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m Paper IF Citations

181 qnJefficientJprocedureJforJgenotypingJsingleJnucleotideJpolymorphismsXJNucleicfAcidsfResearchVJ
2001VJbiVJuhhWh 20.1 684

180 wenomeWwideJassociationJanalysisJofJmetabolicJtraitsJinJaJbirthJcohortJfromJaJfounderJpopulationXJ
NaturefGeneticsVJ2009VJdaVJceWdf 36.3 588

179 zqKbJhaplotypeJisJaJmajorJriskJfactorJforJtheJdevelopmentJofJmyeloproliferativeJneoplasmsXJNaturef
GeneticsVJ2009VJdaVJddfWi 36.3 320

178 uxtendedJtractsJofJhomozygosityJinJoutbredJhumanJpopulationsXJHumanfMolecularfGeneticsVJ2006VJ
aeVJghiWie 5.6 282

177 qJmetricJmapJofJhumansjJbcVeZZJlociJinJheZJbandsXJProceedingsfoffthefNationalfAcademyfoffSciencesf
offthefUnitedfStatesfoffAmericaVJ1996VJicVJadggaWe 11.5 233

176 weneticJepidemiologyJofJsingleWnucleotideJpolymorphismsXJProceedingsfoffthefNationalfAcademyfoff
SciencesfoffthefUnitedfStatesfoffAmericaVJ1999VJifVJaeagcWg 11.5 231

175 TestsJandJestimatesJofJallelicJassociationJinJcomplexJinheritanceXJProceedingsfoffthefNationalf
AcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaVJ1998VJieVJaachiWic 11.5 214

174 MagnitudeJandJdistributionJofJlinkageJdisequilibriumJinJpopulationJisolatesJandJimplicationsJforJ
genomeWwideJassociationJstudiesXJNaturefGeneticsVJ2006VJchVJeefWfZ 36.3 202

173 TheJimpactJofJSNPJdensityJonJfineWscaleJpatternsJofJlinkageJdisequilibriumXJHumanfMolecularf
GeneticsVJ2004VJacVJeggWhh 5.6 171

172 TheJclinicalJsignificanceJofJNOTsxaJandJSvcraJmutationsJinJtheJUKJLRvJsLLdJtrialXJBloodVJ2013VJabaVJdfhWge2.2 167

171 uxtentJofJgenomeWwideJlinkageJdisequilibriumJinJqustralianJxolsteinWvriesianJcattleJbasedJonJaJ
highWdensityJSNPJpanelXJBMCfGenomicsVJ2008VJiVJahg 4.5 155

170 TheJfirstJlinkageJdisequilibriumJRLtSJmapsjJdelineationJofJhotJandJcoldJblocksJbyJdiplotypeJanalysisXJ
ProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaVJ2002VJiiVJbbbhWcc 11.5 155

169 MappingJaJdiseaseJlocusJbyJallelicJassociationXJProceedingsfoffthefNationalfAcademyfoffSciencesfoff
thefUnitedfStatesfoffAmericaVJ1998VJieVJagdaWe 11.5 144

168 qssociationJbetweenJtheJSuRPyNwaJgeneJandJageWrelatedJmacularJdegenerationjJaJtwoWstageJ
caseWcontrolJstudyXJLancetsfTheVJ2008VJcgbVJahbhWcd 40 143

167 ynfluenceJofJvascularJendothelialJgrowthJfactorJsingleJnucleotideJpolymorphismsJonJtumourJ
developmentJinJcutaneousJmalignantJmelanomaXJGenesfandfImmunityVJ2002VJcVJbbiWcb 4.4 143

166 TheJgenomeWwideJpatternsJofJvariationJexposeJsignificantJsubstructureJinJaJfounderJpopulationXJ
AmericanfJournalfoffHumanfGeneticsVJ2008VJhcVJghgWid 11 116

165 PolymorphismsJinJaJdisintegrinJandJmetalloproteaseJccJRqtqMccSJpredictJimpairedJearlyWlifeJlungJ
functionXJAmericanfJournalfoffRespiratoryfandfCriticalfCarefMedicineVJ2005VJagbVJeeWfZ 10.2 116
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164
uvidenceJthatJgeneticJsusceptibilityJtoJMycobacteriumJtuberculosisJinJaJrrazilianJpopulationJisJ
underJoligogenicJcontroljJlinkageJstudyJofJtheJcandidateJgenesJNRqMPaJandJTNvqXJTuberclefandf
LungfDiseaseVJ1997VJghVJceWde

105

163 TheJoptimalJmeasureJofJallelicJassociationXJProceedingsfoffthefNationalfAcademyfoffSciencesfoffthef
UnitedfStatesfoffAmericaVJ2001VJihVJebagWba 11.5 99

162 weneticsJandJPrognosticationJinJSplenicJMarginalJZoneJLymphomajJRevelationsJfromJteepJ
SequencingXJClinicalfCancerfResearchVJ2015VJbaVJdagdWdahc 12.9 96

161 acqJdeletionJanatomyJandJdiseaseJprogressionJinJpatientsJwithJchronicJlymphocyticJleukemiaXJ
LeukemiaVJ2011VJbeVJdhiWig 10.7 93

160 NextJgenerationJexomeJsequencingJofJpaediatricJinflammatoryJbowelJdiseaseJpatientsJidentifiesJ
rareJandJnovelJvariantsJinJcandidateJgenesXJGutVJ2013VJfbVJiggWhd 19.2 92

159 TheJlinkageJdisequilibriumJmapsJofJthreeJhumanJchromosomesJacrossJfourJpopulationsJreflectJtheirJ
demographicJhistoryJandJaJcommonJunderlyingJrecombinationJpatternXJGenomefResearchVJ2005VJaeVJdedWfb9.7 87

158 xaplotypicJanalysisJofJtheJMMPWiJgeneJinJrelationJtoJcoronaryJarteryJdiseaseXJJournalfoffMolecularf
MedicineVJ2003VJhaVJcbaWf 5.5 83

157 qssociationJandJlinkageJofJleprosyJphenotypesJwithJxLqJclassJyyJandJtumourJnecrosisJfactorJgenesXJ
GenesfandfImmunityVJ2001VJbVJaifWbZd 4.4 79

156 NonWdisjunctionJofJchromosomeJahXJHumanfMolecularfGeneticsVJ1998VJgVJffaWi 5.6 78

155 weneticJepidemiologyJofJcomplexJphenotypesXJAnnalsfoffHumanfGeneticsVJ1991VJeeVJcZaWad 2.2 75

154 shromosomeWlevelJassemblyJofJtheJwaterJbuffaloJgenomeJsurpassesJhumanJandJgoatJgenomesJinJ
sequenceJcontiguityXJNaturefCommunicationsVJ2019VJaZVJbfZ 17.4 75

153 LinkageJofJasthmaJtoJmarkersJonJchromosomeJabJinJaJsampleJofJbdZJfamiliesJusingJquantitativeJ
phenotypeJscoresXJGenomicsVJ1998VJecVJbeaWi 4.3 72

152 qJmapJofJtheJhumanJgenomeJinJlinkageJdisequilibriumJunitsXJProceedingsfoffthefNationalfAcademyfoff
SciencesfoffthefUnitedfStatesfoffAmericaVJ2005VJaZbVJaahceWi 11.5 71

151 PropertiesJofJlinkageJdisequilibriumJRLtSJmapsXJProceedingsfoffthefNationalfAcademyfoffSciencesfoff
thefUnitedfStatesfoffAmericaVJ2002VJiiVJagZZdWg 11.5 71

150 PrimerajJPrimerJtesignJWebJServiceJforJTetraWPrimerJqRMSWPsRXJOpenfBioinformaticsfJournalVJ2012VJ
fVJeeWeh 0.8 62

149 MachineJlearningJapproachesJforJtheJdiscoveryJofJgeneWgeneJinteractionsJinJdiseaseJdataXJBriefingsf
infBioinformaticsVJ2013VJadVJbeaWfZ 13.4 60

148 urrorJfiltrationVJinterferenceVJandJtheJhumanJlinkageJmapXJProceedingsfoffthefNationalfAcademyfoff
SciencesfoffthefUnitedfStatesfoffAmericaVJ1991VJhhVJfeZaWe 11.5 60

147 qTMJmutationJratherJthanJryRscJdeletionJandYorJmutationJpredictsJreducedJsurvivalJinJaaqWdeletedJ
chronicJlymphocyticJleukemiajJdataJfromJtheJUKJLRvJsLLdJtrialXJHaematologicaVJ2014VJiiVJgcfWdb 6.6 59

(2014-1997)
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146 qllelicJassociationJbetweenJmarkerJlociXJProceedingsfoffthefNationalfAcademyfoffSciencesfoffthef
UnitedfStatesfoffAmericaVJ1999VJifVJafbaWf 11.5 59

145 weneticJepidemiologyJofJgliomaXJBritishfJournalfoffCancerVJ2001VJhdVJdbiWcd 8.7 57

144 WholeJexomeJsequencingJidentifiesJnovelJrecurrentlyJmutatedJgenesJinJpatientsJwithJsplenicJ
marginalJzoneJlymphomaXJPLoSfONEVJ2013VJhVJehcbdd 3.7 56

143 uxomeJsequenceJreadJdepthJmethodsJforJidentifyingJcopyJnumberJchangesXJBriefingsfinf
BioinformaticsVJ2015VJafVJchZWib 13.4 55

142 SupportJforJtheJinvolvementJofJcomplementJfactorJyJinJageWrelatedJmacularJdegenerationXJEuropeanf
JournalfoffHumanfGeneticsVJ2010VJahVJaeWf 5.3 53

141 LinkageJdisequilibriumJinJhumanJpopulationsXJProceedingsfoffthefNationalfAcademyfoffSciencesfoff
thefUnitedfStatesfoffAmericaVJ2003VJaZZVJfZfiWgd 11.5 52

140 qlgorithmsJforJaJlocationJdatabaseXJAnnalsfoffHumanfGeneticsVJ1992VJefVJbbcWcb 2.2 52

139 PositionalJcloningJbyJlinkageJdisequilibriumXJAmericanfJournalfoffHumanfGeneticsVJ2004VJgdVJhdfWee 11 50

138 MaternalJsexJchromosomeJnonWdisjunctionjJevidenceJforJXJchromosomeWspecificJriskJfactorsXJ
HumanfMolecularfGeneticsVJ2001VJaZVJbdcWeZ 5.6 50

137 qJSNPJprofilingJpanelJforJsampleJtrackingJinJwholeWexomeJsequencingJstudiesXJGenomefMedicineVJ
2013VJeVJhi 14.4 45

136 TvwVJaJtargetJofJchromosomeJtranslocationsJinJlymphomaJandJsoftJtissueJtumorsVJfusesJtoJwPRabhJ
inJhealthyJindividualsXJHaematologicaVJ2010VJieVJbZWf 6.6 45

135 StandardJmapsJofJchromosomeJaZXJAnnalsfoffHumanfGeneticsVJ1990VJedVJbceWea 2.2 45

134 somplexJsegregationJanalysisJofJhypospadiasXJHumanfGeneticsVJ2002VJaaaVJbcaWd 6.3 44

133 qJreinvestigationJofJnonWdisjunctionJresultingJinJdgVJXXYJmalesJofJpaternalJoriginXJEuropeanfJournalf
offHumanfGeneticsVJ2000VJhVJhZeWh 5.3 44

132 toesJhaplotypeJdiversityJpredictJpowerJforJassociationJmappingJofJdiseaseJsusceptibilityoXJHumanf
GeneticsVJ2004VJaaeVJaegWfd 6.3 43

131
somplexJsegregationJanalysisJofJnasopharyngealJcarcinomaJinJwuangdongVJshinajJevidenceJforJaJ
multifactorialJmodeJofJinheritanceJRcomplexJsegregationJanalysisJofJNPsJinJshinaSXJEuropeanf
JournalfoffHumanfGeneticsVJ2005VJacVJbdhWeb

5.3 43

130 TheJinfluenceJofJgeneticJvariationJinJcZJselectedJgenesJonJtheJclinicalJcharacteristicsJofJearlyJonsetJ
breastJcancerXJBreastfCancerfResearchVJ2008VJaZVJRaZh 8.3 42

129 TheJoptimalJmeasureJofJlinkageJdisequilibriumJreducesJerrorJinJassociationJmappingJofJaffectionJ
statusXJHumanfMolecularfGeneticsVJ2005VJadVJadeWec 5.6 40
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128 qJnovelJXWlinkedJdominantJconditionjJXWlinkedJcongenitalJisolatedJptosisXJAmericanfJournalfoff
HumanfGeneticsVJ2000VJffVJadeeWfZ 11 40

127 qJmetricJlinkageJdisequilibriumJmapJofJaJhumanJchromosomeXJAnnalsfoffHumanfGeneticsVJ2003VJfgVJdhgWid2.2 39

126 LinkageJmapJintegrationXJGenomicsVJ1996VJcfVJaegWfb 4.3 39

125 KinshipJbioassayJonJhypervariableJlociJinJblacksJandJsaucasiansXJProceedingsfoffthefNationalf
AcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaVJ1993VJiZVJahibWf 11.5 39

124 TelomereJlengthJpredictsJprogressionJandJoverallJsurvivalJinJchronicJlymphocyticJleukemiajJdataJ
fromJtheJUKJLRvJsLLdJtrialXJLeukemiaVJ2015VJbiVJbdaaWd 10.7 38

123 ydentificationJofJinheritedJgeneticJvariationsJinfluencingJprognosisJinJearlyWonsetJbreastJcancerXJ
CancerfResearchVJ2013VJgcVJahhcWia 10.1 36

122
yndependentJeffectsJofJtheJWbaiJwnTJandJepsilonJbYJepsilonJcYJepsilonJdJpolymorphismsJinJtheJ
apolipoproteinJuJgeneJonJcoronaryJarteryJdiseasejJtheJSouthamptonJqtherosclerosisJStudyXJ
EuropeanfJournalfoffHumanfGeneticsVJ2003VJaaVJdcgWdc

5.3 36

121 TheJdistinguishingJsequenceJcharacteristicsJofJmouseJimprintedJgenesXJMammalianfGenomeVJ2002VJ
acVJfciWde 3.2 35

120 yntegrationJofJgeneJmapsjJchromosomeJaXJProceedingsfoffthefNationalfAcademyfoffSciencesfoffthef
UnitedfStatesfoffAmericaVJ1992VJhiVJdeihWfZb 11.5 35

119 spwJislandsJinJhumanJXWinactivationXJAnnalsfoffHumanfGeneticsVJ2003VJfgVJbdbWi 2.2 34

118
ympactJofJpopulationJstructureVJeffectiveJbottleneckJtimeVJandJalleleJfrequencyJonJlinkageJ
disequilibriumJmapsXJProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoff
AmericaVJ2004VJaZaVJahZgeWhZ

11.5 33

117 MutationsJinJphospholipaseJsJepsilonJaJareJnotJsufficientJtoJcauseJdiffuseJmesangialJsclerosisXJ
KidneyfInternationalVJ2009VJgeVJdaeWi 9.9 32

116 qJfirstWgenerationJmetricJlinkageJdisequilibriumJmapJofJbovineJchromosomeJfXJGeneticsVJ2006VJagdVJgiWhe4 32

115 NonWdisjunctionJofJchromosomeJacXJHumanfMolecularfGeneticsVJ2007VJafVJbZZdWaZ 5.6 32

114
ynfluenceJofJTNvalphaJandJLTalphaJsingleJnucleotideJpolymorphismsJonJsusceptibilityJtoJandJ
prognosisJinJcutaneousJmalignantJmelanomaJinJtheJrritishJpopulationXJInternationalfJournalfoff
ImmunogeneticsVJ2002VJbiVJagWbc

32

113 qnJnWalleleJmodelJforJprogressiveJamplificationJinJtheJvMRaJlocusXJProceedingsfoffthefNationalf
AcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaVJ1995VJibVJdhccWg 11.5 32

112 LongitudinalJcopyJnumberVJwholeJexomeJandJtargetedJdeepJsequencingJofJQgoodJriskQJ
ywxVWmutatedJsLLJpatientsJwithJprogressiveJdiseaseXJLeukemiaVJ2016VJcZVJacZaWaZ 10.7 32

111 qllelicJassociationJunderJmapJerrorJandJrecombinationalJheterogeneityjJaJtaleJofJtwoJsitesXJ
ProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaVJ1998VJieVJaacffWgZ 11.5 31

(1998-2000)
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110 LinkageJdisequilibriumJanalysisJofJcaseWcontrolJdatajJanJapplicationJtoJgeneralizedJaggressiveJ
periodontitisXJGenesfandfImmunityVJ2005VJfVJddWeb 4.4 30

109 MappingJgenesJforJcommonJdiseasesjJtheJcaseJforJgeneticJRLtSJmapsXJHumanfHeredityVJ2004VJehVJbWi 1.1 29

108 qllelicJassociationJwithJSNPsjJmetricsVJpopulationsVJandJtheJlinkageJdisequilibriumJmapXJHumanf
MutationVJ2001VJagVJbeeWfb 4.7 28

107 yntegrationJofJgeneJmapsjJchromosomeJXXJGenomicsVJ1994VJbbVJeiZWfZd 4.3 27

106 TheJoriginJofJtrisomyJacXJAmericanfJournalfoffMedicalfGeneticssfPartfAVJ2007VJadcqVJbbdbWh 2.5 26

105 uxploitingJlargeJscaleJcomputingJtoJconstructJhighJresolutionJlinkageJdisequilibriumJmapsJofJtheJ
humanJgenomeXJBioinformaticsVJ2007VJbcVJeagWi 7.2 26

104 weneticJanalysisJofJmulticaseJfamiliesJofJvisceralJleishmaniasisJinJnortheasternJrraziljJnoJmajorJroleJ
forJclassJyyJorJclassJyyyJregionsJofJxLqXJGenesfandfImmunityVJ2002VJcVJceZWh 4.4 25

103 qJgenomeJwideJmetaWanalysisJstudyJforJidentificationJofJcommonJvariationJassociatedJwithJbreastJ
cancerJprognosisXJPLoSfONEVJ2014VJiVJeaZadhh 3.7 24

102 somplexJsegregationJanalysisJinJaJsampleJofJconsecutiveJnewbornsJwithJcleftJlipJwithJorJwithoutJ
cleftJpalateJinJytalyXJHumanfHeredityVJ1995VJdeVJaegWfd 1.1 24

101 yntegrationJofJgeneJmapsjJchromosomeJbaXJProceedingsfoffthefNationalfAcademyfoffSciencesfoffthef
UnitedfStatesfoffAmericaVJ1993VJiZVJgbaZWd 11.5 24

100 TrialsJofJtheJbetaJmodelJforJcomplexJinheritanceXJProceedingsfoffthefNationalfAcademyfoffSciencesfoff
thefUnitedfStatesfoffAmericaVJ1996VJicVJiaggWha 11.5 23

99 uxclusionJfromJproximalJaaqJofJaJcommonJgeneJwithJmegaphenicJeffectJonJatopyXJAnnalsfoffHumanf
GeneticsVJ1995VJeiVJdZcWaa 2.2 22

98 NonWcodingJNOTsxaJmutationsJinJchronicJlymphocyticJleukemiakJtheirJclinicalJimpactJinJtheJUKJ
sLLdJtrialXJLeukemiaVJ2017VJcaVJeaZWead 10.7 21

97 TheJgeneticsJofJbreastJcancerjJriskJfactorsJforJdiseaseXJThefApplicationfoffClinicalfGeneticsVJ2011VJdVJaaWi 3.1 21

96 teterminationJofJaJgeneJandJenvironmentJriskJmodelJforJageWrelatedJmacularJdegenerationXJBritishf
JournalfoffOphthalmologyVJ2010VJidVJachbWg 5.5 21

95 slinicalJsignificanceJofJTPecVJryRscVJqTMJandJMqPKWuRKJgenesJinJchronicJlymphocyticJleukaemiajJ
dataJfromJtheJrandomisedJUKJLRvJsLLdJtrialXJLeukemiaVJ2020VJcdVJagfZWaggd 10.7 20

94 qJnovelJapproachJforJidentifyingJcandidateJimprintedJgenesJthroughJsequenceJanalysisJofJ
imprintedJandJcontrolJgenesXJHumanfGeneticsVJ2002VJaaaVJeaaWbZ 6.3 20

93 weneticJepidemiologyJofJhereditaryJnonWpolyposisJcolorectalJcancerJsyndromesJinJModenaVJytalyjJ
resultsJofJaJcomplexJsegregationJanalysisXJAnnalsfoffHumanfGeneticsVJ1994VJehVJbgeWie 2.2 20
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92 LikelihoodJratiosJforJtNqJidentificationXJProceedingsfoffthefNationalfAcademyfoffSciencesfoffthef
UnitedfStatesfoffAmericaVJ1994VJiaVJfZZgWaa 11.5 20

91 NonparametricJtestsJforJlinkageJwithJdependentJsibJpairsXJHumanfHeredityVJ1995VJdeVJcaaWh 1.1 19

90 suPxJconsortiumJMapJofJchromosomeJiXJGenomicsVJ1994VJaiVJbZcWad 4.3 19

89 uxomeJsequencingJinJtrackingJclonalJevolutionJinJmultipleJmyelomaJfollowingJtherapyXJLeukemiaVJ
2013VJbgVJaahhWia 10.7 17

88 TheJinterleukinWaJclusterJgeneJregionJisJassociatedJwithJmultipleJsclerosisJinJanJytalianJsaucasianJ
populationXJEuropeanfJournalfoffNeurologyVJ2010VJagVJicZWh 6 17

87 RefinedJassociationJmappingJforJaJquantitativeJtraitjJweightJinJtheJxaiWywvbWyNSWTxJregionXJAnnalsf
offHumanfGeneticsVJ2006VJgZVJhdhWef 2.2 17

86 weneticJepidemiologyJofJearlyJonsetJbreastJcancerXJJournalfoffMedicalfGeneticsVJ1994VJcaVJiddWi 5.8 17

85 MegalencephalyJsyndromesjJexomeJpipelineJstrategiesJforJdetectingJlowWlevelJmosaicJmutationsXJ
PLoSfONEVJ2014VJiVJehfidZ 3.7 17

84 wenomeJscanningJbyJcompositeJlikelihoodXJAmericanfJournalfoffHumanfGeneticsVJ2007VJhZVJaiWbh 11 16

83
sombinedJsegregationJandJlinkageJanalysisJofJinflammatoryJbowelJdiseaseJinJtheJyrtaJregionJusingJ
severityJtoJcharacteriseJsrohnQsJdiseaseJandJulcerativeJcolitisXJOnJbehalfJofJtheJwySsXJEuropeanf
JournalfoffHumanfGeneticsVJ2000VJhVJhdfWeb

5.3 16

82 sombinedJsegregationJandJlinkageJanalysisJofJnonsyndromicJorofacialJcleftJinJtwoJcandidateJ
regionsXJAnnalsfoffHumanfGeneticsVJ1999VJfcVJagWbe 2.2 16

81
QuantitatedJtranscriptJhaplotypesJRQTxSJofJqwTRaVJreducedJabundanceJofJmRNqJhaplotypesJ
containingJaaffsJRrseahfjqnsSVJandJrelevanceJtoJmetabolicJsyndromeJtraitsXJHumanfMutationVJ2007
VJbhVJcfeWgc

4.7 15

80 uffectsJofJsingleJSNPsVJhaplotypesVJandJwholeWgenomeJLtJmapsJonJaccuracyJofJassociationJ
mappingXJGeneticfEpidemiologyVJ2007VJcaVJagiWhh 2.6 15

79 uvaluatingJphenotypeWdrivenJapproachesJforJgeneticJdiagnosesJfromJexomesJinJaJclinicalJsettingXJ
ScientificfReportsVJ2017VJgVJaceZi 4.9 14

78 teleteriousJcodingJvariantsJinJmultiWcaseJfamiliesJwithJnonWsyndromicJcleftJlipJandYorJpalateJ
phenotypesXJScientificfReportsVJ2016VJfVJcZdeg 4.9 14

77 ResolvingJclinicalJdiagnosesJforJsyndromicJcleftJlipJandYorJpalateJphenotypesJusingJwholeWexomeJ
sequencingXJClinicalfGeneticsVJ2015VJhhVJddaWi 4 14

76 VariationJinJcomplementJcomponentJsaJinhibitorJinJageWrelatedJmacularJdegenerationXJ
ImmunobiologyVJ2012VJbagVJbeaWe 3.4 14

75 qJcomparativeJlocationJdatabaseJRsompLtrSjJmapJintegrationJwithinJandJbetweenJspeciesXJ
MammalianfGenomeVJ2007VJahVJbhgWii 3.2 14

(2007-1994)
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74 qJsequenceWbasedJintegratedJmapJofJchromosomeJbbXJGenomefResearchVJ2001VJaaVJabiZWe 9.7 14

73 wermlineJvariationJinJqtqMTSLaJisJassociatedJwithJprognosisJfollowingJbreastJcancerJtreatmentJinJ
youngJwomenXJNaturefCommunicationsVJ2017VJhVJafcb 17.4 13

72 SupportJVectorJMachineJclassifierJforJestrogenJreceptorJpositiveJandJnegativeJearlyWonsetJbreastJ
cancerXJPLoSfONEVJ2013VJhVJefhfZf 3.7 13

71 slinicalJsignificanceJofJtNqJmethylationJinJchronicJlymphocyticJleukemiaJpatientsjJresultsJfromJcJ
UKJclinicalJtrialsXJBloodfAdvancesVJ2019VJcVJbdgdWbdha 7.8 13

70 WholeJgenomeJsequencesJareJrequiredJtoJfullyJresolveJtheJlinkageJdisequilibriumJstructureJofJ
humanJpopulationsXJBMCfGenomicsVJ2015VJafVJfff 4.5 12

69 StudiesJonJlocusJcontentJmappingXJProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedf
StatesfoffAmericaVJ1996VJicVJaahadWh 11.5 12

68 uxomeWbasedJlinkageJdisequilibriumJmapsJofJindividualJgenesjJfunctionalJclusteringJandJ
relationshipJtoJdiseaseXJHumanfGeneticsVJ2013VJacbVJbccWdc 6.3 11

67 sxROMSsqNjJgenomeWwideJassociationJusingJaJlinkageJdisequilibriumJmapXJJournalfoffHumanf
GeneticsVJ2008VJecVJabaWabf 4.3 11

66 vineWscaleJlinkageJdisequilibriumJmappingJofJageWrelatedJmacularJdegenerationJinJtheJcomplementJ
factorJxJgeneJregionXJBritishfJournalfoffOphthalmologyVJ2007VJiaVJiffWgZ 5.5 11

65 uvolutionaryJdynamicsJofJtheJvMRaJlocusXJAnnalsfoffHumanfGeneticsVJ1995VJeiVJbhcWi 2.2 11

64
uxomeJSequencingJinJslassicJxairyJsellJLeukaemiaJRevealsJWidespreadJVariationJinJqcquiredJ
SomaticJMutationsJbetweenJyndividualJTumoursJqpartJfromJtheJSignatureJrRqvJVRfZZSuJLesionXJ
PLoSfONEVJ2016VJaaVJeZadiafb

3.7 11

63 sosmopolitanJlinkageJdisequilibriumJmapsXJHumanfGenomicsVJ2005VJbVJbZWg 6.8 10

62 qnJintegratedJmapJofJchromosomeJiXJAnnalsfoffHumanfGeneticsVJ1995VJeiVJcicWdZb 2.2 10

61 StatisticalJandJgeneticJaspectsJofJqualityJcontrolJforJtNqJidentificationXJElectrophoresisVJ1995VJafVJafgZWg3.6 10

60 sommercialJchickenJbreedsJexhibitJhighlyJdivergentJpatternsJofJlinkageJdisequilibriumXJHeredityVJ
2016VJaagVJcgeWchb 3.6 10

59 qllelicJassociationjJlinkageJdisequilibriumJstructureJandJgeneJmappingXJMolecularfBiotechnologyVJ
2009VJdaVJhcWi 3 9

58 RecombinationVJinterferenceJandJsequencejJcomparisonJofJchromosomesJbaJandJbbXJAnnalsfoff
HumanfGeneticsVJ2002VJffVJgeWhf 2.2 9

57 qJtournamentJofJlinkageJtestsJinJcomplexJinheritanceXJHumanfHeredityVJ2001VJebVJadZWh 1.1 9
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56 SegregationJanalysisJofJcolorectalJcancerJinJNorthernJyrelandXJHumanfHeredityVJ1995VJdeVJdaWh 1.1 9

55 SequencingJeraJmethodsJforJidentifyingJsignaturesJofJselectionJinJtheJgenomeXJBriefingsfinf
BioinformaticsVJ2019VJbZVJaiigWbZZh 13.4 8

54 qpproachesJtoJtheJidentificationJofJsusceptibilityJgenesXJParasitefImmunologyVJ2009VJcaVJbbeWcc 2.2 8

53 MawysjJaJprogramJtoJgenerateJtargetedJmarkerJsetsJforJgenomeWwideJassociationJstudiesXJ
BioTechniquesVJ2004VJcgVJiifWi 2.5 8

52 yntegrationJofJgeneJmapsjJupdatingJchromosomeJaXJAnnalsfoffHumanfGeneticsVJ1995VJeiVJbiaWcZe 2.2 8

51 TheJgenomicJandJfunctionalJcharacteristicsJofJdiseaseJgenesXJBriefingsfinfBioinformaticsVJ2015VJafVJafWbc 13.4 7

50 qJcomparisonJofJmethodsJtoJdetectJrecombinationJhotspotsXJHumanfHeredityVJ2008VJffVJaegWfi 1.1 7

49
TheJrRsqaJqshkenaziJfounderJmutationsJoccurJonJcommonJhaplotypesJandJareJnotJhighlyJ
correlatedJwithJanonymousJsingleJnucleotideJpolymorphismsJlikelyJtoJbeJusedJinJgenomeWwideJ
caseWcontrolJassociationJstudiesXJBMCfGeneticsVJ2007VJhVJfh

2.6 7

48 PsRJdesignerJforJrestrictionJanalysisJofJvariousJtypesJofJsequenceJmutationXJBioinformaticsVJ2002VJ
ahVJafhhWi 7.2 7

47 MappingJinJtheJsequencingJeraXJHumanfHeredityVJ2000VJeZVJgfWhd 1.1 7

46 sountingJalgorithmsJforJlinkageXJAnnalsfoffHumanfGeneticsVJ1990VJedVJaZcWf 2.2 7

45 LtMqPjJtheJconstructionJofJhighWresolutionJlinkageJdisequilibriumJmapsJofJtheJhumanJgenomeXJ
MethodsfinfMolecularfBiologyVJ2007VJcgfVJdgWeg 1.4 7

44
qJmultimetricJapproachJtoJanalysisJofJgenomeWwideJassociationJbyJsingleJmarkersJandJcompositeJ
likelihoodXJProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaVJ2008VJ
aZeVJbeibWg

11.5 6

43 qllelicJassociationJandJdiseaseJmappingXJBriefingsfinfBioinformaticsVJ2001VJbVJcgeWhg 13.4 6

42 sombinedJsegregationJandJlinkageJanalysisJofJeiJxodgkinQsJdiseaseJfamiliesJindicatesJtheJroleJofJ
xLqJdeterminantsXJEuropeanfJournalfoffHumanfGeneticsVJ2000VJhVJdfZWc 5.3 6

41 LimbJgirdleJmuscularJdystrophyJtypeJbqJRsqPNcSjJmappingJusingJallelicJassociationXJHumanfHeredity
VJ1998VJdhVJcccWg 1.1 6

40 SignificanceJofJmaximalJlodsXJAnnalsfoffHumanfGeneticsVJ1991VJeeVJciWda 2.2 6

39 UnderstandingJtheJdiseaseJgenomejJgeneJessentialityJandJtheJinterplayJofJselectionVJrecombinationJ
andJmutationXJBriefingsfinfBioinformaticsVJ2019VJbZVJbfgWbgc 13.4 6

(2019-1995)
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38 MachineJLearningJqpproachesjJtataJyntegrationJforJtiseaseJPredictionJandJPrognosisXJTranslationalf
BioinformaticsVJ2018VJacgWada 6

37 LinkageJdisequilibriumJmapsJtoJguideJcontigJorderingJforJgenomeJassemblyXJBioinformaticsVJ2019VJ
ceVJedaWede 7.2 5

36 wenomeWwideJassociationJofJbreastJcancerjJcompositeJlikelihoodJwithJimputedJgenotypesXJ
EuropeanfJournalfoffHumanfGeneticsVJ2011VJaiVJaidWi 5.3 5

35 sompositeJlikelihoodWbasedJmetaWanalysisJofJbreastJcancerJassociationJstudiesXJJournalfoffHumanf
GeneticsVJ2011VJefVJcggWhb 4.3 5

34 MappingJaJgeneJforJrheumatoidJarthritisJonJchromosomeJahqbaXJBMCfProceedingsVJ2007VJaJSupplJaVJSah 2.3 5

33 yntegratedJgeneticJmapJofJhumanJchromosomeJbXJAnnalsfoffHumanfGeneticsVJ1995VJeiVJdacWcd 2.2 5

32 qJlinkageJtournamentjJaffectionJstatusVJparametricJanalysisVJmultivariateJtraitsVJandJenhancementsJ
toJvarianceJcomponentsJandJrelativeJpairsXJAnnalsfoffHumanfGeneticsVJ2002VJffVJhgWih 2.2 4

31 LinkageJdisequilibriumJandJassociationJmappingjJanJintroductionXJMethodsfinfMolecularfBiologyVJ
2007VJcgfVJaWae 1.4 4

30 LinkageJdisequilibriumJmapsJforJuuropeanJandJqfricanJpopulationsJconstructedJfromJwholeJ
genomeJsequenceJdataXJScientificfDataVJ2019VJfVJbZh 8.2 3

29 yndividualJdiseaseJriskJandJmultimetricJanalysisJofJsrohnJdiseaseXJProceedingsfoffthefNationalf
AcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaVJ2008VJaZeVJaehdcWg 11.5 3

28 sombinationJofJlinkageJevidenceJinJcomplexJinheritanceXJHumanfHeredityVJ2001VJebVJacbWe 1.1 3

27 sodingJofJpointersJinJtheJsegregationJanalysisJprogramJPOyNTuRXJGeneticfEpidemiologyVJ1994VJaaVJcheWg 2.6 3

26 slinicalJandJtescriptiveJStudyJofJOrofacialJsleftsJinJsolombiajJbZfiJPatientsJvromJOperationJSmileJ
voundationXJCleftfPalatetCraniofacialfJournalVJ2021VJaZeeffefbaaZZZeea 1.9 3

25 weneWspecificJmetricsJtoJfacilitateJidentificationJofJdiseaseJgenesJforJmolecularJdiagnosisJinJpatientJ
genomesjJaJsystematicJreviewXJBriefingsfinfFunctionalfGenomicsVJ2019VJahVJbcWbi 4.9 3

24 MappingJquantitativeJeffectsJofJoligogenesJbyJallelicJassociationXJAnnalsfoffHumanfGeneticsVJ2002VJ
ffVJbaaWba 2.2 3

23 weneWdenseJautosomalJchromosomesJshowJevidenceJforJincreasedJselectionXJHeredityVJ2019VJabcVJggdWghc3.6 2

22 xeterogeneityJinJtheJextentJofJlinkageJdisequilibriumJamongJexonicVJintronicVJnonWcodingJRNqJandJ
intergenicJchromosomeJregionsXJEuropeanfJournalfoffHumanfGeneticsVJ2019VJbgVJadcfWaddd 5.3 2

21 wenomeJvariationjJaJreviewJofJWebJresourcesXJMethodsfinfMolecularfBiologyVJ2011VJgacVJabiWci 1.4 2
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20 TheJpowerJandJstatisticalJbehaviourJofJalleleWsharingJstatisticsJwhenJappliedJtoJmodelsJwithJtwoJ
diseaseJlociXJJournalfoffGeneticsVJ2002VJhaVJiiWaZc 1.2 2

19 uvvusTJOvJTxuJPuROXySOMuJPROLyvuRqTORSWqsTyVqTutJRusuPTORJRPPqRSJwqMMqJcJwuNuJONJ
rMyJyNJaVbaZJSsxOOLJSTUtuNTSJvROMJMORuLOSVJMuXysOJ2005VJ 2

18 TheJimpactJofJredefiningJaffectionJstatusJforJalcoholismJonJaffectedWsibWpairJanalysisXJGeneticf
EpidemiologyVJ1999VJagJSupplJaVJSaeaWf 2.6 2

17 TheJshallengeJofJwenomeJSequenceJqssemblyXJOpenfBioinformaticsfJournalVJ2018VJaaVJbcaWbci 0.8 2

16 QuantifyingJtheJcumulativeJeffectJofJlowWpenetranceJgeneticJvariantsJonJbreastJcancerJriskXJ
MolecularfGeneticsfmamp;fGenomicfMedicineVJ2015VJcVJahbWh 2.3 1

15 TheJfutureJofJgeneJmappingXJGeneticfAnalysissfTechniquesfandfApplicationsVJ1997VJadVJbeWg 1

14 qJtwoWlocusJmodelJforJhereditaryJnonWpolyposisJcolorectalJcancerJinJModenaVJytalyXJAnnalsfoffHumanf
GeneticsVJ1997VJfaVJaZiWai 2.2 1

13 teletionJSizeJynfluencesJslinicalJOutcomeJynJPatientsJwithJshronicJLymphocyticJLeukemiakJacqJ
teletionJqnatomyVJsooperatingJLesionsJandJsancerJPathogenesisXJBloodVJ2010VJaafVJgegWgeg 2.2 1

12 qarskogWScottJsyndromejJphenotypicJandJgeneticJheterogeneityXJAIMSfGeneticsVJ2016VJZcVJZdiWZei 2.1 1

11 teepWSequencingJRevealsJtheJMolecularJLandscapeJofJSplenicJMarginalJZoneJLymphomajJriologicalJ
andJslinicalJymplicationsXJBloodVJ2014VJabdVJgfWgf 2.2 1

10 TheJsorrelationJretweenJteletionJqrchitectureVJqTMJMutationalJStatusJandJryRscJtisruptionJinJ
aaqWteletedJsLLXJBloodVJ2012VJabZVJfehWfeh 2.2 1

9 SingleWcellJexomesJinJanJindexJcaseJofJampaqbaJmultipleJmyelomaJrevealJmoreJdiverseJmutanomesJ
thanJtheJwholeJpopulationXJBloodVJ2018VJacbVJbcbWbce 2.2 1

8 ussentialityWspecificJpathogenicityJprioritizationJgeneJscoreJtoJimproveJfilteringJofJdiseaseJ
sequenceJdataXJBriefingsfinfBioinformaticsVJ2021VJbbVJaghbWaghi 13.4 0

7 weneticJvariantsJwithinJchromosomeJdqbhXcJareJnotJreproduciblyJassociatedJwithJageWrelatedJ
macularJdegenerationJRqMtSXJActafOphthalmologicaVJ2011VJhiVJefZcWd 3.7

6 LinkageJdisequilibriumJinJmapsJofJSNPsJandJotherJmarkersXJGeneScreenVJ2008VJaVJeiWfa

5 qnJevaluationJofJaffectedWsibWpairJmethodsJandJtransmissionYdisequilibriumJtestsJforJdetectingJ
genesJunderlyingJaJcomplexJtraitXJGeneticfEpidemiologyVJ1999VJagJSupplJaVJSgbgWcZ 2.6

4 zalphajJanJRJpackageJforJtheJidentificationJofJregionsJofJtheJgenomeJunderJselectionXJJournalfoff
OpenfSourcefSoftwareVJ2020VJeVJbfch 5.2

3 SingleJsellJWholeJuxomeJSequencingJinJanJyndexJsaseJofJqmpaqbaJMultipleJMyelomaJtoJtefineJ
yntraclonalJVariationXJBloodVJ2016VJabhVJefeaWefea 2.2

(2016-2002)

11



2 tevelopmentJofJVfagvJzqKbJqssociatedJMyeloproliferativeJNeoplasmsJysJaJNonWRandomJuventJ
ThatJysJStronglyJtependentJonJzqKbJxaplotypeXJBloodVJ2008VJaabVJagcWagc 2.2

1 qnalyticalJqpproachesJforJuxomeJSequenceJtataXJTranslationalfBioinformaticsVJ2018VJabaWacf
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