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n Paper IF Citations

284 tnLintegratedLencyclopediaLofLwδtLelementsLinLtheLhumanLgenomeaLNatureXL2012XLgklXLhjYjg 50.4 11449

283 TheLzenotypeYTissueLxxpressionLTzTxxULprojectaLNaturecGeneticsXL2013XLghXLhkcYh 36.3 4179

282  ntegrativeLanalysisLofLdddLreferenceLhumanLepigenomesaLNatureXL2015XLhdkXLfdjYfc 50.4 3849

281 ’umanLgenomicsaLTheLzenotypeYTissueLxxpressionLTzTxxULpilotLanalysismLmultitissueLgeneL
regulationLinLhumansaLScienceXL2015XLfgkXLigkYic 33.3 3242

280 vhromatinLsignatureLrevealsLoverLaLthousandLhighlyLconservedLlargeLnonYcodingLRδtsLinLmammalsaL
NatureXL2009XLghkXLeefYj 50.4 3230

279 zxδvκwxmLtheLreferenceLhumanLgenomeLannotationLforLTheLxδvκwxLProjectaLGenomecResearchXL
2012XLeeXLdjicYjg 9.7 3142

278 γappingLandLanalysisLofLchromatinLstateLdynamicsLinLnineLhumanLcellLtypesaLNatureXL2011XLgjfXLgfYl 50.4 2153

277 zeneticLeffectsLonLgeneLexpressionLacrossLhumanLtissuesaLNatureXL2017XLhhcXLecgYedf 50.4 2086

276 ’istoneLmodificationsLatLhumanLenhancersLreflectLglobalLcellYtypeYspecificLgeneLexpressionaLNatureXL
2009XLghlXLdckYde 50.4 1832

275 zenomeLsequenceXLcomparativeLanalysisLandLhaplotypeLstructureLofLtheLdomesticLdogaLNatureXL
2005XLgfkXLkcfYdl 50.4 1809

274 wiscreteLsmallLRδtYgeneratingLlociLasLmasterLregulatorsLofLtransposonLactivityLinLwrosophilaaLCellXL
2007XLdekXLdcklYdcf 56.2 1802

273 TranscriptionalLregulatoryLcodeLofLaLeukaryoticLgenomeaLNatureXL2004XLgfdXLllYdcg 50.4 1732

272 ’aploRegmLaLresourceLforLexploringLchromatinLstatesXLconservationXLandLregulatoryLmotifL
alterationsLwithinLsetsLofLgeneticallyLlinkedLvariantsaLNucleiccAcidscResearchXL2012XLgcXLwlfcYg 20.1 1630

271 xvolutionLofLgenesLandLgenomesLonLtheLwrosophilaLphylogenyaLNatureXL2007XLghcXLecfYdk 50.4 1586

270 SystematicLdiscoveryLofLregulatoryLmotifsLinLhumanLpromotersLandLfSLUTRsLbyLcomparisonLofL
severalLmammalsaLNatureXL2005XLgfgXLffkYgh 50.4 1551

269 zenomeLduplicationLinLtheLteleostLfishLTetraodonLnigroviridisLrevealsLtheLearlyLvertebrateL
protoYkaryotypeaLNatureXL2004XLgfdXLlgiYhj 50.4 1543

268 SequencingLandLcomparisonLofLyeastLspeciesLtoLidentifyLgenesLandLregulatoryLelementsaLNatureXL
2003XLgefXLegdYhg 50.4 1468
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267 vhrom’γγmLautomatingLchromatinYstateLdiscoveryLandLcharacterizationaLNaturecMethodsXL2012XLlXLedhYi21.6 1413

266 TheLgenomeLsequenceLofLtheLfilamentousLfungusLδeurosporaLcrassaaLNatureXL2003XLgeeXLkhlYik 50.4 1323

265 TheLδ ’LRoadmapLxpigenomicsLγappingLvonsortiumaLNaturecBiotechnologyXL2010XLekXLdcghYk 44.5 1284

264 vh PYseqLguidelinesLandLpracticesLofLtheLxδvκwxLandLmodxδvκwxLconsortiaaLGenomecResearchXL
2012XLeeXLdkdfYfd 9.7 1211

263 ProofLandLevolutionaryLanalysisLofLancientLgenomeLduplicationLinLtheLyeastLSaccharomycesL
cerevisiaeaLNatureXL2004XLgekXLidjYeg 50.4 1158

262 zxδvκwxLreferenceLannotationLforLtheLhumanLandLmouseLgenomesaLNucleiccAcidscResearchXL2019XL
gjXLwjiiYwjjf 20.1 1140

261 WisdomLofLcrowdsLforLrobustLgeneLnetworkLinferenceaLNaturecMethodsXL2012XLlXLjliYkcg 21.6 1097

260 tLuserSsLguideLtoLtheLencyclopediaLofLwδtLelementsLTxδvκwxUaLPLoScBiologyXL2011XLlXLedccdcgi 9.7 1060

259 tLcomparativeLencyclopediaLofLwδtLelementsLinLtheLmouseLgenomeaLNatureXL2014XLhdhXLfhhYig 50.4 1026

258 xxtensiveLandLcoordinatedLtranscriptionLofLnoncodingLRδtsLwithinLcellYcycleLpromotersaLNaturec
GeneticsXL2011XLgfXLiedYl 36.3 902

257  dentificationLofLfunctionalLelementsLandLregulatoryLcircuitsLbyLwrosophilaLmodxδvκwxaLScienceXL
2010XLffcXLdjkjYlj 33.3 892

256 PanYcancerLanalysisLofLwholeLgenomesaLNatureXL2020XLhjkXLkeYlf 50.4 840

255 yTκLκbesityLVariantLvircuitryLandLtdipocyteLurowningLinL’umansaLNewcEnglandcJournalcofcMedicineXL
2015XLfjfXLklhYlcj 59.2 821

254 tLhighYresolutionLmapLofLhumanLevolutionaryLconstraintLusingLelLmammalsaLNatureXL2011XLgjkXLgjiYke 50.4 802

253 xvolutionLofLpathogenicityLandLsexualLreproductionLinLeightLvandidaLgenomesaLNatureXL2009XLghlXLihjYie50.4 764

252 wiscoveryLandLcharacterizationLofLchromatinLstatesLforLsystematicLannotationLofLtheLhumanL
genomeaLNaturecBiotechnologyXL2010XLekXLkdjYeh 44.5 757

251 TheLtissueYspecificLlncRδtLyendrrLisLanLessentialLregulatorLofLheartLandLbodyLwallLdevelopmentLinL
theLmouseaLDevelopmentalcCellXL2013XLegXLeciYdg 10.2 718

250 SingleYcellLtranscriptomicLanalysisLofLtlzheimerSsLdiseaseaLNatureXL2019XLhjcXLffeYffj 50.4 682
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249 vomprehensiveLanalysisLofLtheLchromatinLlandscapeLinLwrosophilaLmelanogasteraLNatureXL2011XLgjdXLgkcYh50.4 641

248 PhylovSymLaLcomparativeLgenomicsLmethodLtoLdistinguishLproteinLcodingLandLnonYcodingLregionsaL
BioinformaticsXL2011XLejXLiejhYke 7.2 637

247 UnlockingLtheLsecretsLofLtheLgenomeaLNatureXL2009XLghlXLlejYfc 50.4 620

246 RδtLpolymeraseLstallingLatLdevelopmentalLcontrolLgenesLinLtheLwrosophilaLmelanogasterLembryoaL
NaturecGeneticsXL2007XLflXLdhdeYi 36.3 589

245 tlzheimerSsLdiseasemLearlyLalterationsLinLbrainLwδtLmethylationLatLtδódXLu δdXLR’uwyeLandLotherL
lociaLNaturecNeuroscienceXL2014XLdjXLddhiYif 25.5 579

244 zenomeYwideLprobingLofLRδtLstructureLrevealsLactiveLunfoldingLofLmRδtLstructuresLinLvivoaLNature
XL2014XLhchXLjcdYh 50.4 560

243 zenomeLanalysisLofLtheLplatypusLrevealsLuniqueLsignaturesLofLevolutionaLNatureXL2008XLghfXLdjhYkf 50.4 545

242 tnLendogenousLsmallLinterferingLRδtLpathwayLinLwrosophilaaLNatureXL2008XLghfXLjlkYkce 50.4 542

241 ’aploRegLvgmLsystematicLminingLofLputativeLcausalLvariantsXLcellLtypesXLregulatorsLandLtargetLgenesL
forLhumanLcomplexLtraitsLandLdiseaseaLNucleiccAcidscResearchXL2016XLggXLwkjjYkd 20.1 522

240 γultipleLknockoutLmouseLmodelsLrevealLlincRδtsLareLrequiredLforLlifeLandLbrainLdevelopmentaLELife
XL2013XLeXLecdjgl 8.9 516

239 tssociationLstudiesLofLupLtoLdaeLmillionLindividualsLyieldLnewLinsightsLintoLtheLgeneticLetiologyLofL
tobaccoLandLalcoholLuseaLNaturecGeneticsXL2019XLhdXLefjYegg 36.3 516

238 wiscoveryLofLfunctionalLelementsLinLdeLwrosophilaLgenomesLusingLevolutionaryLsignaturesaLNatureXL
2007XLghcXLedlYfe 50.4 506

237 wefiningLfunctionalLwδtLelementsLinLtheLhumanLgenomeaLProceedingscofcthecNationalcAcademycofc
SciencescofcthecUnitedcStatescofcAmericaXL2014XLdddXLidfdYk 11.5 490

236 xvolutionXLbiogenesisXLexpressionXLandLtargetLpredictionsLofLaLsubstantiallyLexpandedLsetLofL
wrosophilaLmicroRδtsaLGenomecResearchXL2007XLdjXLdkhcYig 9.7 462

235 wistinguishingLproteinYcodingLandLnoncodingLgenesLinLtheLhumanLgenomeaLProceedingscofcthec
NationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaXL2007XLdcgXLdlgekYff 11.5 440

234 tLδovelLtpproachLtoL’ighYQualityLPostmortemLTissueLProcurementmLTheLzTxxLProjectaL
BiopreservationcandcBiobankingXL2015XLdfXLfddYl 2.1 432

233 SystematicLdissectionLandLoptimizationLofLinducibleLenhancersLinLhumanLcellsLusingLaLmassivelyL
parallelLreporterLassayaLNaturecBiotechnologyXL2012XLfcXLejdYj 44.5 431

232 LandscapeLofLXLchromosomeLinactivationLacrossLhumanLtissuesaLNatureXL2017XLhhcXLeggYegk 50.4 417
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231 TheLconsensusLcodingLsequenceLTvvwSULprojectmL dentifyingLaLcommonLproteinYcodingLgeneLsetLforL
theLhumanLandLmouseLgenomesaLGenomecResearchXL2009XLdlXLdfdiYef 9.7 415

230 yineLmappingLofLtypeLdLdiabetesLsusceptibilityLlociLandLevidenceLforLcolocalizationLofLcausalLvariantsL
withLlymphoidLgeneLenhancersaLNaturecGeneticsXL2015XLgjXLfkdYi 36.3 414

229 vonservedLepigenomicLsignalsLinLmiceLandLhumansLrevealLimmuneLbasisLofLtlzheimerSsLdiseaseaL
NatureXL2015XLhdkXLfihYl 50.4 390

228 tLcisYregulatoryLmapLofLtheLwrosophilaLgenomeaLNatureXL2011XLgjdXLhejYfd 50.4 390

227 tctivityY nducedLwδtLureaksLzovernLtheLxxpressionLofLδeuronalLxarlyYResponseLzenesaLCellXL2015XL
didXLdhleYich 56.2 386

226  ntegrativeLannotationLofLchromatinLelementsLfromLxδvκwxLdataaLNucleiccAcidscResearchXL2013XLgdXLkejYgd20.1 383

225 γosquitoLgenomicsaL’ighlyLevolvableLmalariaLvectorsmLtheLgenomesLofLdiLtnophelesLmosquitoesaL
ScienceXL2015XLfgjXLdehkhee 33.3 372

224 vomparativeLfunctionalLgenomicsLofLtheLfissionLyeastsaLScienceXL2011XLffeXLlfcYi 33.3 364

223 xxpandedLencyclopaediasLofLwδtLelementsLinLtheLhumanLandLmouseLgenomesaLNatureXL2020XLhkfXLillYjdc50.4 360

222  nterpretingLnoncodingLgeneticLvariationLinLcomplexLtraitsLandLhumanLdiseaseaLNaturec
BiotechnologyXL2012XLfcXLdclhYdci 44.5 347

221 LongLnoncodingLRδtsLregulateLadipogenesisaLProceedingscofcthecNationalcAcademycofcSciencescofc
thecUnitedcStatescofcAmericaXL2013XLddcXLffkjYle 11.5 315

220 vommonLgeneticLvariantsLmodulateLpathogenYsensingLresponsesLinLhumanLdendriticLcellsaLScienceXL
2014XLfgfXLdegilkc 33.3 309

219 SystematicLdiscoveryLandLcharacterizationLofLregulatoryLmotifsLinLxδvκwxLTyLbindingLexperimentsaL
NucleiccAcidscResearchXL2014XLgeXLeljiYkj 20.1 302

218 vonstitutiveLnuclearLlaminaYgenomeLinteractionsLareLhighlyLconservedLandLassociatedLwithLtbTYrichL
sequenceaLGenomecResearchXL2013XLefXLejcYkc 9.7 301

217 wynamicLlandscapeLandLregulationLofLRδtLeditingLinLmammalsaLNatureXL2017XLhhcXLeglYehg 50.4 286

216 xxtensiveLvariationLinLchromatinLstatesLacrossLhumansaLScienceXL2013XLfgeXLjhcYe 33.3 276

215 zenomicLevidenceLforLameioticLevolutionLinLtheLbdelloidLrotiferLtdinetaLvagaaLNatureXL2013XLhccXLghfYj 50.4 274

214 vomparativeLanalysisLofLmetazoanLchromatinLorganizationaLNatureXL2014XLhdeXLgglYhe 50.4 265

(2014-2009)
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213 vombinatorialLpatterningLofLchromatinLregulatorsLuncoveredLbyLgenomeYwideLlocationLanalysisLinL
humanLcellsaLCellXL2011XLdgjXLdiekYfl 56.2 265

212 zenomicLanalysesLidentifyLhundredsLofLvariantsLassociatedLwithLageLatLmenarcheLandLsupportLaLroleL
forLpubertyLtimingLinLcancerLriskaLNaturecGeneticsXL2017XLglXLkfgYkgd 36.3 257

211 vhromatinYstateLdiscoveryLandLgenomeLannotationLwithLvhrom’γγaLNaturecProtocolsXL2017XLdeXLegjkYegle18.8 257

210 tLcomprehensiveLmapLofLinsulatorLelementsLforLtheLwrosophilaLgenomeaLPLoScGeneticsXL2010XLiXLedccckdg6 255

209 LargeYscaleLimputationLofLepigenomicLdatasetsLforLsystematicLannotationLofLdiverseLhumanLtissuesaL
NaturecBiotechnologyXL2015XLffXLfigYji 44.5 252

208 xvolutionaryLdynamicsLandLtissueLspecificityLofLhumanLlongLnoncodingLRδtsLinLsixLmammalsaL
GenomecResearchXL2014XLegXLidiYek 9.7 250

207 uRvtdLrecruitmentLtoLtranscriptionalLpauseLsitesLisLrequiredLforLRYloopYdrivenLwδtLdamageLrepairaL
MolecularcCellXL2015XLhjXLifiYigj 17.6 245

206
SystematicLdiscoveryLofLregulatoryLmotifsLinLconservedLregionsLofLtheLhumanLgenomeXLincludingL
thousandsLofLvTvyLinsulatorLsitesaLProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedc
StatescofcAmericaXL2007XLdcgXLjdghYhc

11.5 242

205 UsingLanLatlasLofLgeneLregulationLacrossLggLhumanLtissuesLtoLinformLcomplexLdiseaseYLandL
traitYassociatedLvariationaLNaturecGeneticsXL2018XLhcXLlhiYlij 36.3 239

204 WholeYgenomeLvh PYchipLanalysisLofLworsalXLTwistXLandLSnailLsuggestsLintegrationLofLdiverseL
patterningLprocessesLinLtheLwrosophilaLembryoaLGenescandcDevelopmentXL2007XLedXLfkhYlc 12.6 232

203 vommonLvariantsLatLlpedLandLkqeeLareLassociatedLwithLincreasedLsusceptibilityLtoLopticLnerveL
degenerationLinLglaucomaaLPLoScGeneticsXL2012XLkXLedcceihg 6 227

202 tnalysesLofLnonYcodingLsomaticLdriversLinLeXihk´ cancerLwholeLgenomesaLNatureXL2020XLhjkXLdceYddd 50.4 220

201 tnLepigeneticLsignatureLforLmonoallelicLolfactoryLreceptorLexpressionaLCellXL2011XLdghXLhhhYjc 56.2 218

200
v’wkLregulatesLneurodevelopmentalLpathwaysLassociatedLwithLautismLspectrumLdisorderLinLneuralL
progenitorsaLProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaXL2014XL
dddXLxggikYjj

11.5 210

199 TissueYspecificLregulatoryLcircuitsLrevealLvariableLmodularLperturbationsLacrossLcomplexLdiseasesaL
NaturecMethodsXL2016XLdfXLfiiYjc 21.6 201

198 zeneticLassociationLstudyLofLQTLintervalLhighlightsLroleLforLcalciumLsignalingLpathwaysLinL
myocardialLrepolarizationaLNaturecGeneticsXL2014XLgiXLkeiYfi 36.3 199

197 SystematicLdissectionLofLregulatoryLmotifsLinLecccLpredictedLhumanLenhancersLusingLaLmassivelyL
parallelLreporterLassayaLGenomecResearchXL2013XLefXLkccYdd 9.7 191

196 TheLTasmanianLdevilLtranscriptomeLrevealsLSchwannLcellLoriginsLofLaLclonallyLtransmissibleLcanceraL
ScienceXL2010XLfejXLkgYj 33.3 188
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195 tLsingleL’oxLlocusLinLwrosophilaLproducesLfunctionalLmicroRδtsLfromLoppositeLwδtLstrandsaLGenesc
andcDevelopmentXL2008XLeeXLkYdf 12.6 188

194 δYmethyladenosineLRδtLmodificationLregulatesLembryonicLneuralLstemLcellLselfYrenewalLthroughL
histoneLmodificationsaLNaturecNeuroscienceXL2018XLedXLdlhYeci 25.5 185

193 δetworkLdeconvolutionLasLaLgeneralLmethodLtoLdistinguishLdirectLdependenciesLinLnetworksaL
NaturecBiotechnologyXL2013XLfdXLjeiYff 44.5 174

192 ’umanLgenomicsaLxffectLofLpredictedLproteinYtruncatingLgeneticLvariantsLonLtheLhumanL
transcriptomeaLScienceXL2015XLfgkXLiiiYl 33.3 170

191 RyxvSmLaLrandomYforestLbasedLalgorithmLforLenhancerLidentificationLfromLchromatinLstateaLPLoSc
ComputationalcBiologyXL2013XLlXLedccelik 5 160

190 SystematicLdiscoveryLandLcharacterizationLofLflyLmicroRδtsLusingLdeLwrosophilaLgenomesaLGenomec
ResearchXL2007XLdjXLdkihYjl 9.7 158

189 xvidenceLofLabundantLpurifyingLselectionLinLhumansLforLrecentlyLacquiredLregulatoryLfunctionsaL
ScienceXL2012XLffjXLdijhYk 33.3 151

188 xvidenceLofLabundantLstopLcodonLreadthroughLinLwrosophilaLandLotherLmetazoaaLGenomecResearchXL
2011XLedXLecliYddf 9.7 139

187 xfficientLalgorithmsLforLtheLreconciliationLproblemLwithLgeneLduplicationXLhorizontalLtransferLandL
lossaLBioinformaticsXL2012XLekXLiekfYld 7.2 138

186 vomparativeLanalysisLofLregulatoryLinformationLandLcircuitsLacrossLdistantLspeciesaLNatureXL2014XL
hdeXLghfYi 50.4 135

185 xvidenceLofLefficientLstopLcodonLreadthroughLinLfourLmammalianLgenesaLNucleiccAcidscResearchXL
2014XLgeXLklekYfk 20.1 130

184 δetworkLγotifLwiscoveryLUsingLSubgraphLxnumerationLandLSymmetryYureakingL2007XLleYdci 124

183 ReliableLpredictionLofLregulatorLtargetsLusingLdeLwrosophilaLgenomesaLGenomecResearchXL2007XLdjXLdldlYfd9.7 123

182 RevisitingLtheLproteinYcodingLgeneLcatalogLofLwrosophilaLmelanogasterLusingLdeLflyLgenomesaL
GenomecResearchXL2007XLdjXLdkefYfi 9.7 121

181 UnifiedLmodelingLofLgeneLduplicationXLlossXLandLcoalescenceLusingLaLlocusLtreeaLGenomecResearchXL
2012XLeeXLjhhYih 9.7 117

180 PositionLspecificLvariationLinLtheLrateLofLevolutionLinLtranscriptionLfactorLbindingLsitesaLBMCc
EvolutionarycBiologyXL2003XLfXLdl 3 114

179 TheLδyY˛”uLgenomicLlandscapeLinLlymphoblastoidLuLcellsaLCellcReportsXL2014XLkXLdhlhYici 10.6 112

178 wiscoveryLofLhumanLsκRyYencodedLpolypeptidesLTSxPsULinLcellLlinesLandLtissueaLJournalcofcProteomec
ResearchXL2014XLdfXLdjhjYih 5.6 111

(2014-2008)
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177 SharingLandLSpecificityLofLvoYexpressionLδetworksLacrossLfhL’umanLTissuesaLPLoScComputationalc
BiologyXL2015XLddXLedccgeec 5 104

176 weepLlearningLforLregulatoryLgenomicsaLNaturecBiotechnologyXL2015XLffXLkehYi 44.5 103

175 SingleYcellLtranscriptomicLatlasLofLtheLhumanLretinaLidentifiesLcellLtypesLassociatedLwithLageYrelatedL
macularLdegenerationaLNaturecCommunicationsXL2019XLdcXLglce 17.4 100

174 wynamicsLofLtheLepigeneticLlandscapeLduringLerythroidLdifferentiationLafterLztTtdLrestorationaL
GenomecResearchXL2011XLedXLdihlYjd 9.7 100

173 zenomicLRδtLxlementsLwriveLPhaseLSeparationLofLtheLStRSYvoVYeLδucleocapsidaLMolecularcCellXL
2020XLkcXLdcjkYdcldaei 17.6 98

172 vomparativeLvalidationLofLtheLwaLmelanogasterLmodxδvκwxLtranscriptomeLannotationaLGenomec
ResearchXL2014XLegXLdeclYef 9.7 95

171 tLuayesianLapproachLforLfastLandLaccurateLgeneLtreeLreconstructionaLMolecularcBiologycandc
EvolutionXL2011XLekXLejfYlc 8.3 95

170 ThreeLperiodsLofLregulatoryLinnovationLduringLvertebrateLevolutionaLScienceXL2011XLfffXLdcdlYeg 33.3 92

169 weepYcoverageLwholeLgenomeLsequencesLandLbloodLlipidsLamongLdiXfegLindividualsaLNaturec
CommunicationsXL2018XLlXLffld 17.4 90

168 SpatialLexpressionLofLtranscriptionLfactorsLinLwrosophilaLembryonicLorganLdevelopmentaLGenomec
BiologyXL2013XLdgXLRdgc 18.3 87

167 LinkingLwδtLmethyltransferasesLtoLepigeneticLmarksLandLnucleosomeLstructureLgenomeYwideLinL
humanLtumorLcellsaLCellcReportsXL2012XLeXLdgddYeg 10.6 86

166 zenomeYscaleLhighYresolutionLmappingLofLactivatingLandLrepressiveLnucleotidesLinLregulatoryL
regionsaLNaturecBiotechnologyXL2016XLfgXLddkcYddlc 44.5 85

165 RδtLfoldingLwithLsoftLconstraintsmLreconciliationLofLprobingLdataLandLthermodynamicLsecondaryL
structureLpredictionaLNucleiccAcidscResearchXL2012XLgcXLgeidYje 20.1 84

164 ReconstructionLofLtheLhumanLbloodYbrainLbarrierLinLvitroLrevealsLaLpathogenicLmechanismLofLtPκxgL
inLpericytesaLNaturecMedicineXL2020XLeiXLlheYlif 50.5 83

163 zxδvκwxLecedaLNucleiccAcidscResearchXL2021XLglXLwldiYwlef 20.1 82

162 voreLandLregionYenrichedLnetworksLofLbehaviorallyLregulatedLgenesLandLtheLsingingLgenomeaL
ScienceXL2014XLfgiXLdehijkc 33.3 81

161 TreeyixmLstatisticallyLinformedLgeneLtreeLerrorLcorrectionLusingLspeciesLtreesaLSystematiccBiologyXL
2013XLieXLddcYec 8.4 80

160 PredictiveLregulatoryLmodelsLinLwrosophilaLmelanogasterLbyLintegrativeLinferenceLofL
transcriptionalLnetworksaLGenomecResearchXL2012XLeeXLdffgYgl 9.7 79
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159 SurveyLofLvariationLinLhumanLtranscriptionLfactorsLrevealsLprevalentLwδtLbindingLchangesaLScienceXL
2016XLfhdXLdghcYdghg 33.3 78

158 heLzeneticLLociL nfluencingLγyocardial´ γassaLJournalcofcthecAmericancCollegecofcCardiologyXL2016XL
ikXLdgfhYdggk 15.1 76

157 δewLfamiliesLofLhumanLregulatoryLRδtLstructuresLidentifiedLbyLcomparativeLanalysisLofLvertebrateL
genomesaLGenomecResearchXL2011XLedXLdlelYgf 9.7 76

156 JointLprofilingLofLwδtLmethylationLandLchromatinLarchitectureLinLsingleLcellsaLNaturecMethodsXL2019
XLdiXLlldYllf 21.6 75

155  mprovedL dentificationLandLtnalysisLofLSmallLκpenLReadingLyrameLxncodedLPolypeptidesaL
AnalyticalcChemistryXL2016XLkkXLflijYjh 7.8 73

154 tLQuantitativeLProteomeLγapLofLtheL’umanLuodyaLCellXL2020XLdkfXLeilYekfaedl 56.2 73

153  nterplayLbetweenLchromatinLstateXLregulatorLbindingXLandLregulatoryLmotifsLinLsixLhumanLcellL
typesaLGenomecResearchXL2013XLefXLddgeYhg 9.7 72

152 γethodsLinLcomparativeLgenomicsmLgenomeLcorrespondenceXLgeneLidentificationLandLregulatoryL
motifLdiscoveryaLJournalcofcComputationalcBiologyXL2004XLddXLfdlYhh 1.7 72

151 tnalysisLofLvariationLatLtranscriptionLfactorLbindingLsitesLinLwrosophilaLandLhumansaLGenomecBiology
XL2012XLdfXLRgl 18.3 71

150 LocatingLproteinYcodingLsequencesLunderLselectionLforLadditionalXLoverlappingLfunctionsLinLelL
mammalianLgenomesaLGenomecResearchXL2011XLedXLdldiYek 9.7 71

149  ntermediateLwδtLmethylationLisLaLconservedLsignatureLofLgenomeLregulationaLNaturec
CommunicationsXL2015XLiXLifif 17.4 67

148 wiscoveryLandLvalidationLofLsubYthresholdLgenomeYwideLassociationLstudyLlociLusingLepigenomicL
signaturesaLELifeXL2016XLhXL 8.9 64

147 tnalysesLofLmRδtLstructureLdynamicsLidentifyLembryonicLgeneLregulatoryLprogramsaLNaturec
StructuralcandcMolecularcBiologyXL2018XLehXLijjYiki 17.6 61

146 tccurateLgeneYtreeLreconstructionLbyLlearningLgeneYLandLspeciesYspecificLsubstitutionLratesLacrossL
multipleLcompleteLgenomesaLGenomecResearchXL2007XLdjXLdlfeYge 9.7 61

145 PerspectivesLonLxδvκwxaLNatureXL2020XLhkfXLilfYilk 50.4 61

144 SoftLXYRayLTomographyLRevealsLzradualLvhromatinLvompactionLandLReorganizationLduringL
δeurogenesisL n´ VivoaLCellcReportsXL2016XLdjXLedehYedfi 10.6 59

143 JointLuayesianLinferenceLofLriskLvariantsLandLtissueYspecificLepigenomicLenrichmentsLacrossL
multipleLcomplexLhumanLdiseasesaLNucleiccAcidscResearchXL2016XLggXLedgg 20.1 58

142 weepLcoverageLwholeLgenomeLsequencesLandLplasmaLlipoproteinTaULinLindividualsLofLxuropeanLandL
tfricanLancestriesaLNaturecCommunicationsXL2018XLlXLeici 17.4 53

(2018-2016)
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141 wisruptionLofLaLlargeLintergenicLnoncodingLRδtLinLsubjectsLwithLneurodevelopmentalLdisabilitiesaL
AmericancJournalcofcHumancGeneticsXL2012XLldXLddekYfg 11 53

140 StRSYvoVYeLgeneLcontentLandLvκV wYdlLmutationLimpactLbyLcomparingLggLSarbecovirusLgenomesaL
NaturecCommunicationsXL2021XLdeXLeige 17.4 52

139 ’ighYresolutionLgenomeYwideLfunctionalLdissectionLofLtranscriptionalLregulatoryLregionsLandL
nucleotidesLinLhumanaLNaturecCommunicationsXL2018XLlXLhfkc 17.4 52

138 γolecularLTransducersLofLPhysicalLtctivityLvonsortiumLTγoTrPtvUmLγappingLtheLwynamicL
ResponsesLtoLxxerciseaLCellXL2020XLdkdXLdgigYdgjg 56.2 51
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134 PRveL sLRequiredLtoLγaintainLxxpressionLofLtheLγaternalLztleYRianYγirgLLocusLbyLPreventingLweL
δovoLwδtLγethylationLinLγouseLxmbryonicLStemLvellsaLCellcReportsXL2015XLdeXLdghiYjc 10.6 46
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128 ’umanLPrimordialLzermLvellsLtreLSpecifiedLfromLLineageYPrimedLProgenitorsaLCellcReportsXL2019XL
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