradiotolerantHprostateH
brachytherapyHpatientsVHClinicalcCancercResearchTH2009THYcTHcXXfUYd 12.9 39

144 reHnovoHtranscriptomeHassemblyHwithHopySSVHBioinformaticsTH2009THZcTHZfeZUe 7.2 326

143 wdentificationHofHgenesHexpressedHinHtheHhermaphroditeHgermHlineHofHqVHelegansHusingHSousVHBMCc
GenomicsTH2009THYXTHZYa 4.5 88

142 wdentificationHofHnovelHandrogenUresponsiveHgenesHbyHsequencingHofHzongSousHlibrariesVHBMCc
GenomicsTH2009THYXTHbed 4.5 62

141 retectionHofHpathogenicHcopyHnumberHvariantsHinHchildrenHwithHidiopathicHintellectualHdisabilityH
usingHcXXHyHSNαHarrayHgenomicHhybridizationVHBMCcGenomicsTH2009THYXTHcZd 4.5 27

140 oHnovelHdeHnovoHYVYH bHduplicationHofHYeqZYVaaHassociatedHwithHcognitiveHimpairmentHandHotherH
anomaliesVHAmericancJournalcofcMedicalcGeneticsocPartcATH2009THYbgoTHYZceUdZ 2.5 10

139  utationalHevolutionHinHaHlobularHbreastHtumourHprofiledHatHsingleHnucleotideHresolutionVHNatureTH
2009THbdYTHfXgUYa 50.4 879

138  assivelyHparallelHsequencinghHtheHnextHbigHthingHinHgeneticHmedicineVHAmericancJournalcofcHumanc
GeneticsTH2009THfcTHYbZUcb 11 257

137 NextUgenerationHtagHsequencingHforHcancerHgeneHexpressionHprofilingVHGenomecResearchTH2009THYgTHYfZcUac9.7 271

136 TheHgenomeHsequenceHofHtaurineHcattlehHaHwindowHtoHruminantHbiologyHandHevolutionVHScienceTH2009TH
aZbTHcZZUf 33.3 863

135 oHcharacteristicHsyndromeHassociatedHwithHmicroduplicationHofHfqYZTHinclusiveHofHqvreVHEuropeanc
JournalcofcMedicalcGeneticsTH2009THcZTHbadUg 2.6 20

134 spigeneticsHandHhumanHdiseaseVHInternationalcJournalcofcBiochemistrycandcCellcBiologyTH2009THbYTHYadUbd 5.6 87
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133 SyαsHderiveHfromHhairHfollicleHprecursorsHandHexhibitHpropertiesHofHadultHdermalHstemHcellsVHCellcStemc
CellTH2009THcTHdYXUZa 18 276

132 szTUZHisHtheHpredominantHtranscriptionHfactorHcontrollingHdifferentiationHandHfunctionHofHtheHqVH
elegansHintestineTHfromHembryoHtoHadultVHDevelopmentalcBiologyTH2009THaZeTHccYUdc 3.1 106

131  utationHofHtüXzZHinHgranulosaUcellHtumorsHofHtheHovaryVHNewcEnglandcJournalcofcMedicineTH2009TH
adXTHZeYgUZg 59.2 551

130 reHnovoHgenomeHsequenceHassemblyHofHaHfilamentousHfungusHusingHSangerTHbcbHandHwlluminaH
sequenceHdataVHGenomecBiologyTH2009THYXTHRgb 18.3 119

129 opplicationsHofHnewHsequencingHtechnologiesHforHtranscriptomeHanalysisVHAnnualcReviewcofc
GenomicscandcHumancGeneticsTH2009THYXTHYacUcY 9.7 392

128 qircoshHanHinformationHaestheticHforHcomparativeHgenomicsVHGenomecResearchTH2009THYgTHYdagUbc 9.7 6014

127 αrospectiveHisolationHandHmolecularHcharacterizationHofHhematopoieticHstemHcellsHwithHdurableH
selfUrenewalHpotentialVHBloodTH2009THYYaTHdabZUcX 2.2 237

126 ozsXohHaHmicroarrayHdesignHplatformHforHalternativeHexpressionHanalysisVHNaturecMethodsTH2008THcTHYYf 21.6 19

125 oHconiferHgenomicsHresourceHofHZXXTXXXHspruceHPαiceaHsppVQHsSTsHandHdTbdbHhighUqualityTH
sequenceUfinishedHfullUlengthHcrNosHforHSitkaHspruceHPαiceaHsitchensisQVHBMCcGenomicsTH2008THgTHbfb 4.5 102

124 onalysisHofHbTddbHhighUqualityHsequenceUfinishedHpoplarHfullUlengthHcrNoHclonesHandHtheirHutilityHforH
theHdiscoveryHofHgenesHrespondingHtoHinsectHfeedingVHBMCcGenomicsTH2008THgTHce 4.5 61

123 wdentificationHofHaHsetHofHgenesHshowingHregionallyHenrichedHexpressionHinHtheHmouseHbrainVHBMCc
NeuroscienceTH2008THgTHdd 3.2 23

122
 olecularHprofilingHrevealsHsimilaritiesHandHdifferencesHbetweenHprimitiveHsubsetsHofHhematopoieticH
cellsHgeneratedHinHvitroHfromHhumanHembryonicHstemHcellsHandHinHvivoHduringHembryogenesisVH
ExperimentalcHematologyTH2008THadTHYaeeUfg

3.1 17

121 tromHcytogeneticsHtoHnextUgenerationHsequencingHtechnologieshHadvancesHinHtheHdetectionHofH
genomeHrearrangementsHinHtumorsVHBiochemistrycandcCellcBiologyTH2008THfdTHfYUgY 3.6 28

120 wdentificationHofHtranscriptsHwithHenrichedHexpressionHinHtheHdevelopingHandHadultHpancreasVHGenomec
BiologyTH2008THgTHRgg 18.3 30

119 opplicationsHofHnextUgenerationHsequencingHtechnologiesHinHfunctionalHgenomicsVHGenomicsTH2008TH
gZTHZccUdb 4.3 885

118 TranscriptomeHanalysisHofHtheHnormalHhumanHmammaryHcellHcommitmentHandHdifferentiationH
processVHCellcStemcCellTH2008THaTHYXgUYf 18 274

117 wnUdepthHcharacterizationHofHtheHmicroRNoHtranscriptomeHinHaHleukemiaHprogressionHmodelVHGenomec
ResearchTH2008THYfTHYefeUge 9.7 148

116 opplicationHofHmassivelyHparallelHsequencingHtoHmicroRNoHprofilingHandHdiscoveryHinHhumanH
embryonicHstemHcellsVHGenomecResearchTH2008THYfTHdYXUZY 9.7 879

(2008-2009)
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115 ulobalHanalysisHofHinHvivoHtoxaZUbindingHsitesHinHmouseHadultHliverHusingHmassivelyHparallelH
sequencingVHNucleiccAcidscResearchTH2008THadTHbcbgUdb 20.1 127

114 αrofilingHtheHvezaHSaHtranscriptomeHusingHrandomlyHprimedHcrNoHandHmassivelyHparallelHshortUreadH
sequencingVHBioTechniquesTH2008THbcTHfYUgb 2.5 322

113 uenomeUwideHrelationshipHbetweenHhistoneHvaHlysineHbHmonoUHandHtriUmethylationHandH
transcriptionHfactorHbindingVHGenomecResearchTH2008THYfTHYgXdUYe 9.7 147

112 TranscriptomeHanalysisHforHqaenorhabditisHelegansHbasedHonHnovelHexpressedHsequenceHtagsVHBMCc
BiologyTH2008THdTHaX 7.3 43

111 oHseriationHapproachHforHvisualizationUdrivenHdiscoveryHofHcoUexpressionHpatternsHinHSerialHonalysisH
ofHueneHsxpressionHPSousQHdataVHPLoScONETH2008THaTHeaZXc 3.7 1

110 UseHofHoffymetrixHmappingHarraysHinHtheHdiagnosisHofHgeneHcopyHnumberHvariationVHCurrentcProtocolsc
incHumancGeneticsTH2008THqhapterHfTHUnitHfVYa 3.2 7

109 svolutionaryHandHbiomedicalHinsightsHfromHtheHrhesusHmacaqueHgenomeVHScienceTH2007THaYdTHZZZUab 33.3 1072

108 onalysesHofHdeepHmammalianHsequenceHalignmentsHandHconstraintHpredictionsHforHYMHofHtheHhumanH
genomeVHGenomecResearchTH2007THYeTHedXUeb 9.7 163

107 NovelHexpressedHsequencesHidentifiedHinHaHmodelHofHandrogenHindependentHprostateHcancerVHBMCc
GenomicsTH2007THfTHaZ 4.5 3

106 oHmodifiedHpolymeraseHchainHreactionUlongHserialHanalysisHofHgeneHexpressionHprotocolHidentifiesH
novelHtranscriptsHinHhumanHqrabSHboneHmarrowHcellsVHStemcCellsTH2007THZcTHYdfYUg 5.8 8

105 oHsystematicHscreenHforHgenesHexpressedHinHdefinitiveHendodermHbyHSerialHonalysisHofHueneH
sxpressionHPSousQVHBMCcDevelopmentalcBiologyTH2007THeTHgZ 3.1 44

104 uenomeUwideHprofilesHofHSToTYHrNoHassociationHusingHchromatinHimmunoprecipitationHandH
massivelyHparallelHsequencingVHNaturecMethodsTH2007THbTHdcYUe 21.6 1077

103 uenomeHofHtheHmarsupialH onodelphisHdomesticaHrevealsHinnovationHinHnonUcodingHsequencesVH
NatureTH2007THbbeTHYdeUee 50.4 577

102 oHphysicalHmapHofHtheHhighlyHheterozygousHαopulusHgenomehHintegrationHwithHtheHgenomeH
sequenceHandHgeneticHmapHandHanalysisHofHhaplotypeHvariationVHPlantcJournalTH2007THcXTHYXdaUef 6.9 63

101 uenerationHofHaHwheatHleafHrustTHαucciniaHtriticinaTHsSTHdatabaseHfromHstageUspecificHcrNoHlibrariesVH
MolecularcPlantcPathologyTH2007THfTHbcYUde 5.7 43

100 qorrelationsHofHsutRHmutationsHandHincreasesHinHsutRHandHvsRZHcopyHnumberHtoHgefitinibHresponseH
inHaHretrospectiveHanalysisHofHlungHcancerHpatientsVHBMCcCancerTH2007THeTHYZf 4.8 32

99 ossessmentHofHalgorithmsHforHhighHthroughputHdetectionHofHgenomicHcopyHnumberHvariationHinH
oligonucleotideHmicroarrayHdataVHBMCcBioinformaticsTH2007THfTHadf 3.6 42

98 uenesHthatHmayHmodulateHlongevityHinHqVHelegansHinHbothHdauerHlarvaeHandHlongUlivedHdafUZHadultsVH
ExperimentalcGerontologyTH2007THbZTHfZcUag 4.5 25
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97 zargeUscaleHproductionHofHSousHlibrariesHfromHmicrodissectedHtissuesTHflowUsortedHcellsTHandHcellH
linesVHGenomecResearchTH2007THYeTHYXfUYd 9.7 31

96 zargeUscaleHpoqHcloneHrestrictionHdigestHfingerprintingVHCurrentcProtocolscincHumancGeneticsTH2007TH
qhapterHcTHUnitHcVYg 3.2 5

95 vighUthroughputHinHvivoHanalysisHofHgeneHexpressionHinHqaenorhabditisHelegansVHPLoScBiologyTH2007TH
cTHeZae 9.7 285

94 NovelHdeletionsHofHYbqYYVZHassociatedHwithHdevelopmentalHdelayTHcognitiveHimpairmentHandHsimilarH
minorHanomaliesHinHthreeHchildrenVHJournalcofcMedicalcGeneticsTH2007THbbTHccdUdY 5.8 58

93 üsteopoikilosisTHshortHstatureHandHmentalHretardationHasHkeyHfeaturesHofHaHnewHmicrodeletionH
syndromeHonHYZqYbVHJournalcofcMedicalcGeneticsTH2007THbbTHZdbUf 5.8 47

92 TheHmolecularHsignatureHandHcisUregulatoryHarchitectureHofHaHqVHelegansHgustatoryHneuronVHGenesc
andcDevelopmentTH2007THZYTHYdcaUeb 12.6 125

91 wdentificationHandHanalysisHofHinternalHpromotersHinHqaenorhabditisHelegansHoperonsVHGenomec
ResearchTH2007THYeTHYbefUfc 9.7 36

90 TheHszTUZHuoToUfactorHandHtheHglobalHregulationHofHtranscriptionHinHtheHqVHelegansHintestineVH
DevelopmentalcBiologyTH2007THaXZTHdZeUbc 3.1 131

89
uenerationHofHsSTsHinHVitisHviniferaHwineHgrapeHPqabernetHSauvignonQHandHtableHgrapeHP uscatH
vamburgQHandHdiscoveryHofHnewHcandidateHgenesHwithHpotentialHrolesHinHberryHdevelopmentVHGeneTH
2007THbXZTHbXUcX

3.8 40

88
spidermalHgrowthHfactorHreceptorHPsutRQHisHtranscriptionallyHinducedHbyHtheHYUboxHbindingHproteinUYH
PYpUYQHandHcanHbeHinhibitedHwithHwressaHinHbasalUlikeHbreastHcancerTHprovidingHaHpotentialHtargetHforH
therapyVHBreastcCancercResearchTH2007THgTHRdY

8.3 112

87 oHpoqHcloneHfingerprintingHapproachHtoHtheHdetectionHofHhumanHgenomeHrearrangementsVHGenomec
BiologyTH2007THfTHRZZb 18.3 10

86 oHphysicalHmapHofHtheHbovineHgenomeVHGenomecBiologyTH2007THfTHRYdc 18.3 67

85 zongSousHprofilingHofHnineHhumanHembryonicHstemHcellHlinesVHGenomecBiologyTH2007THfTHRYYa 18.3 18

84 riscoverySpacehHanHinteractiveHdataHanalysisHapplicationVHGenomecBiologyTH2007THfTHRd 18.3 38

83 onalysisHofHtheHprostateHcancerHcellHlineHzNqaαHtranscriptomeHusingHaHsequencingUbyUsynthesisH
approachVHBMCcGenomicsTH2006THeTHZbd 4.5 139

82 SequenceHbiasesHinHlargeHscaleHgeneHexpressionHprofilingHdataVHNucleiccAcidscResearchTH2006THabTHefa 20.1 44

81 αhysicalHmapUassistedHwholeUgenomeHshotgunHsequenceHassembliesVHGenomecResearchTH2006THYdTHedfUec9.7 24

80 SequencingHandHanalysisHofHYXTgdeHfullUlengthHcrNoHclonesHfromHXenopusHlaevisHandHXenopusH
tropicalisHrevealsHpostUtetraploidizationHtranscriptomeHremodelingVHGenomecResearchTH2006THYdTHegdUfXa9.7 59
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79 wdentificationHofHciliaryHandHciliopathyHgenesHinHqaenorhabditisHelegansHthroughHcomparativeH
genomicsVHGenomecBiologyTH2006THeTHRYZd 18.3 70

78 TheHgenomeHofHtheHseaHurchinHStrongylocentrotusHpurpuratusVHScienceTH2006THaYbTHgbYUcZ 33.3 886

77 üligonucleotideHmicroarrayHanalysisHofHgenomicHimbalanceHinHchildrenHwithHmentalHretardationVH
AmericancJournalcofcHumancGeneticsTH2006THegTHcXXUYa 11 247

76 TheHcompleteHgenomeHofHRhodococcusHspVHRvoYHprovidesHinsightsHintoHaHcatabolicHpowerhouseVH
ProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaTH2006THYXaTHYccfZUe 11.5 515

75  atingHfactorHlinkageHandHgenomeHevolutionHinHbasidiomycetousHpathogensHofHcerealsVHFungalc
GeneticscandcBiologyTH2006THbaTHdccUdd 3.9 52

74 wdentificationHofHnovelHlungHgenesHinHbronchialHepitheliumHbyHserialHanalysisHofHgeneHexpressionVH
AmericancJournalcofcRespiratorycCellcandcMolecularcBiologyTH2006THacTHdcYUdY 5.7 48

73
uenomicsHofHhybridHpoplarHPαopulusHtrichocarpaxHdeltoidesQHinteractingHwithHforestHtentHcaterpillarsH
P alacosomaHdisstriaQhHnormalizedHandHfullUlengthHcrNoHlibrariesTHexpressedHsequenceHtagsTHandHaH
crNoHmicroarrayHforHtheHstudyHofHinsectUinducedHdefencesHinHpoplarVHMolecularcEcologyTH2006THYcTHYZecUge

5.7 159

72
qoniferHdefenceHagainstHinsectshHmicroarrayHgeneHexpressionHprofilingHofHSitkaHspruceHPαiceaH
sitchensisQHinducedHbyHmechanicalHwoundingHorHfeedingHbyHspruceHbudwormsHPqhoristoneuraH
occidentalisQHorHwhiteHpineHweevilsHPαissodesHstrobiQHrevealsHlargeUscaleHchangesHofHtheHhostH
transcriptomeVHPlantocCellcandcEnvironmentTH2006THZgTHYcbcUeX

8.4 197

71 wdentificationHbyHfullUcoverageHarrayHquvHofHhumanHrNoHcopyHnumberHincreasesHrelativeHtoH
chimpanzeeHandHgorillaVHGenomecResearchTH2006THYdTHYeaUfY 9.7 42

70 TheHgenomeHofHtheHkinetoplastidHparasiteTHzeishmaniaHmajorVHScienceTH2005THaXgTHbadUbZ 33.3 1101

69 TheHgenomeHofHtheHbasidiomycetousHyeastHandHhumanHpathogenHqryptococcusHneoformansVHScience
TH2005THaXeTHYaZYUb 33.3 580

68 oHphysicalHmapHofHtheHgenomeHofHotlanticHsalmonTHSalmoHsalarVHGenomicsTH2005THfdTHagdUbXb 4.3 89

67 wronUregulatedHtranscriptionHandHcapsuleHformationHinHtheHfungalHpathogenHqryptococcusH
neoformansVHMolecularcMicrobiologyTH2005THccTHYbcZUeZ 4.1 79

66 uenerationHandHannotationHofHtheHrNoHsequencesHofHhumanHchromosomesHZHandHbVHNatureTH2005TH
babTHeZbUaY 50.4 61

65 tunctionalHgenomicsHofHtheHciliumTHaHsensoryHorganelleVHCurrentcBiologyTH2005THYcTHgacUbY 6.3 206

64 uenerationTHannotationTHanalysisHandHdatabaseHintegrationHofHYdTcXXHwhiteHspruceHsSTHclustersVHBMCc
GenomicsTH2005THdTHYbb 4.5 93

63 vighUthroughputHsequencinghHaHfailureHmodeHanalysisVHBMCcGenomicsTH2005THdTHZ 4.5 10

62  anagementHandHvisualizationHofHwholeHgenomeHshotgunHassembliesHusingHSo VHBioTechniquesTH
2005THafTHeYcUdTHeYfTHeZX 2.5 7
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61 SimpleTHrobustHmethodsHforHhighUthroughputHnanoliterUscaleHrNoHsequencingVHGenomecResearchTH
2005THYcTHYbbeUcX 9.7 12

60 onalysisHofHlongUlivedHqVHelegansHdafUZHmutantsHusingHserialHanalysisHofHgeneHexpressionVHGenomec
ResearchTH2005THYcTHdXaUYc 9.7 158

59
oHhighUresolutionHwholeUgenomeHcattleUhumanHcomparativeHmapHrevealsHdetailsHofHmammalianH
chromosomeHevolutionVHProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofc
AmericaTH2005THYXZTHYfcZdUaY

11.5 99

58 SerialHanalysisHofHgeneHexpressionHrevealsHconservedHlinksHbetweenHproteinHkinaseHoTHribosomeH
biogenesisTHandHphosphateHmetabolismHinHUstilagoHmaydisVHEukaryoticcCellTH2005THbTHZXZgUba 23

57
oHmouseHatlasHofHgeneHexpressionhHlargeUscaleHdigitalHgeneUexpressionHprofilesHfromHpreciselyH
definedHdevelopingHqcepzWdxHmouseHtissuesHandHcellsVHProceedingscofcthecNationalcAcademycofc
SciencescofcthecUnitedcStatescofcAmericaTH2005THYXZTHYfbfcUgX

11.5 102

56 revelopmentHandHapplicationHofHaHsalmonidHsSTHdatabaseHandHcrNoHmicroarrayhHdataHminingHandH
interspecificHhybridizationHcharacteristicsVHGenomecResearchTH2004THYbTHbefUgX 9.7 251

55 tunctionalHcharacterizationHofHaHcatabolicHplasmidHfromHpolychlorinatedUHbiphenylUdegradingH
RhodococcusHspVHstrainHRvoYVHJournalcofcBacteriologyTH2004THYfdTHeefaUgc 3.5 60

54 wntegratedHandHsequenceUorderedHpoqUHandHYoqUbasedHphysicalHmapsHforHtheHratHgenomeVHGenomec
ResearchTH2004THYbTHeddUeg 9.7 39

53 SystematicHrecoveryHandHanalysisHofHfullUüRtHhumanHcrNoHclonesVHGenomecResearchTH2004THYbTHZXfaUgZ 9.7 22

52 TheHstatusTHqualityTHandHexpansionHofHtheHNwvHfullUlengthHcrNoHprojecthHtheH ammalianHueneH
qollectionHP uqQVHGenomecResearchTH2004THYbTHZYZYUe 9.7 404

51 rifferentialHexpressionHofHaHnovelHankyrinHcontainingHsaHubiquitinUproteinHligaseTHvaceYTHinHsporadicH
WilmsOHtumorHversusHnormalHkidneyVHHumancMolecularcGeneticsTH2004THYaTHZXdYUeb 5.6 89

50 outomatedHorderingHofHfingerprintedHclonesVHBioinformaticsTH2004THZXTHYZdbUeY 7.2 15

49 oHtilingHresolutionHrNoHmicroarrayHwithHcompleteHcoverageHofHtheHhumanHgenomeVHNaturecGeneticsTH
2004THadTHZggUaXa 36.3 540

48 uenomeHsequenceHofHtheHprownHNorwayHratHyieldsHinsightsHintoHmammalianHevolutionVHNatureTH2004
THbZfTHbgaUcZY 50.4 1689

47 sffectHofHTsRTHandHoT HonHgeneHexpressionHprofilesHinHhumanHfibroblastsVHGenescChromosomescandc
CancerTH2004THagTHZgfUaYX 5 9

46
relineationHofHaHminimalHregionHofHdeletionHatHdqYdVaHinHfollicularHlymphomaHandHconstructionHofHaH
bacterialHartificialHchromosomeHcontigHspanningHaHdUmegabaseHregionHofHdqYdUqZYVHGenesc
ChromosomescandcCancerTH2004THbXTHdXUc

5 22

45 oHsetHofHpoqHclonesHspanningHtheHhumanHgenomeVHNucleiccAcidscResearchTH2004THaZTHadcYUdX 20.1 104

44 NewHuenomicHToolsHforH olecularHStudiesHofHsvolutionaryHqhangeHinHThreespineHSticklebacksVH
BehaviourTH2004THYbYTHYaaYUYabb 1.4 54

(2004-2005)

27



43 SerialHanalysisHofHgeneHexpressionHprofilesHofHdevelopmentalHstagesHinHnonUsmallHcellHlungH
carcinomaVHChestTH2004THYZcTHgeS 5.3 5

42 NovelHavianHinfluenzaHveNaHstrainHoutbreakTHpritishHqolumbiaVHEmergingcInfectiouscDiseasesTH2004TH
YXTHZYgZUc 10.2 154

41 ossessmentHofHSousHinHtranscriptHidentificationVHGenomecResearchTH2003THYaTHYZXaUYc 9.7 52

40 TheHgenomeHsequenceHofHqaenorhabditisHbriggsaehHaHplatformHforHcomparativeHgenomicsVHPLoSc
BiologyTH2003THYTHsbc 9.7 677

39 oHSousHapproachHtoHdiscoveryHofHgenesHinvolvedHinHautophagicHcellHdeathVHCurrentcBiologyTH2003THYaTHacfUda6.3 181

38 TheHrNoHsequenceHofHhumanHchromosomeHeVHNatureTH2003THbZbTHYceUdb 50.4 202

37 qomparisonHofHmedulloblastomaHandHnormalHneuralHtranscriptomesHidentifiesHaHrestrictedHsetHofH
activatedHgenesVHOncogeneTH2003THZZTHedfeUgb 9.2 64

36 TheHuenomeHsequenceHofHtheHSoRSUassociatedHcoronavirusVHScienceTH2003THaXXTHYaggUbXb 33.3 1632

35 SoftwareHforHautomatedHanalysisHofHrNoHfingerprintingHgelsVHGenomecResearchTH2003THYaTHgbXUca 9.7 27

34 wnternetHqontigHsxplorerHPiqsQUUaHtoolHforHvisualizingHcloneHfingerprintHmapsVHGenomecResearchTH2003TH
YaTHYZbbUg 9.7 19

33 oHphysicalHmapHofHtheHmouseHgenomeVHNatureTH2002THbYfTHebaUcX 50.4 282

32 αhysicalHmapsHforHgenomeHanalysisHofHserotypeHoHandHrHstrainsHofHtheHfungalHpathogenH
qryptococcusHneoformansVHGenomecResearchTH2002THYZTHYbbcUca 9.7 34

31 SystematicHsequencingHofHcrNoHclonesHusingHtheHtransposonHTncVHNucleiccAcidscResearchTH2002THaXTHZbdgUee20.1 50

30 onHefficientHstrategyHforHlargeUscaleHhighUthroughputHtransposonUmediatedHsequencingHofHcrNoH
clonesVHNucleiccAcidscResearchTH2002THaXTHZbdXUf 20.1 26

29 TemperatureUregulatedHtranscriptionHinHtheHpathogenicHfungusHqryptococcusHneoformansVHGenomec
ResearchTH2002THYZTHYafdUbXX 9.7 76

28 TransferrinHreceptorHZHPTfRZQHandHvtsHmutationalHanalysisHinHnonUqZfZYHironHoverloadhH
identificationHofHaHnovelHTfRZHmutationVHBloodTH2002THYXXTHYXecUe 2.2 86

27 uenerationHandHinitialHanalysisHofHmoreHthanHYcTXXXHfullUlengthHhumanHandHmouseHcrNoHsequencesVH
ProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaTH2002THggTHYdfggUgXa 11.5 1457

26 onHSSzαHmarkerUanchoredHpoqHframeworkHmapHofHtheHmouseHgenomeVHNaturecGeneticsTH2001THZgTHYaaUb 36.3 12
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25 wnitialHsequencingHandHanalysisHofHtheHhumanHgenomeVHNatureTH2001THbXgTHfdXUgZY 50.4 17366

24 qhangesHinHgeneHexpressionHassociatedHwithHdevelopmentalHarrestHandHlongevityHinHqaenorhabditisH
elegansVHGenomecResearchTH2001THYYTHYabdUcZ 9.7 186

23 onHoligonucleotideHfingerprintHnormalizedHandHexpressedHsequenceHtagHcharacterizedHzebrafishH
crNoHlibraryVHGenomecResearchTH2001THYYTHYcgbUdXZ 9.7 60

22
rissectionHofHtheHpromoterHregionHofHtheHinositolHYTbTcUtrisphosphateHreceptorHgeneTHitrUYTHinHqVH
eleganshHaHmolecularHbasisHforHcellUspecificHexpressionHofHwαaRHisoformsVHJournalcofcMolecularcBiology
TH2001THaXdTHYbcUce

6.5 35

21 wdentifyingHpotentialHtumorHmarkersHandHantigensHbyHdatabaseHminingHandHrapidHexpressionH
screeningVHGenomecResearchTH2000THYXTHYagaUbXZ 9.7 80

20 qonservationHofHsequenceHandHfunctionHofHtheHpagUaHgenesHfromHqVHelegansHandHqVHbriggsaeVHGeneTH
2000THZbaTHdeUeb 3.8 6

19  olecularHprofilingHofHclinicalHtissuesHspecimenshHfeasibilityHandHapplicationsVHJournalcofcMolecularc
DiagnosticsTH2000THZTHdXUd 5.1 48

18 zoHmapHforHsequenceHanalysisHofHtheHorabidopsisHthalianaHgenomeVHNaturecGeneticsTH1999THZZTHZdcUeX 36.3 109

17 onHencyclopediaHofHmouseHgenesVHNaturecGeneticsTH1999THZYTHYgYUb 36.3 102

16 ueneticHdefinitionHandHsequenceHanalysisHofHorabidopsisHcentromeresVHScienceTH1999THZfdTHZbdfUeb 33.3 381

15 tunctionalHuenomicsHinHqaenorhabditisHeleganshHonHopproachHwnvolvingHqomparisonsHofHSequencesH
fromHRelatedHNematodesVHGenomecResearchTH1999THgTHabfUacg 9.7 30

14 sxpressedHsequenceHtagsUUsSTablishingHbridgesHbetweenHgenomesVHTrendscincGeneticsTH1998THYbTHbUe 8.5 106

13 ueneHdiscoveryHbyHsSTHsequencingHinHToxoplasmaHgondiiHrevealsHsequencesHrestrictedHtoHtheH
opicomplexaVHGenomecResearchTH1998THfTHYfUZf 9.7 162

12 vighHthroughputHfingerprintHanalysisHofHlargeUinsertHclonesVHGenomecResearchTH1997THeTHYXeZUfb 9.7 355

11 RecoveryHofHduplicationsHbyHdrugHresistanceHselectionHinHqaenorhabditisHelegansVHGenomeTH1994THaeTHeXYUc2.4 2

10 TheHqaenorhabditisHelegansHuncUdXHgeneHencodesHproteinsHhomologousHtoHaHfamilyHofHactinUbindingH
proteinsVHMolecularcGeneticscandcGenomicsTH1994THZbZTHabdUce 102

9 TheHuseHofHdeficienciesHtoHdetermineHessentialHgeneHcontentHinHtheHletUcdUuncUZZHregionHofH
qaenorhabditisHelegansVHGenomeTH1993THadTHYYbfUcd 2.4 4

8  olecularHanalysisHofHtwoHgenesHbetweenHletUdcaHandHletUcdHinHtheHuncUZZPwVQHregionHofH
qaenorhabditisHelegansVHMolecularcGeneticscandcGenomicsTH1993THZadTHZfgUgf 20
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7 uenomeUwideHdiscoveryHofHsomaticHcodingHandHregulatoryHvariantsHinHriffuseHzargeHpUcellHzymphoma 1

6 TheHmolecularHlandscapeHofHpediatricHacuteHmyeloidHleukemiaHrevealsHrecurrentHstructuralH
alterationsHandHageUspecificHmutationalHinteractions 3

5 SingleHcellHfitnessHlandscapesHinducedHbyHgeneticHandHpharmacologicHperturbationsHinHcancer 3

4 qhildhoodHqerebellarHTumorsH irrorHqonservedHtetalHTranscriptionalHαrograms 5

3 ResourcehHScalableHwholeHgenomeHsequencingHofHbXTXXXHsingleHcellsHidentifiesHstochasticH
aneuploidiesTHgenomeHreplicationHstatesHandHclonalHrepertoires 9

2 zossHofHqwqHpromotesHmitoticHdysregulationHandHchromosomeHsegregationHdefects 1

1 qodingHandHnonUcodingHdriversHofHmantleHcellHlymphomaHidentifiedHthroughHexomeHandHgenomeHsequencing 1
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