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9 MdTyDc Overexpression Improves Alkalinity Tolerance in Malus domestica. Frontiers in Plant Science,
2021, 12, 625890. 3.6 17

10 Silencing MdGH3-2/12 in apple reduces cadmium resistance via the regulation of AM colonization.
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19 Dopamine and arbuscular mycorrhizal fungi act synergistically to promote apple growth under salt
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20 Arbuscular mycorrhizal fungi enhanced drought resistance in apple by regulating genes in the MAPK
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21 Physiological and transcriptome analyses of the effects of exogenous dopamine on drought
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28 Effects of Exogenous Dopamine on the Uptake, Transport, and Resorption of Apple Ionome Under
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30 Effects of Exogenous Melatonin on Methyl Viologen-Mediated Oxidative Stress in Apple Leaf.
International Journal of Molecular Sciences, 2018, 19, 316. 4.1 42
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Genome-Wide Analysis and Cloning of the Apple Stress-Associated Protein Gene Family Reveals
MdSAP15, Which Confers Tolerance to Drought and Osmotic Stresses in Transgenic Arabidopsis.
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Overexpression of MpCYS4 , a phytocystatin gene from Malus prunifolia (Willd.) Borkh., delays
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34 Genome Wide Identification and Characterization of Apple bHLH Transcription Factors and Expression
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37 Transcriptomic Analysis Identifies Differentially Expressed Genes (DEGs) Associated with Bolting and
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Genome-Wide Characterization of the MADS-Box Gene Family in Radish (Raphanus sativus L.) and
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40 Transcriptional identification and characterization of differentially expressed genes associated with
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41 De novo transcriptome analysis in radish (Raphanus sativus L.) and identification of critical genes
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51 Physiological responses and tolerance to NaCl stress in different biotypes of Malus prunifolia.
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