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Genome-wide association study of panic disorder reveals genetic overlap with neuroticism and
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Genome-wide association study reveals new insights into the heritability and genetic correlates of
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New insights into the clinical and molecular spectrum of the novel CYFIP2-related
neurodevelopmental disorder and impairment of the WRC-mediated actin dynamics. Genetics in
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Germline variation in the insulin-like growth factor pathway and risk of Barretta€™s esophagus and

esophageal adenocarcinoma. Carcinogenesis, 2021, 42, 369-377. 2.8 1
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Monogenic variants in dystonia: an exome-wide sequencing study. Lancet Neurology, The, 2020, 19,
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Shared Genetic Etiology of Obesity-Related Traits and Barrett's Esophagus/Adenocarcinoma: Insights
from Genome-Wide Association Studies. Cancer Epidemiology Biomarkers and Prevention, 2020, 29,
427-433.

Novel pathogenic alterations in pediatric and adult desmoid-type fibromatosis 4€“ A systematic analysis

of 204 cases. Scientific Reports, 2020, 10, 3368. 3.3 29

Nine newly identified individuals refine the phenotype associated with <i>MYT1L</i> mutations.
American Journal of Medical Genetics, Part A, 2020, 182, 1021-1031.

First genotypea€phenotype study reveals HLA3€DQI21 insertion heterogeneity in high&€resolution manometry
achalasia subtypes. United European Gastroenterology Journal, 2019, 7, 45-51.

Genome-wide association scan identifies new variants associated with a cognitive predictor of
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Phosphatidylinositol-3-kinase (PI3K)/Akt Signaling is Functionally Essential in Myxoid Liposarcoma.
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Identification of loci of functional relevance to Barrettd&€™s esophagus and esophageal adenocarcinoma:
Cross-referencing of expression quantitative trait loci data from disease-relevant tissues with
genetic association data. PLoS ONE, 2019, 14, e0227072.

Characterization of esophageal inflammation in patients with achalasia. A retrospective

immunohistochemical study. Human Pathology, 2019, 85, 228-234. 2.0 8

Evidence for <i><scp>PTGER</scp>4<[i>,<i> <scp>PSCA<[scp»,<[i> and <i><scp>MBOAT<[scp>7<[i> as risk
genes for gastric cancer on the genome and transcriptome level. Cancer Medicine, 2018, 7, 5057-5065.
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De Novo Duplication of 11p15 Associated With Congenital Diaphragmatic Hernia. Frontiers in

Pediatrics, 2018, 6, 116.

Genetic regulatory effects modified by immune activation contribute to autoimmune disease

associations. Nature Communications, 2017, 8, 266. 12.8 157
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De novo microdeletions and point mutations affecting <i>SOX2</[i> in three individuals with

intellectual disability but without major eye malformations. American Journal of Medical Genetics,
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Comprehensive epidemiological and %enotypeé€“phenotype analyses in a large European sample with 16 20
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Genome-wide association studies in oesophageal adenocarcinoma and Barrett's oesophagus: a
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De novo nonsense and frameshift variants of TCF20 in individuals with intellectual disability and
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Characterizing the genetic basis of innate immune response in TLR4-activated human monocytes.
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