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Impaired seroconversion after SARS-CoV-2 mRNA vaccines in patients with solid tumours receiving
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Temozolomide Treatment Alters Mismatch Repair and Boosts Mutational Burden in Tumor and Blood

of Colorectal Cancer Patients. Cancer Discovery, 2022, 12, 1656-1675. 94 48

Epigenomic landscape of human colorectal cancer unveils an aberrant core of pan-cancer enhancers
orchestrated by YAP|TAZ. Nature Communications, 2021, 12, 2340.

Empowering Clinical Decision Making in Oligometastatic Colorectal Cancer: The Potential Role of

Drug Screening of Patient-Derived Organoids. JCO Precision Oncology, 2021, 5, 1192-1199. 3.0 >

A Subset of Colorectal Cancers with Cross-Sensitivity to Olaparib and Oxaliplatin. Clinical Cancer
Research, 2020, 26, 1372-1384.

Long-term Clinical Outcome of Trastuzumab and Lapatinib for HER2-positive Metastatic Colorectal

Cancer. Clinical Colorectal Cancer, 2020, 19, 256-262.e2. 23 56

Patient-Derived Xenografts and Matched Cell Lines Identify Pharmacogenomic Vulnerabilities in
Colorectal Cancer. Clinical Cancer Research, 2019, 25, 6243-6259.

Whole exome sequencing analysis of urine trans-renal tumour DNA in metastatic colorectal cancer 45 o7
patients. ESMO Open, 2019, 4, e000572. :

Radiologic and Genomic Evolution of Individual Metastases during HER2 Blockade in Colorectal
Cancer. Cancer Cell, 2018, 34, 148-162.e7.

Discovery of methylated circulating DNA biomarkers for comprehensive non-invasive monitoring of

treatment response in metastatic colorectal cancer. Gut, 2018, 67, 1995-2005. 12.1 188

Mutation-Enrichment Next-Generation Sequencing for Quantitative Detection of <i>KRAS«</[i>
Mutations in Urine Cell-Free DNA from Patients with Advanced Cancers. Clinical Cancer Research,
2017, 23, 3657-3666.

Tracking aCAD-ALK gene rearrangement in urine and blood of a colorectal cancer patient treated with

an ALK inhibitor. Annals of Oncology, 2017, 28, 1302-1308. 1.2 32

Digital PCR assessment of MGMT promoter methylation coupled with reduced protein expression
optimises prediction of response to alkylating agents inAmetastatic colorectal cancer patients.
European Journal of Cancer, 2017, 71, 43-50.

Pooled Analysis of Clinical Outcome of Patients with Chemorefractory Metastatic Colorectal Cancer
Treated within Phase /Il Clinical Studies Based on Individual Biomarkers of Susceptibility: A 3.6 15
Single-Institution Experience. Targeted Oncology, 2017, 12, 525-533.

Dual-targeted therapy with trastuzumab and lapatinib in treatment-refractory, KRAS codon 12/13
wild-type, HER2-positive metastatic colorectal cancer (HERACLES): a proof-of-concept, multicentre,
open-label, phase 2 trial. Lancet Oncology, The, 2016, 17, 738-746.

Molecular Landscape of Acquired Resistance to Targeted Therapy Combinations in <i>BRAF</i>-Mutant 0.9 o1
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Tumor MGMT promoter hypermethylation changes over time limit temozolomide efficacy in a phase I

trial for metastatic colorectal cancer. Annals of Oncology, 2016, 27, 1062-1067.

Clonal evolution and resistance to EGFR blockade in the blood of colorectal cancer patients. Nature

Medicine, 2015, 21, 795-801. 30.7 809
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Digital PCR quantification of MGMT methylation refines prediction of clinical benefit from alkylating

agents in glioblastoma and metastatic colorectal cancer. Annals of Oncology, 2015, 26, 1994-1999.

The genomic landscape of response to EGFR blockade in colorectal cancer. Nature, 2015, 526, 263-267. 27.8 398

Epigenetic Inactivation of the BRCA1 Interactor SRBC and Resistance to Oxaliplatin in Colorectal
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Amplification of the <i>MET«</i> Receptor Drives Resistance to Anti-EGFR Therapies in Colorectal

Cancer. Cancer Discovery, 2013, 3, 658-673. 94 585

Promoter CpG Island Hypermethylation of the DNA Repair Enzyme MGMT Predicts Clinical Response to
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Integrated molecular dissection of the epidermal growth factor receptor (EFGR) oncogenic pathway

to predict response to EGFR-targeted monoclonal antibodies in metastatic colorectal cancer.
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Therapeutic implications of resistance to molecular therapies in metastatic colorectal cancer. Cancer
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