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k Paper IF Citations

284 SingleYcellLdissectionLofLtheLhumanLbrainLvasculatureaaLNatureXL2022XL 50.4 8

283  mmuneLgenesLoutsideLimmuneLcellsLforLmultipleLsclerosisaaLNeuronXL2022XLddcXLdclcYdcle 13.9

282 γxyeLisLaLkeyLregulatorLofLcognitiveLpotentialLandLconfersLresilienceLtoLneurodegenerationaLSciencec
TranslationalcMedicineXL2021XLdfXLeabdjilh 17.5 2

281 UnannotatedLproteinsLexpandLtheLγ’vY YrestrictedLimmunopeptidomeLinLcanceraLNaturec
BiotechnologyXL2021XL 44.5 13

280 disruptsLintracellularLlipidLhomeostasisLinLhumanLiPSvYderivedLgliaaLSciencecTranslationalcMedicineXL
2021XLdfXL 17.5 35

279 StRSYvoVYeLgeneLcontentLandLvκV wYdlLmutationLimpactLbyLcomparingLggLSarbecovirusLgenomesaL
NaturecCommunicationsXL2021XLdeXLeige 17.4 52

278 δxuULtLisLaLfastLnegativeLbinomialLmixedLmodelLforLdifferentialLorLcoYexpressionLanalysisLofL
largeYscaleLmultiYsubjectLsingleYcellLdataaLCommunicationscBiologyXL2021XLgXLiel 6.7 6

277 xvolutionLofLdelayedLresistanceLtoLimmunotherapyLinLaLmelanomaLresponderaLNaturecMedicineXL
2021XLejXLlkhYlle 50.5 11

276 vonflictingLandLambiguousLnamesLofLoverlappingLκRysLinLtheLStRSYvoVYeLgenomemLtL
homologyYbasedLresolutionaLVirologyXL2021XLhhkXLdghYdhd 3.6 15

275 ’ighYthroughputLhSLUTRLengineeringLforLenhancedLproteinLproductionLinLnonYviralLgeneLtherapiesaL
NaturecCommunicationsXL2021XLdeXLgdfk 17.4 8

274 zeneticLdriversLofLmtLmethylationLinLhumanLbrainXLlungXLheartLandLmuscleaLNaturecGeneticsXL2021XL
hfXLddhiYddih 36.3 9

273 zxδvκwxLecedaLNucleiccAcidscResearchXL2021XLglXLwldiYwlef 20.1 82

272 zenusYWideLvharacterizationLofLuumblebeeLzenomesLProvidesL nsightsLintoLTheirLxvolutionLandL
VariationLinLxcologicalLandLuehavioralLTraitsaLMolecularcBiologycandcEvolutionXL2021XLfkXLgkiYhcd 8.3 12

271 xxomeYwideLageYofYonsetLanalysisLrevealsLexonicLvariantsLinLxRδdLandLSPPLevLassociatedLwithL
tlzheimerSsLdiseaseaLTranslationalcPsychiatryXL2021XLddXLdgi 8.6 1

270 RegulatoryLgenomicLcircuitryLofLhumanLdiseaseLlociLbyLintegrativeLepigenomicsaLNatureXL2021XLhlcXLfccYfcj50.4 43

269 vovotYdiffmLcounterfactualLinferenceLforLsingleYcellLgeneLexpressionLanalysisaLGenomecBiologyXL2021
XLeeXLeek 18.3 0

268 wistinctLmetabolicLprogramsLestablishedLinLtheLthymusLcontrolLeffectorLfunctionsLofL˛‡˛·LTLcellL
subsetsLinLtumorLmicroenvironmentsaLNaturecImmunologyXL2021XLeeXLdjlYdle 19.1 26
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267 xvolutionLofLenhancedLinnateLimmuneLevasionLbyLStRSYvoVYeaaLNatureXL2021XL 50.4 30

266 zenomicLRδtLxlementsLwriveLPhaseLSeparationLofLtheLStRSYvoVYeLδucleocapsidaLMolecularcCellXL
2020XLkcXLdcjkYdcldaei 17.6 98

265  nferringLmultimodalLlatentLtopicsLfromLelectronicLhealthLrecordsaLNaturecCommunicationsXL2020XL
ddXLehfi 17.4 13

264 ReconstructionLofLtheLhumanLbloodYbrainLbarrierLinLvitroLrevealsLaLpathogenicLmechanismLofLtPκxgL
inLpericytesaLNaturecMedicineXL2020XLeiXLlheYlif 50.5 83

263 yewLS δxsLofLlifemLtluLelementsLhaveLlittleLevidenceLforLbiologicalLrelevanceLdespiteLelevatedL
translationaLNARcGenomicscandcBioinformaticsXL2020XLeXLlqzcef 3.7 6

262 xvidenceLforLaLnovelLoverlappingLcodingLsequenceLinLPκLzLinitiatedLatLaLvUzLstartLcodonaLBMCc
GeneticsXL2020XLedXLeh 2.6 18

261 γolecularLTransducersLofLPhysicalLtctivityLvonsortiumLTγoTrPtvUmLγappingLtheLwynamicL
ResponsesLtoLxxerciseaLCellXL2020XLdkdXLdgigYdgjg 56.2 51

260 zenomeYwideL n´ VivoLvδSLScreeningL dentifiesLzenesLthatLγodifyLvδSLδeuronalLSurvivalLandLm’TTL
ToxicityaLNeuronXL2020XLdciXLjiYklaek 13.9 27

259 tnalysesLofLnonYcodingLsomaticLdriversLinLeXihk´ cancerLwholeLgenomesaLNatureXL2020XLhjkXLdceYddd 50.4 220

258 PanYcancerLanalysisLofLwholeLgenomesaLNatureXL2020XLhjkXLkeYlf 50.4 840

257  nterleukinYiLdeficiencyLexacerbatesL’untingtonSsLdiseaseLmodelLphenotypesaLMolecularc
NeurodegenerationXL2020XLdhXLel 19 5

256 StRSYvoVYeLgeneLcontentLandLvκV wYdlLmutationLimpactLbyLcomparingLggLSarbecovirusLgenomesL
2020XL 3

255 StRSYvoVYeLgeneLcontentLandLvκV wYdlLmutationLimpactLbyLcomparingLggLSarbecovirusLgenomesL
2020XL 14

254  mprovedLhaplotypeLinferenceLbyLexploitingLlongYrangeLlinkingLandLallelicLimbalanceLinLRδtYseqL
datasetsaLNaturecCommunicationsXL2020XLddXLgiie 17.4 8

253 xvidenceLforLsecondaryYvariantLgeneticLburdenLandLnonYrandomLdistributionLacrossLbiologicalL
modulesLinLaLrecessiveLciliopathyaLNaturecGeneticsXL2020XLheXLddghYddhc 36.3 12

252 γappingLtheLepigenomicLandLtranscriptomicLinterplayLduringLmemoryLformationLandLrecallLinLtheL
hippocampalLengramLensembleaLNaturecNeuroscienceXL2020XLefXLdiciYdidj 25.5 29

251 vellLTypeYSpecificLTranscriptomicsLRevealsLthatLγutantL’untingtinLLeadsLtoLγitochondrialLRδtL
ReleaseLandLδeuronalL nnateL mmuneLtctivationaLNeuronXL2020XLdcjXLkldYlckaek 13.9 46

250 vonservedLxpigeneticLRegulatoryLLogicL nfersLzenesLzoverningLvellL dentityaLCellcSystemsXL2020XLddXLiehYiflaedf10.6 7

(2020-2021)
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249 PlasmaYderivedLextracellularLvesicleLanalysisLandLdeconvolutionLenableLpredictionLandLtrackingLofL
melanomaLcheckpointLblockadeLoutcomeaLSciencecAdvancesXL2020XLiXL 14.3 14

248 PerspectivesLonLxδvκwxaLNatureXL2020XLhkfXLilfYilk 50.4 61

247 xxpandedLencyclopaediasLofLwδtLelementsLinLtheLhumanLandLmouseLgenomesaLNatureXL2020XLhkfXLillYjdc50.4 360

246 TranslationL nitiationLSiteLProfilingLRevealsLWidespreadLSynthesisLofLδonYtUzY nitiatedLProteinL
 soformsLinLYeastaLCellcSystemsXL2020XLddXLdghYdicaeh 10.6 16

245 tnalysisLofLzeneticallyLRegulatedLzeneLxxpressionL dentifiesLaLPrefrontalLPTSwLzeneXLSδRδPfhXL
SpecificLtoLγilitaryLvohortsaLCellcReportsXL2020XLfdXLdcjjdi 10.6 21

244 tLmultiresolutionLframeworkLtoLcharacterizeLsingleYcellLstateLlandscapesaLNaturecCommunicationsXL
2020XLddXLhfll 17.4 11

243 tLQuantitativeLProteomeLγapLofLtheL’umanLuodyaLCellXL2020XLdkfXLeilYekfaedl 56.2 73

242 tLvastLresourceLofLallelicLexpressionLdataLspanningLhumanLtissuesaLGenomecBiologyXL2020XLedXLefg 18.3 18

241 SpectralLtlignmentLofLzraphsaLIEEEcTransactionsconcNetworkcSciencecandcEngineeringXL2020XLjXLddkeYddlj4.9 10

240 xlucidationLofLvodonLUsageLSignaturesLacrossLtheLwomainsLofLLifeaLMolecularcBiologycandcEvolutionXL
2019XLfiXLefekYeffl 8.3 23

239 SingleYcellLtranscriptomicLanalysisLofLtlzheimerSsLdiseaseaLNatureXL2019XLhjcXLffeYffj 50.4 682

238 vhallengesLinL uwLResearchmLxnvironmentalLTriggersaLInflammatorycBowelcDiseasesXL2019XLehXLSdfYSef 4.5 35

237 tLgeneLexpressionLatlasLofLembryonicLneurogenesisLinLrevealsLcomplexLspatiotemporalLregulationL
ofLlncRδtsaLDevelopmentckCambridgelXL2019XLdgiXL 6.6 18

236 δetworkL nfusionLtoL nferL nformationLSourcesLinLδetworksaLIEEEcTransactionsconcNetworkcSciencec
andcEngineeringXL2019XLiXLgceYgdj 4.9 7

235 ncdwetectemLimprovedLmodelsLofLtheLsiteYspecificLmutationLrateLinLcancerLandLdriverLdetectionLwithL
robustLsignificanceLevaluationaLBioinformaticsXL2019XLfhXLdklYdll 7.2 3

234 JointLprofilingLofLwδtLmethylationLandLchromatinLarchitectureLinLsingleLcellsaLNaturecMethodsXL2019
XLdiXLlldYllf 21.6 75

233  ntegrativeLconstructionLofLregulatoryLregionLnetworksLinLdejLhumanLreferenceLepigenomesLbyL
matrixLfactorizationaLNucleiccAcidscResearchXL2019XLgjXLjefhYjegi 20.1 2

232 tLhighYthroughputLscreeningLandLcomputationLplatformLforLidentifyingLsyntheticLpromotersLwithL
enhancedLcellYstateLspecificityLTSPxvSUaLNaturecCommunicationsXL2019XLdcXLekkc 17.4 18
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231 SingleYcellLtranscriptomicLatlasLofLtheLhumanLretinaLidentifiesLcellLtypesLassociatedLwithLageYrelatedL
macularLdegenerationaLNaturecCommunicationsXL2019XLdcXLglce 17.4 100

230 RateLofLbrainLagingLandLareLsynergisticLriskLfactorsLforLtlzheimerSsLdiseaseaLLifecSciencecAllianceXL
2019XLeXL 5.8 5

229 ’umanLPrimordialLzermLvellsLtreLSpecifiedLfromLLineageYPrimedLProgenitorsaLCellcReportsXL2019XL
elXLghikYghkeaeh 10.6 44

228 ReconstructionLofLvellYtypeYSpecificL nteractomesLatLSingleYvellLResolutionaLCellcSystemsXL2019XLlXLhhlYhikaeg10.6 24

227 wiscoveryLofLhighYconfidenceLhumanLproteinYcodingLgenesLandLexonsLbyLwholeYgenomeLPhylovSyL
helpsLelucidateLddkLzWtSLlociaLGenomecResearchXL2019XLelXLecjfYeckj 9.7 26

226 tnLtRYxRzLtranscriptionalLsignatureLdefinedLbyLlongYrangeLchromatinLinteractomesLinLprostateL
cancerLcellsaLGenomecResearchXL2019XLelXLeefYefh 9.7 24

225 tssociationLstudiesLofLupLtoLdaeLmillionLindividualsLyieldLnewLinsightsLintoLtheLgeneticLetiologyLofL
tobaccoLandLalcoholLuseaLNaturecGeneticsXL2019XLhdXLefjYegg 36.3 516

224 zxδvκwxLreferenceLannotationLforLtheLhumanLandLmouseLgenomesaLNucleiccAcidscResearchXL2019XL
gjXLwjiiYwjjf 20.1 1140

223 PanYcancerLscreenLforLmutationsLinLnonYcodingLelementsLwithLconservationLandLcancerLspecificityL
revealsLcorrelationsLwithLexpressionLandLsurvivalaLNpjcGenomiccMedicineXL2018XLfXLd 6.2 38

222 StopLcodonLreadthroughLgeneratesLaLvYterminallyLextendedLvariantLofLtheLhumanLvitaminLwL
receptorLwithLreducedLcalcitriolLresponseaLJournalcofcBiologicalcChemistryXL2018XLelfXLggfgYgggg 5.4 30

221 δYmethyladenosineLRδtLmodificationLregulatesLembryonicLneuralLstemLcellLselfYrenewalLthroughL
histoneLmodificationsaLNaturecNeuroscienceXL2018XLedXLdlhYeci 25.5 185

220 RtδzxRYwTLLeacmLrigorousLreconstructionLofLgeneYfamilyLevolutionLbyLduplicationXLtransferLandL
lossaLBioinformaticsXL2018XLfgXLfedgYfedi 7.2 27

219 tnalysesLofLmRδtLstructureLdynamicsLidentifyLembryonicLgeneLregulatoryLprogramsaLNaturec
StructuralcandcMolecularcBiologyXL2018XLehXLijjYiki 17.6 61

218 LooseLendsmLalmostLoneLinLfiveLhumanLgenesLstillLhaveLunresolvedLcodingLstatusaLNucleiccAcidsc
ResearchXL2018XLgiXLjcjcYjckg 20.1 36

217 weepLcoverageLwholeLgenomeLsequencesLandLplasmaLlipoproteinTaULinLindividualsLofLxuropeanLandL
tfricanLancestriesaLNaturecCommunicationsXL2018XLlXLeici 17.4 53

216 vhromatinLtccessibilityL mpactsLTranscriptionalLReprogrammingLinLκocytesaLCellcReportsXL2018XLegXLfcgYfdd10.6 29

215 tlleleYspecificLepigenomeLmapsLrevealLsequenceYdependentLstochasticLswitchingLatLregulatoryLlociaL
ScienceXL2018XLfidXL 33.3 48

214 weepYcoverageLwholeLgenomeLsequencesLandLbloodLlipidsLamongLdiXfegLindividualsaLNaturec
CommunicationsXL2018XLlXLffld 17.4 90

(2018-2019)
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213 tbstractLgekemLweconvolutionLofLplasmaYderivedLexosomesLforLtrackingLandLpredictionLofL
immunotherapyLacrossLmultipleLtissuesL2018XL 4

212 PhylogeneticLanalysisLofLlongitudinalLmelanomaLsamplesLtoLrevealLconvergentLevolutionLandL
markersLofLimmunotherapyLresistanceaaLJournalcofcClinicalcOncologyXL2018XLfiXLlhkdYlhkd 2.2

211 TargetLsiteLspecificityLandLinLvivoLcomplexityLofLtheLmammalianLarginylomeaLScientificcReportsXL2018XL
kXLdidjj 4.9 16

210 ’ighYresolutionLgenomeYwideLfunctionalLdissectionLofLtranscriptionalLregulatoryLregionsLandL
nucleotidesLinLhumanaLNaturecCommunicationsXL2018XLlXLhfkc 17.4 52

209 LossLofLLwt’LassociatedLwithLprostateLcancerLandLhearingLlossaLHumancMolecularcGeneticsXL2018XL
ejXLgdlgYgecf 5.6 9

208 UsingLanLatlasLofLgeneLregulationLacrossLggLhumanLtissuesLtoLinformLcomplexLdiseaseYLandL
traitYassociatedLvariationaLNaturecGeneticsXL2018XLhcXLlhiYlij 36.3 239

207 PredictingLgeneLexpressionLinLmassivelyLparallelLreporterLassaysmLtLcomparativeLstudyaLHumanc
MutationXL2017XLfkXLdegcYdehc 4.7 23

206 zenomicLanalysesLidentifyLhundredsLofLvariantsLassociatedLwithLageLatLmenarcheLandLsupportLaLroleL
forLpubertyLtimingLinLcancerLriskaLNaturecGeneticsXL2017XLglXLkfgYkgd 36.3 257

205 δetworkLγaximalLvorrelationaLIEEEcTransactionsconcNetworkcSciencecandcEngineeringXL2017XLgXLeelYegj 4.9 3

204 γultiYscaleLchromatinLstateLannotationLusingLaLhierarchicalLhiddenLγarkovLmodelaLNaturec
CommunicationsXL2017XLkXLdhcdd 17.4 24

203 wynamicLlandscapeLandLregulationLofLRδtLeditingLinLmammalsaLNatureXL2017XLhhcXLeglYehg 50.4 286

202 LandscapeLofLXLchromosomeLinactivationLacrossLhumanLtissuesaLNatureXL2017XLhhcXLeggYegk 50.4 417

201 zeneticLeffectsLonLgeneLexpressionLacrossLhumanLtissuesaLNatureXL2017XLhhcXLecgYedf 50.4 2086

200 xvidenceLofLreducedLrecombinationLrateLinLhumanLregulatoryLdomainsaLGenomecBiologyXL2017XLdkXLdlf 18.3 23

199 vhromatinYstateLdiscoveryLandLgenomeLannotationLwithLvhrom’γγaLNaturecProtocolsXL2017XLdeXLegjkYegle18.8 257

198 JointLuayesianLinferenceLofLriskLvariantsLandLtissueYspecificLepigenomicLenrichmentsLacrossL
multipleLcomplexLhumanLdiseasesaLNucleiccAcidscResearchXL2016XLggXLedgg 20.1 58

197 heLzeneticLLociL nfluencingLγyocardial´ γassaLJournalcofcthecAmericancCollegecofcCardiologyXL2016XL
ikXLdgfhYdggk 15.1 76

196 xvolutionaryLwynamicsLofLtbundantLStopLvodonLReadthroughaLMolecularcBiologycandcEvolutionXL
2016XLffXLfdckYfdfe 8.3 32
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195 SoftLXYRayLTomographyLRevealsLzradualLvhromatinLvompactionLandLReorganizationLduringL
δeurogenesisL n´ VivoaLCellcReportsXL2016XLdjXLedehYedfi 10.6 59

194 SurveyLofLvariationLinLhumanLtranscriptionLfactorsLrevealsLprevalentLwδtLbindingLchangesaLScienceXL
2016XLfhdXLdghcYdghg 33.3 78

193  mprovedL dentificationLandLtnalysisLofLSmallLκpenLReadingLyrameLxncodedLPolypeptidesaL
AnalyticalcChemistryXL2016XLkkXLflijYjh 7.8 73

192 γicroRδtLandLgeneLexpressionLchangesLinLunrupturedLhumanLcerebralLaneurysmsaLJournalcofc
NeurosurgeryXL2016XLdehXLdflcYdfll 3.2 29

191 TissueYspecificLregulatoryLcircuitsLrevealLvariableLmodularLperturbationsLacrossLcomplexLdiseasesaL
NaturecMethodsXL2016XLdfXLfiiYjc 21.6 201

190 wiscoveryLofLzeneticLVariationLonLvhromosomeLhqeeLtssociatedLwithLγortalityLinL’eartLyailureaL
PLoScGeneticsXL2016XLdeXLedccicfg 6 26

189 wiscoveryLandLvalidationLofLsubYthresholdLgenomeYwideLassociationLstudyLlociLusingLepigenomicL
signaturesaLELifeXL2016XLhXL 8.9 64

188 SwiSpotmLmodelingLriboswitchesLbyLspottingLoutLswitchingLsequencesaLBioinformaticsXL2016XLfeXLfeheYfehl7.2 7

187 ’aploRegLvgmLsystematicLminingLofLputativeLcausalLvariantsXLcellLtypesXLregulatorsLandLtargetLgenesL
forLhumanLcomplexLtraitsLandLdiseaseaLNucleiccAcidscResearchXL2016XLggXLwkjjYkd 20.1 522

186 zenomeYscaleLhighYresolutionLmappingLofLactivatingLandLrepressiveLnucleotidesLinLregulatoryL
regionsaLNaturecBiotechnologyXL2016XLfgXLddkcYddlc 44.5 85

185 weepLlearningLforLregulatoryLgenomicsaLNaturecBiotechnologyXL2015XLffXLkehYi 44.5 103

184 SharingLandLSpecificityLofLvoYexpressionLδetworksLacrossLfhL’umanLTissuesaLPLoScComputationalc
BiologyXL2015XLddXLedccgeec 5 104

183 vontextLinfluencesLonLTtLxYwδtLbindingLrevealedLbyLquantitativeLprofilingaLNaturec
CommunicationsXL2015XLiXLjggc 17.4 22

182 yRxSvomLfindingLregionsLofLexcessLsynonymousLconstraintLinLdiverseLvirusesaLGenomecBiologyXL2015XL
diXLfk 18.3 30

181 ’umanLgenomicsaLTheLzenotypeYTissueLxxpressionLTzTxxULpilotLanalysismLmultitissueLgeneL
regulationLinLhumansaLScienceXL2015XLfgkXLigkYic 33.3 3242

180 ’umanLgenomicsaLxffectLofLpredictedLproteinYtruncatingLgeneticLvariantsLonLtheLhumanL
transcriptomeaLScienceXL2015XLfgkXLiiiYl 33.3 170

179 tLδovelLtpproachLtoL’ighYQualityLPostmortemLTissueLProcurementmLTheLzTxxLProjectaL
BiopreservationcandcBiobankingXL2015XLdfXLfddYl 2.1 432

178 SystematicLchromatinLstateLcomparisonLofLepigenomesLassociatedLwithLdiverseLpropertiesL
includingLsexLandLtissueLtypeaLNaturecCommunicationsXL2015XLiXLjljf 17.4 42

(2015-2016)
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177 yTκLκbesityLVariantLvircuitryLandLtdipocyteLurowningLinL’umansaLNewcEnglandcJournalcofcMedicineXL
2015XLfjfXLklhYlcj 59.2 821

176 PRveL sLRequiredLtoLγaintainLxxpressionLofLtheLγaternalLztleYRianYγirgLLocusLbyLPreventingLweL
δovoLwδtLγethylationLinLγouseLxmbryonicLStemLvellsaLCellcReportsXL2015XLdeXLdghiYjc 10.6 46

175 γosquitoLgenomicsaL’ighlyLevolvableLmalariaLvectorsmLtheLgenomesLofLdiLtnophelesLmosquitoesaL
ScienceXL2015XLfgjXLdehkhee 33.3 372

174 tlzheimerSsLlocimLepigeneticLassociationsLandLinteractionLwithLgeneticLfactorsaLAnnalscofcClinicalcandc
TranslationalcNeurologyXL2015XLeXLifiYgj 5.3 42

173 yineLmappingLofLtypeLdLdiabetesLsusceptibilityLlociLandLevidenceLforLcolocalizationLofLcausalLvariantsL
withLlymphoidLgeneLenhancersaLNaturecGeneticsXL2015XLgjXLfkdYi 36.3 414

172 tctivityY nducedLwδtLureaksLzovernLtheLxxpressionLofLδeuronalLxarlyYResponseLzenesaLCellXL2015XL
didXLdhleYich 56.2 386

171  mprovedLgeneLtreeLerrorLcorrectionLinLtheLpresenceLofLhorizontalLgeneLtransferaLBioinformaticsXL
2015XLfdXLdeddYk 7.2 37

170 uRvtdLrecruitmentLtoLtranscriptionalLpauseLsitesLisLrequiredLforLRYloopYdrivenLwδtLdamageLrepairaL
MolecularcCellXL2015XLhjXLifiYigj 17.6 245

169 LargeYscaleLimputationLofLepigenomicLdatasetsLforLsystematicLannotationLofLdiverseLhumanLtissuesaL
NaturecBiotechnologyXL2015XLffXLfigYji 44.5 252

168  ntermediateLwδtLmethylationLisLaLconservedLsignatureLofLgenomeLregulationaLNaturec
CommunicationsXL2015XLiXLifif 17.4 67

167 vonservedLepigenomicLsignalsLinLmiceLandLhumansLrevealLimmuneLbasisLofLtlzheimerSsLdiseaseaL
NatureXL2015XLhdkXLfihYl 50.4 390

166  ntegrativeLanalysisLofLdddLreferenceLhumanLepigenomesaLNatureXL2015XLhdkXLfdjYfc 50.4 3849

165 TheLwiscoveryLofL’umanLsκRyYxncodedLPolypeptidesLTSxPsULinLvellLLinesLandLTissueaLFASEBcJournalXL
2015XLelXLhijaed 0.9

164 wiscoveryLofLhumanLsκRyYencodedLpolypeptidesLTSxPsULinLcellLlinesLandLtissueaLJournalcofcProteomec
ResearchXL2014XLdfXLdjhjYih 5.6 111

163 vommonLgeneticLvariantsLmodulateLpathogenYsensingLresponsesLinLhumanLdendriticLcellsaLScienceXL
2014XLfgfXLdegilkc 33.3 309

162 zenomeYwideLprobingLofLRδtLstructureLrevealsLactiveLunfoldingLofLmRδtLstructuresLinLvivoaLNature
XL2014XLhchXLjcdYh 50.4 560

161 xvolutionaryLdynamicsLandLtissueLspecificityLofLhumanLlongLnoncodingLRδtsLinLsixLmammalsaL
GenomecResearchXL2014XLegXLidiYek 9.7 250

160 Rxvκγub SvuLsystemsLbiologyXLregulatoryLgenomicsXLandLwRxtγLecdfLspecialLissueaLJournalcofc
ComputationalcBiologyXL2014XLedXLfjdYe 1.7 1
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159 tLcomparativeLencyclopediaLofLwδtLelementsLinLtheLmouseLgenomeaLNatureXL2014XLhdhXLfhhYig 50.4 1026

158 vomparativeLanalysisLofLregulatoryLinformationLandLcircuitsLacrossLdistantLspeciesaLNatureXL2014XL
hdeXLghfYi 50.4 135

157 vomparativeLanalysisLofLmetazoanLchromatinLorganizationaLNatureXL2014XLhdeXLgglYhe 50.4 265

156
ReplyLtoLurunetLandLwoolittlemLuothLselectedLeffectLandLcausalLroleLelementsLcanLinfluenceLhumanL
biologyLandLdiseaseaLProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmerica
XL2014XLdddXLxffii

11.5 22

155 vomparativeLvalidationLofLtheLwaLmelanogasterLmodxδvκwxLtranscriptomeLannotationaLGenomec
ResearchXL2014XLegXLdeclYef 9.7 95

154
v’wkLregulatesLneurodevelopmentalLpathwaysLassociatedLwithLautismLspectrumLdisorderLinLneuralL
progenitorsaLProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaXL2014XL
dddXLxggikYjj

11.5 210

153 tlzheimerSsLdiseasemLearlyLalterationsLinLbrainLwδtLmethylationLatLtδódXLu δdXLR’uwyeLandLotherL
lociaLNaturecNeuroscienceXL2014XLdjXLddhiYif 25.5 579

152 zeneticLassociationLstudyLofLQTLintervalLhighlightsLroleLforLcalciumLsignalingLpathwaysLinL
myocardialLrepolarizationaLNaturecGeneticsXL2014XLgiXLkeiYfi 36.3 199

151 xvidenceLofLefficientLstopLcodonLreadthroughLinLfourLmammalianLgenesaLNucleiccAcidscResearchXL
2014XLgeXLklekYfk 20.1 130

150 wefiningLfunctionalLwδtLelementsLinLtheLhumanLgenomeaLProceedingscofcthecNationalcAcademycofc
SciencescofcthecUnitedcStatescofcAmericaXL2014XLdddXLidfdYk 11.5 490

149 ParetoYoptimalLphylogeneticLtreeLreconciliationaLBioinformaticsXL2014XLfcXLikjYlh 7.2 41

148 γostLparsimoniousLreconciliationLinLtheLpresenceLofLgeneLduplicationXLlossXLandLdeepLcoalescenceL
usingLlabeledLcoalescentLtreesaLGenomecResearchXL2014XLegXLgjhYki 9.7 46

147 voreLandLregionYenrichedLnetworksLofLbehaviorallyLregulatedLgenesLandLtheLsingingLgenomeaL
ScienceXL2014XLfgiXLdehijkc 33.3 81

146 wiverseLpatternsLofLgenomicLtargetingLbyLtranscriptionalLregulatorsLinLwrosophilaLmelanogasteraL
GenomecResearchXL2014XLegXLdeegYfh 9.7 27

145 SystematicLdiscoveryLandLcharacterizationLofLregulatoryLmotifsLinLxδvκwxLTyLbindingLexperimentsaL
NucleiccAcidscResearchXL2014XLgeXLeljiYkj 20.1 302

144 TheLδyY˛”uLgenomicLlandscapeLinLlymphoblastoidLuLcellsaLCellcReportsXL2014XLkXLdhlhYici 10.6 112

143 wistinctLandLpredictiveLhistoneLlysineLacetylationLpatternsLatLpromotersXLenhancersXLandLgeneL
bodiesaLGw:cGenesocGenomesocGeneticsXL2014XLgXLechdYif 3.2 27

142 xnergyYbasedLRδtLconsensusLsecondaryLstructureLpredictionLinLmultipleLsequenceLalignmentsaL
MethodscincMolecularcBiologyXL2014XLdcljXLdehYgd 1.4 2

(2014-2014)
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141 zenomicLevidenceLforLameioticLevolutionLinLtheLbdelloidLrotiferLtdinetaLvagaaLNatureXL2013XLhccXLghfYj 50.4 274

140 δetworkLdeconvolutionLasLaLgeneralLmethodLtoLdistinguishLdirectLdependenciesLinLnetworksaL
NaturecBiotechnologyXL2013XLfdXLjeiYff 44.5 174

139 xxtensiveLvariationLinLchromatinLstatesLacrossLhumansaLScienceXL2013XLfgeXLjhcYe 33.3 276

138 SpatialLexpressionLofLtranscriptionLfactorsLinLwrosophilaLembryonicLorganLdevelopmentaLGenomec
BiologyXL2013XLdgXLRdgc 18.3 87

137 ReconciliationLrevisitedmLhandlingLmultipleLoptimaLwhenLreconcilingLwithLduplicationXLtransferXLandL
lossaLJournalcofcComputationalcBiologyXL2013XLecXLjfkYhg 1.7 45

136  ntegrativeLannotationLofLchromatinLelementsLfromLxδvκwxLdataaLNucleiccAcidscResearchXL2013XLgdXLkejYgd20.1 383

135 LongLnoncodingLRδtsLregulateLadipogenesisaLProceedingscofcthecNationalcAcademycofcSciencescofc
thecUnitedcStatescofcAmericaXL2013XLddcXLffkjYle 11.5 315

134 vonstitutiveLnuclearLlaminaYgenomeLinteractionsLareLhighlyLconservedLandLassociatedLwithLtbTYrichL
sequenceaLGenomecResearchXL2013XLefXLejcYkc 9.7 301

133 TheLtissueYspecificLlncRδtLyendrrLisLanLessentialLregulatorLofLheartLandLbodyLwallLdevelopmentLinL
theLmouseaLDevelopmentalcCellXL2013XLegXLeciYdg 10.2 718

132  ntegratingLandLminingLtheLchromatinLlandscapeLofLcellYtypeLspecificityLusingLselfYorganizingLmapsaL
GenomecResearchXL2013XLefXLedfiYgk 9.7 39

131 SystematicLdissectionLofLregulatoryLmotifsLinLecccLpredictedLhumanLenhancersLusingLaLmassivelyL
parallelLreporterLassayaLGenomecResearchXL2013XLefXLkccYdd 9.7 191

130  nterplayLbetweenLchromatinLstateXLregulatorLbindingXLandLregulatoryLmotifsLinLsixLhumanLcellL
typesaLGenomecResearchXL2013XLefXLddgeYhg 9.7 72

129 trboretummLreconstructionLandLanalysisLofLtheLevolutionaryLhistoryLofLconditionYspecificL
transcriptionalLmodulesaLGenomecResearchXL2013XLefXLdcflYhc 9.7 40

128 TreeyixmLstatisticallyLinformedLgeneLtreeLerrorLcorrectionLusingLspeciesLtreesaLSystematiccBiologyXL
2013XLieXLddcYec 8.4 80

127 TheLzenotypeYTissueLxxpressionLTzTxxULprojectaLNaturecGeneticsXL2013XLghXLhkcYh 36.3 4179

126 ResponseLtoLcommentLonLNxvidenceLofLabundantLpurifyingLselectionLinLhumansLforLrecentlyL
acquiredLregulatoryLfunctionsNaLScienceXL2013XLfgcXLike 33.3 12

125 γultipleLknockoutLmouseLmodelsLrevealLlincRδtsLareLrequiredLforLlifeLandLbrainLdevelopmentaLELife
XL2013XLeXLecdjgl 8.9 516

124 RyxvSmLaLrandomYforestLbasedLalgorithmLforLenhancerLidentificationLfromLchromatinLstateaLPLoSc
ComputationalcBiologyXL2013XLlXLedccelik 5 160
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123 ’eterologousLstopLcodonLreadthroughLofLmetazoanLreadthroughLcandidatesLinLyeastaLPLoScONEXL
2013XLkXLehlghc 3.7 6

122 xvolutionaryLprinciplesLofLmodularLgeneLregulationLinLyeastsaLELifeXL2013XLeXLeccicf 8.9 50

121 ReconciliationLRevisitedmL’andlingLγultipleLκptimaLWhenLReconcilingLwithLwuplicationXLTransferXL
andLLossaLLecturecNotescincComputercScienceXL2013XLdYdf 0.9 4

120  nterpretingLnoncodingLgeneticLvariationLinLcomplexLtraitsLandLhumanLdiseaseaLNaturec
BiotechnologyXL2012XLfcXLdclhYdci 44.5 347

119 tnalysisLofLvariationLatLtranscriptionLfactorLbindingLsitesLinLwrosophilaLandLhumansaLGenomecBiology
XL2012XLdfXLRgl 18.3 71

118 LinkingLwδtLmethyltransferasesLtoLepigeneticLmarksLandLnucleosomeLstructureLgenomeYwideLinL
humanLtumorLcellsaLCellcReportsXL2012XLeXLdgddYeg 10.6 86

117 tnLintegratedLencyclopediaLofLwδtLelementsLinLtheLhumanLgenomeaLNatureXL2012XLgklXLhjYjg 50.4 11449

116 vh PYseqLguidelinesLandLpracticesLofLtheLxδvκwxLandLmodxδvκwxLconsortiaaLGenomecResearchXL
2012XLeeXLdkdfYfd 9.7 1211

115 zxδvκwxmLtheLreferenceLhumanLgenomeLannotationLforLTheLxδvκwxLProjectaLGenomecResearchXL
2012XLeeXLdjicYjg 9.7 3142

114 WisdomLofLcrowdsLforLrobustLgeneLnetworkLinferenceaLNaturecMethodsXL2012XLlXLjliYkcg 21.6 1097

113 xvidenceLofLabundantLpurifyingLselectionLinLhumansLforLrecentlyLacquiredLregulatoryLfunctionsaL
ScienceXL2012XLffjXLdijhYk 33.3 151

112 vomputationalLanalysisLofLnoncodingLRδtsaLWileycInterdisciplinarycReviewscRNAXL2012XLfXLjhlYjk 9.3 44

111 ’ighLdepthXLwholeYgenomeLsequencingLofLcholeraLisolatesLfromL’aitiLandLtheLwominicanLRepublicaL
BMCcGenomicsXL2012XLdfXLgik 4.5 7

110 wisruptionLofLaLlargeLintergenicLnoncodingLRδtLinLsubjectsLwithLneurodevelopmentalLdisabilitiesaL
AmericancJournalcofcHumancGeneticsXL2012XLldXLddekYfg 11 53

109 SystematicLdissectionLandLoptimizationLofLinducibleLenhancersLinLhumanLcellsLusingLaLmassivelyL
parallelLreporterLassayaLNaturecBiotechnologyXL2012XLfcXLejdYj 44.5 431

108 vhrom’γγmLautomatingLchromatinYstateLdiscoveryLandLcharacterizationaLNaturecMethodsXL2012XLlXLedhYi21.6 1413

107 PredictiveLregulatoryLmodelsLinLwrosophilaLmelanogasterLbyLintegrativeLinferenceLofL
transcriptionalLnetworksaLGenomecResearchXL2012XLeeXLdffgYgl 9.7 79

106 vommonLvariantsLatLlpedLandLkqeeLareLassociatedLwithLincreasedLsusceptibilityLtoLopticLnerveL
degenerationLinLglaucomaaLPLoScGeneticsXL2012XLkXLedcceihg 6 227

(2012-2013)
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105 xfficientLalgorithmsLforLtheLreconciliationLproblemLwithLgeneLduplicationXLhorizontalLtransferLandL
lossaLBioinformaticsXL2012XLekXLiekfYld 7.2 138

104 UnifiedLmodelingLofLgeneLduplicationXLlossXLandLcoalescenceLusingLaLlocusLtreeaLGenomecResearchXL
2012XLeeXLjhhYih 9.7 117

103 PrefacemLRxvκγuLSystemsLuiologyXLRegulatoryLzenomicsXLandLwRxtγLecddLspecialLissueaLJournalcofc
ComputationalcBiologyXL2012XLdlXLdcd 1.7 2

102 RδtLfoldingLwithLsoftLconstraintsmLreconciliationLofLprobingLdataLandLthermodynamicLsecondaryL
structureLpredictionaLNucleiccAcidscResearchXL2012XLgcXLgeidYje 20.1 84

101 xvolutionLatLtheLsubgeneLlevelmLdomainLrearrangementsLinLtheLwrosophilaLphylogenyaLMolecularc
BiologycandcEvolutionXL2012XLelXLiklYjch 8.3 34

100 ’aploRegmLaLresourceLforLexploringLchromatinLstatesXLconservationXLandLregulatoryLmotifL
alterationsLwithinLsetsLofLgeneticallyLlinkedLvariantsaLNucleiccAcidscResearchXL2012XLgcXLwlfcYg 20.1 1630

99 xxtensiveLandLcoordinatedLtranscriptionLofLnoncodingLRδtsLwithinLcellYcycleLpromotersaLNaturec
GeneticsXL2011XLgfXLiedYl 36.3 902

98 vomparativeLfunctionalLgenomicsLofLtheLfissionLyeastsaLScienceXL2011XLffeXLlfcYi 33.3 364

97 tnLepigeneticLsignatureLforLmonoallelicLolfactoryLreceptorLexpressionaLCellXL2011XLdghXLhhhYjc 56.2 218

96 vombinatorialLpatterningLofLchromatinLregulatorsLuncoveredLbyLgenomeYwideLlocationLanalysisLinL
humanLcellsaLCellXL2011XLdgjXLdiekYfl 56.2 265

95 tLuserSsLguideLtoLtheLencyclopediaLofLwδtLelementsLTxδvκwxUaLPLoScBiologyXL2011XLlXLedccdcgi 9.7 1060

94 xrrorLandLerrorLmitigationLinLlowYcoverageLgenomeLassembliesaLPLoScONEXL2011XLiXLedjcfg 3.7 29

93 vomprehensiveLanalysisLofLtheLchromatinLlandscapeLinLwrosophilaLmelanogasteraLNatureXL2011XLgjdXLgkcYh50.4 641

92 γappingLandLanalysisLofLchromatinLstateLdynamicsLinLnineLhumanLcellLtypesaLNatureXL2011XLgjfXLgfYl 50.4 2153

91 tLcisYregulatoryLmapLofLtheLwrosophilaLgenomeaLNatureXL2011XLgjdXLhejYfd 50.4 390

90 tLhighYresolutionLmapLofLhumanLevolutionaryLconstraintLusingLelLmammalsaLNatureXL2011XLgjkXLgjiYke 50.4 802

89 PhylogenomicLtpproachLtoLtheLxvolutionaryLwynamicsLofLzeneLwuplicationLinLuirdsL2011XLehfYeik 2

88 PhylovSymLaLcomparativeLgenomicsLmethodLtoLdistinguishLproteinLcodingLandLnonYcodingLregionsaL
BioinformaticsXL2011XLejXLiejhYke 7.2 637
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87 ThreeLperiodsLofLregulatoryLinnovationLduringLvertebrateLevolutionaLScienceXL2011XLfffXLdcdlYeg 33.3 92

86 LocatingLproteinYcodingLsequencesLunderLselectionLforLadditionalXLoverlappingLfunctionsLinLelL
mammalianLgenomesaLGenomecResearchXL2011XLedXLdldiYek 9.7 71

85 δewLfamiliesLofLhumanLregulatoryLRδtLstructuresLidentifiedLbyLcomparativeLanalysisLofLvertebrateL
genomesaLGenomecResearchXL2011XLedXLdlelYgf 9.7 76

84 SubγtPmLaligningLmetabolicLpathwaysLwithLsubnetworkLmappingsaLJournalcofcComputationalc
BiologyXL2011XLdkXLedlYfh 1.7 51

83 tLuayesianLapproachLforLfastLandLaccurateLgeneLtreeLreconstructionaLMolecularcBiologycandc
EvolutionXL2011XLekXLejfYlc 8.3 95

82 wynamicsLofLtheLepigeneticLlandscapeLduringLerythroidLdifferentiationLafterLztTtdLrestorationaL
GenomecResearchXL2011XLedXLdihlYjd 9.7 100

81 xvidenceLofLabundantLstopLcodonLreadthroughLinLwrosophilaLandLotherLmetazoaaLGenomecResearchXL
2011XLedXLecliYddf 9.7 139

80 wiscoveryLandLvharacterizationLofLvhromatinLStatesLforLSystematicLtnnotationLofLtheL’umanL
zenomeaLLecturecNotescincComputercScienceXL2011XLhfYhf 0.9 2

79 wiscoveryLandLcharacterizationLofLchromatinLstatesLforLsystematicLannotationLofLtheLhumanL
genomeaLNaturecBiotechnologyXL2010XLekXLkdjYeh 44.5 757

78 TheLδ ’LRoadmapLxpigenomicsLγappingLvonsortiumaLNaturecBiotechnologyXL2010XLekXLdcghYk 44.5 1284

77 PhylovSymLaLcomparativeLgenomicsLmethodLtoLdistinguishLproteinYcodingLandLnonYcodingLregionsaL
NaturecPrecedingsXL2010XL 1

76 tLcomprehensiveLmapLofLinsulatorLelementsLforLtheLwrosophilaLgenomeaLPLoScGeneticsXL2010XLiXLedccckdg6 255

75 γotifLwiscoveryLinLPhysiologicalLwatasetsmLtLγethodologyLforL nferringLPredictiveLxlementsaLACMc
TransactionsconcKnowledgecDiscoverycFromcDataXL2010XLgXLe 4 17

74  dentificationLofLfunctionalLelementsLandLregulatoryLcircuitsLbyLwrosophilaLmodxδvκwxaLScienceXL
2010XLffcXLdjkjYlj 33.3 892

73 TheLTasmanianLdevilLtranscriptomeLrevealsLSchwannLcellLoriginsLofLaLclonallyLtransmissibleLcanceraL
ScienceXL2010XLfejXLkgYj 33.3 188

72 κptimizationLofLparametersLforLcoverageLofLlowLmolecularLweightLproteinsaLAnalyticalcandc
BioanalyticalcChemistryXL2010XLflkXLekijYkd 4.4 36

71 TheLconsensusLcodingLsequenceLTvvwSULprojectmL dentifyingLaLcommonLproteinYcodingLgeneLsetLforL
theLhumanLandLmouseLgenomesaLGenomecResearchXL2009XLdlXLdfdiYef 9.7 415

70 vhromatinLsignatureLrevealsLoverLaLthousandLhighlyLconservedLlargeLnonYcodingLRδtsLinLmammalsaL
NatureXL2009XLghkXLeefYj 50.4 3230

(2009-2011)
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69 ’istoneLmodificationsLatLhumanLenhancersLreflectLglobalLcellYtypeYspecificLgeneLexpressionaLNatureXL
2009XLghlXLdckYde 50.4 1832

68 xvolutionLofLpathogenicityLandLsexualLreproductionLinLeightLvandidaLgenomesaLNatureXL2009XLghlXLihjYie50.4 764

67 UnlockingLtheLsecretsLofLtheLgenomeaLNatureXL2009XLghlXLlejYfc 50.4 620

66 zenomeLanalysisLofLtheLplatypusLrevealsLuniqueLsignaturesLofLevolutionaLNatureXL2008XLghfXLdjhYkf 50.4 545

65 tnLendogenousLsmallLinterferingLRδtLpathwayLinLwrosophilaaLNatureXL2008XLghfXLjlkYkce 50.4 542

64 tLsingleL’oxLlocusLinLwrosophilaLproducesLfunctionalLmicroRδtsLfromLoppositeLwδtLstrandsaLGenesc
andcDevelopmentXL2008XLeeXLkYdf 12.6 188

63
TheLevolutionaryLdynamicsLofLtheLSaccharomycesLcerevisiaeLproteinLinteractionLnetworkLafterL
duplicationaLProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaXL2008XL
dchXLlhcYg

11.5 46

62 PerformanceLandLscalabilityLofLdiscriminativeLmetricsLforLcomparativeLgeneLidentificationLinLdeL
wrosophilaLgenomesaLPLoScComputationalcBiologyXL2008XLgXLedccccij 5 41

61 vonservationLofLsmallLRδtLpathwaysLinLplatypusaLGenomecResearchXL2008XLdkXLllhYdccg 9.7 34

60 δetworkLγotifLwiscoveryLUsingLSubgraphLxnumerationLandLSymmetryYureakingL2007XLleYdci 124

59 RδtLpolymeraseLstallingLatLdevelopmentalLcontrolLgenesLinLtheLwrosophilaLmelanogasterLembryoaL
NaturecGeneticsXL2007XLflXLdhdeYi 36.3 589

58 wiscoveryLofLfunctionalLelementsLinLdeLwrosophilaLgenomesLusingLevolutionaryLsignaturesaLNatureXL
2007XLghcXLedlYfe 50.4 506

57 xvolutionLofLgenesLandLgenomesLonLtheLwrosophilaLphylogenyaLNatureXL2007XLghcXLecfYdk 50.4 1586

56
SystematicLdiscoveryLofLregulatoryLmotifsLinLconservedLregionsLofLtheLhumanLgenomeXLincludingL
thousandsLofLvTvyLinsulatorLsitesaLProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedc
StatescofcAmericaXL2007XLdcgXLjdghYhc

11.5 242

55 SystematicLdiscoveryLandLcharacterizationLofLflyLmicroRδtsLusingLdeLwrosophilaLgenomesaLGenomec
ResearchXL2007XLdjXLdkihYjl 9.7 158

54 RevisitingLtheLproteinYcodingLgeneLcatalogLofLwrosophilaLmelanogasterLusingLdeLflyLgenomesaL
GenomecResearchXL2007XLdjXLdkefYfi 9.7 121

53 wistinguishingLproteinYcodingLandLnoncodingLgenesLinLtheLhumanLgenomeaLProceedingscofcthec
NationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaXL2007XLdcgXLdlgekYff 11.5 440

52 WholeYgenomeLvh PYchipLanalysisLofLworsalXLTwistXLandLSnailLsuggestsLintegrationLofLdiverseL
patterningLprocessesLinLtheLwrosophilaLembryoaLGenescandcDevelopmentXL2007XLedXLfkhYlc 12.6 232
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51 ReliableLpredictionLofLregulatorLtargetsLusingLdeLwrosophilaLgenomesaLGenomecResearchXL2007XLdjXLdldlYfd9.7 123

50 wiscreteLsmallLRδtYgeneratingLlociLasLmasterLregulatorsLofLtransposonLactivityLinLwrosophilaaLCellXL
2007XLdekXLdcklYdcf 56.2 1802

49 xvolutionXLbiogenesisXLexpressionXLandLtargetLpredictionsLofLaLsubstantiallyLexpandedLsetLofL
wrosophilaLmicroRδtsaLGenomecResearchXL2007XLdjXLdkhcYig 9.7 462

48 tccurateLgeneYtreeLreconstructionLbyLlearningLgeneYLandLspeciesYspecificLsubstitutionLratesLacrossL
multipleLcompleteLgenomesaLGenomecResearchXL2007XLdjXLdlfeYge 9.7 61

47 SystematicLdiscoveryLofLregulatoryLmotifsLinLhumanLpromotersLandLfSLUTRsLbyLcomparisonLofL
severalLmammalsaLNatureXL2005XLgfgXLffkYgh 50.4 1551

46 zenomeLsequenceXLcomparativeLanalysisLandLhaplotypeLstructureLofLtheLdomesticLdogaLNatureXL
2005XLgfkXLkcfYdl 50.4 1809

45 TranscriptionalLregulatoryLcodeLofLaLeukaryoticLgenomeaLNatureXL2004XLgfdXLllYdcg 50.4 1732

44 zenomeLduplicationLinLtheLteleostLfishLTetraodonLnigroviridisLrevealsLtheLearlyLvertebrateL
protoYkaryotypeaLNatureXL2004XLgfdXLlgiYhj 50.4 1543

43 TheLchangingLfaceLofLgenomicsaLGenomecBiologyXL2004XLhXLfeg 18.3

42 γethodsLinLcomparativeLgenomicsmLgenomeLcorrespondenceXLgeneLidentificationLandLregulatoryL
motifLdiscoveryaLJournalcofcComputationalcBiologyXL2004XLddXLfdlYhh 1.7 72

41 ProofLandLevolutionaryLanalysisLofLancientLgenomeLduplicationLinLtheLyeastLSaccharomycesL
cerevisiaeaLNatureXL2004XLgekXLidjYeg 50.4 1158

40 PositionLspecificLvariationLinLtheLrateLofLevolutionLinLtranscriptionLfactorLbindingLsitesaLBMCc
EvolutionarycBiologyXL2003XLfXLdl 3 114

39 TheLgenomeLsequenceLofLtheLfilamentousLfungusLδeurosporaLcrassaaLNatureXL2003XLgeeXLkhlYik 50.4 1323

38 SequencingLandLcomparisonLofLyeastLspeciesLtoLidentifyLgenesLandLregulatoryLelementsaLNatureXL
2003XLgefXLegdYhg 50.4 1468

37 PhylogeneticallyLandLspatiallyLconservedLwordLpairsLassociatedLwithLgeneYexpressionLchangesLinL
yeastsaLGenomecBiologyXL2003XLgXLRgf 18.3 40

36 weepYcoverageLwholeLgenomeLsequencesLandLbloodLlipidsLamongLdiXfegLindividuals 4

35 weepLcoverageLwholeLgenomeLsequencesLandLplasmaLlipoproteinTaULinLindividualsLofLxuropeanLandL
tfricanLancestries 1

34 ’aploRegmLaLresourceLforLexploringLchromatinLstatesXLconservationXLandLregulatoryLmotifL
alterationsLwithinLsetsLofLgeneticallyLlinkedLvariants 1

(-2007)
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33 PhylogeneticL dentificationLandLyunctionalLvharacterizationLofLκrthologsLandLParalogsLacrossL
’umanXLγouseXLylyXLandLWorm 7

32 yunctionalLenrichmentsLofLdiseaseLvariantsLacrossLthousandsLofLindependentLlociLinLeightLdiseases 3

31 RiV xRtYbetamLJointLuayesianLinferenceLofLriskLvariantsLandLtissueYspecificLepigenomicLenrichmentsL
acrossLmultipleLcomplexLhumanLdiseases 1

30 tLprobabilisticLframeworkLtoLdissectLfunctionalLcellYtypeYspecificLregulatoryLelementsLandLriskLlociL
underlyingLtheLgeneticsLofLcomplexLtraits 2

29 wistantLregulatoryLeffectsLofLgeneticLvariationLinLmultipleLhumanLtissues 6

28 LocalLgeneticLeffectsLonLgeneLexpressionLacrossLggLhumanLtissues 22

27 vonvergenceLofLdispersedLregulatoryLmutationsLpredictsLdriverLgenesLinLprostateLcancer 4

26 γultiYtissueLpolygenicLmodelsLforLtranscriptomeYwideLassociationLstudies 12

25 γodelingLpredictionLerrorLimprovesLpowerLofLtranscriptomeYwideLassociationLstudies 6

24 uestLpracticesLforLgenomeYwideLRδtLstructureLanalysismLcombinationLofLmutationalLprofilesLandL
dropYoffLinformation 7

23 ’ighYresolutionLgenomeYwideLfunctionalLdissectionLofLtranscriptionalLregulatoryLregionsLinLhuman 9

22 ThousandsLofLnovelLunannotatedLproteinsLexpandLtheLγ’vL LimmunopeptidomeLinLcancer 15

21 vorrelatingLpredictedLepigeneticLmarksLwithLexpressionLdataLtoLfindLinteractionsLbetweenLSδPsL
andLgenes 1

20 ’ighYThroughputLhâ��LUTRLxngineeringLforLxnhancedLProteinLProductionLinLδonYViralLzeneLTherapies 2

19 SingleYcellLdissectionLofLschizophreniaLrevealsLneurodevelopmentalYsynapticLaxisLandL
transcriptionalLresilience 5

18 γathematicalLanalysisLofLvˆ‡rdobaLcalcifediolLtrialLsuggestsLstrongLroleLforLVitaminLwLinLreducingL
 vULadmissionsLofLhospitalizedLvκV wYdlLpatients 5

17 tLuayesianLapproachLtoLmediationLanalysisLpredictsLeciLcausalLtargetLgenesLinLtlzheimerâ��sLdisease 7

16 wiscoveryLandLcharacterizationLofLcodingLandLnonYcodingLdriverLmutationsLinLmoreLthanLeXhccL
wholeLcancerLgenomes 12
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15 δearlyLallLnewLproteinYcodingLpredictionsLinLtheLv’xSSLdatabaseLareLnotLproteinYcoding 8

14 xvidenceLforLsecondaryYvariantLgeneticLburdenLandLnonYrandomLdistributionLacrossLbiologicalL
modulesLinLaLrecessiveLciliopathy 2

13 SimultaneousLprofilingLofLwδtLmethylationLandLchromatinLarchitectureLinLmixedLpopulationsLandLinL
singleLcells 1

12 tnalysisLofLzeneticallyLRegulatedLzeneLxxpressionLidentifiesLaLtraumaLtypeLspecificLPTSwLgeneXLSδRδPfh 1

11 vonservedLepigeneticLregulatoryLlogicLinfersLgenesLgoverningLcellLidentity 2

10 tLmultiresolutionLframeworkLtoLcharacterizeLsingleYcellLstateLlandscapes 2

9  ntegrativeLanalysisLofLdcXcccLepigenomicLmapsLacrossLkccLsamplesLforLregulatoryLgenomicsLandL
diseaseLdissection 4

8 xvidenceLofLaLrecombinationLrateLvalleyLinLhumanLregulatoryLdomains 1

7 zenomeYwideLregulatoryLmodelLfromLγPRtLdataLpredictsLfunctionalLregionsXLeQTLsXLandLzWtSLhits 1

6 PanYcancerLscreenLforLmutationsLinLnonYcodingLelementsLwithLconservationLandLcancerLspecificityL
revealsLcorrelationsLwithLexpressionLandLsurvival 1

5 StructuralLvariantLselectionLforLhighYaltitudeLadaptationLusingLsingleYmoleculeLlongYreadLsequencing 1

4 SingleYcellLdissectionLofLtheLhumanLcerebrovasculatureLinLhealthLandLdisease 4

3 SingleYcellLdissectionLofLliveLhumanLheartsLinLischemicLheartLdiseaseLandLheartLfailureLrevealsL
cellYtypeYspecificLdriverLgenesLandLpathways 2

2 SingleYcellLprofilingLofLtheLhumanLprimaryLmotorLcortexLinLtLSLandLyTLw 1

1 SingleYcellLdeconvolutionLofLfXcccLpostYmortemLbrainLsamplesLforLeQTLLandLzWtSLdissectionLinL
mentalLdisorders 4
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