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Computationally Guided Discovery and Experimental Validation of Indole-3-acetic Acid Synthesis
Pathways. ACS Chemical Biology, 2019, 14, 2867-2875

Genome Characterization of Oleaginous Aspergillus oryzae BCC7051: A Potential Fungal-Based
Platform for Lipid Production. Current Microbiology, 2018, 75, 57-70 >4 24

KBase: The United States Department of Energy Systems Biology Knowledgebase. Nature
Biotechnology, 2018, 36, 566-569

Exploration of the Biosynthetic Potential of the Microbiome. MSystems, 2018, 3, 76 21

Enrichment of Root Endophytic Bacteria from Populus deltoides and Single-Cell-Genomics Analysis.
Applied and Environmental Microbiology, 2016, 82, 5698-708

Complete genome sequence of the Antarctic Halorubrum lacusprofundi type strain ACAM 34. L
Standards in Genomic Sciences, 2016, 11, 70 5

Complete genome sequence of the haloalkaliphilic, obligately chemolithoautotrophic thiosulfate
and sulfide-oxidizing Ebroteobacterium Thioalkalimicrobium cyclicum type strain ALM 1 (DSM
14477(T)). Standards in Genomic Sciences, 2016, 11, 38

Complete genome sequence of Methanospirillum hungatei type strain JF1. Standards in Genomic
Sciences, 2016, 11, 2 23

Complete genome sequences of Geobacillus sp. WCH70, a thermophilic strain isolated from wood
compost. Standards in Genomic Sciences, 2016, 11, 33

Diversity of Pseudomonas Genomes, Including Populus-Associated Isolates, as Revealed by 3 o
Comparative Genome Analysis. Applied and Environmental Microbiology, 2016, 82, 375-83 4 5

Application of Long Sequence Reads To Improve Genomes for Clostridium thermocellum AD2,
Clostridium thermocellum LQRI, and Pelosinus fermentans R7. Genome Announcements, 2016, 4,

Insights from 20 years of bacterial genome sequencing. Functional and Integrative Genomics, 2015, 3 ;
15, 141-61 3 39

Complete Genome Sequence of the Opitutaceae Bacterium Strain TAV5, a Potential Facultative
Methylotroph of the Wood-Feeding Termite Reticulitermes flavipes. Genome Announcements, 2015,
=5

Trichodesmium genome maintains abundant, widespread noncoding DNA in situ, despite
oligotrophic lifestyle. Proceedings of the National Academy of Sciences of the United States of 115 31
America, 2015, 112, 4251-6

Genome-scale resources for Thermoanaerobacterium saccharolyticum. BMC Systems Biology, 2015,
9,30

Ebolavirus comparative genomics. FEMS Microbiology Reviews, 2015, 39, 764-78 151 34

Complete Genome Sequence of Anaeromyxobacter sp. Fw109-5, an Anaerobic, Metal-Reducing

Bacterium Isolated from a Contaminated Subsurface Environment. Genome Announcements, 2015,
3,
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Complete genome sequence of Geobacillus thermoglucosidasius C56-YS93, a novel biomass
296  degrader isolated from obsidian hot spring in Yellowstone National Park. Standards in Genomic 16
Sciences, 2015, 10, 73

Complete genome sequences of Geobacillus sp. Y412MC52, a xylan-degrading strain isolated from
obsidian hot spring in Yellowstone National Park. Standards in Genomic Sciences, 2015, 10, 81

Complete genome sequence of the phenanthrene-degrading soil bacterium Delftia acidovorans L
294 Cs1-4. Standards in Genomic Sciences, 2015, 10, 55 7

Genome and Transcriptome of Clostridium phytofermentans, Catalyst for the Direct Conversion of
Plant Feedstocks to Fuels. PLoS ONE, 2015, 10, e0118285

High-Quality Draft Genome Sequence of Desulfovibrio carbinoliphilus FW-101-2B, an Organic
292 Acid-Oxidizing Sulfate-Reducing Bacterium Isolated from Uranium(VI)-Contaminated Groundwater. 1
Genome Announcements, 2015, 3,

Complete Genome Sequence of Geobacillus strain Y4.1MC1, a Novel CO-Utilizing Geobacillus

thermoglucosidasius Strain Isolated from Bath Hot Spring in Yellowstone National Park. Bioenergy
Research, 2015, 8, 1039-1045
Complete genome sequence of Planctomyces brasiliensis type strain (DSM 5305(T)), phylogenomic
290 analysis and reclassification of Planctomycetes including the descriptions of Gimesia gen. nov., 39
Planctopirus gen. nov. and Rubinisphaera gen. nov. and emended descriptions of the order

Quiality scores for 32,000 genomes. Standards in Genomic Sciences, 2014, 9, 20

Comparison of single-molecule sequencing and hybrid approaches for finishing the genome of
288 Clostridium autoethanogenum and analysis of CRISPR systems in industrial relevant Clostridia. 7.8 105
Biotechnology for Biofuels, 2014, 7, 40

Genome sequence of the Thermotoga thermarum type strain (LA3(T)) from an African solfataric

spring. Standards in Genomic Sciences, 2014, 9, 1105-17

Genome sequence of the mud-dwelling archaeon Methanoplanus limicola type strain (DSM
586 2279(T)), reclassification of Methanoplanus petrolearius as Methanolacinia petrolearia and 10
emended descriptions of the genera Methanoplanus and Methanolacinia. Standards in Genomic

Complete genome sequence of Anabaena variabilis ATCC 29413. Standards in Genomic Sciences,
2014, 9, 562-73

Complete Genome sequence of Burkholderia phymatum STM815(T), a broad host range and

284 efficient nitrogen-fixing symbiont of Mimosa species. Standards in Genomic Sciences, 2014, 9, 763-74

Evaluation and validation of de novo and hybrid assembly techniques to derive high-quality
genome sequences. Bioinformatics, 2014, 30, 2709-16

Complete genome sequence of Granulicella tundricola type strain MP5ACTX9(T), an Acidobacteria

282 from tundra soil. Standards in Genomic Sciences, 2014, 9, 449-61

12

Complete genome sequence of Mesorhizobium ciceri bv. biserrulae type strain (WSM1271(T)).
Standards in Genomic Sciences, 2014, 9, 462-72

Global transcriptome analysis of Clostridium thermocellum ATCC 27405 during growth on dilute

280 acid pretreated Populus and switchgrass. Biotechnology for Biofuels, 2013, 6, 179 78 53

Draft genome sequence of Frankia sp. strain QA3, a nitrogen-fixing actinobacterium isolated from

the root nodule of Alnus nitida. Genome Announcements, 2013, 1, e0010313
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Genome Sequence of the Obligate Gammaproteobacterial Methanotroph Methylomicrobium

album Strain BG8. Genome Announcements, 2013, 1, e0017013 16

278

Draft genome sequence of Frankia sp. strain CN3, an atypical, noninfective (Nod-) ineffective (Fix-)
isolate from Coriaria nepalensis. Genome Announcements, 2013, 1, e0008513

6 Complete Genome Sequence of the Hyperthermophilic Sulfate-Reducing Bacterium
27 Thermodesulfobacterium geofontis OPF15T. Genome Announcements, 2013, 1, e0016213 4
Genome Sequence of Streptomyces viridosporus Strain T7A ATCC 39115, a Lignin-Degrading

Actinomycete. Genome Announcements, 2013, 1,

Complete Genome Sequence of Micromonospora Strain L5, a Potential Plant-Growth-Regulating
274  Actinomycete, Originally Isolated from Casuarina equisetifolia Root Nodules. Genome 14
Announcements, 2013, 1,

Complete genome sequence of Granulicella mallensis type strain MP5ACTX8(T), an acidobacterium
from tundra soil. Standards in Genomic Sciences, 2013, 9, 71-82

o Complete genome sequence of Coriobacterium glomerans type strain (PW2(T)) from the midgut of
7 Pyrrhocoris apterus L. (red soldier bug). Standards in Genomic Sciences, 2013, 8, 15-25 5

Complete genome sequence of the bile-resistant pigment-producing anaerobe Alistipes finegoldii

type strain (AHN2437(T)). Standards in Genomic Sciences, 2013, 8, 26-36

Complete genome sequence of the moderate thermophile Anaerobaculum mobile type strain

270 (NGAC(T)). Standards in Genomic Sciences, 2013, 8, 47-57

10

Genome sequence of the free-living aerobic spirochete Turneriella parva type strain (H(T)), and
emendation of the species Turneriella parva. Standards in Genomic Sciences, 2013, 8, 228-38

Complete genome sequence of Halorhodospira halophila SL1. Standards in Genomic Sciences, 2013,

268 g 206-14 3

Genome sequence of the chemoheterotrophic soil bacterium Saccharomonospora cyanea type
strain (NA-134(T)). Standards in Genomic Sciences, 2013, 9, 28-41

Genome sequence of Frateuria aurantia type strain (Kondlb7(T)), a xanthomonade isolated from

266 Lilium auratium Lindl. Standards in Genomic Sciences, 2013, 9, 83-92

Complete genome sequence of Mesorhizobium opportunistum type strain WSM2075(T.). Standards
in Genomic Sciences, 2013, 9, 294-303

Permanent draft genome sequence of Comamonas testosteroni KF-1. Standards in Genomic

264 g iences 2013, 8, 239-54 9

Genome sequence of the thermophilic fresh-water bacterium Spirochaeta caldaria type strain
(H1(T)), reclassification of Spirochaeta caldaria, Spirochaeta stenostrepta, and Spirochaeta
zuelzerae in the genus Treponema as Treponema caldaria comb. nov., Treponema stenostrepta

Complete genome sequence of the halophilic bacterium Spirochaeta africana type strain
262 (Z-7692(T)) from the alkaline Lake Magadi in the East African Rift. Standards in Genomic Sciences, 2
2013, 8, 165-76

Genome sequence of the phylogenetically isolated spirochete Leptonemaillini type strain

(3055(T)). Standards in Genomic Sciences, 2013, 8, 177-87
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Industrial robustness: understanding the mechanism of tolerance for the Populus

260 hydrolysate-tolerant mutant strain of Clostridium thermocellum. PLoS ONE, 2013, 8, e78829 37 19

Genome analysis and physiological comparison of Alicycliphilus denitrificans strains BC and
K601(T.). PLoS ONE, 2013, 8, 66971

3 Complete genome sequence of Nitrosomonas sp. Is79, an ammonia oxidizing bacterium adapted to
25 low ammonium concentrations. Standards in Genomic Sciences, 2013, 7, 469-82 27
Draft genome sequences for Clostridium thermocellum wild-type strain YS and derived cellulose
adhesion-defective mutant strain AD2. Journal of Bacteriology, 2012, 194, 3290-1

Twenty-one genome sequences from Pseudomonas species and 19 genome sequences from
256 diverse bacteria isolated from the rhizosphere and endosphere of Populus deltoides. Journal of 3.5 117
Bacteriology, 2012, 194, 5991-3

Caldicellulosiruptor core and pangenomes reveal determinants for noncellulosomal thermophilic
deconstruction of plant biomass. Journal of Bacteriology, 2012, 194, 4015-28

5 Draft genome sequence for Microbacterium laevaniformans strain OR221, a bacterium tolerant to L
54 metals, nitrate, and low pH. Journal of Bacteriology, 2012, 194, 3279-80 35 9

The genome of Pelobacter carbinolicus reveals surprising metabolic capabilities and physiological
features. BMC Genomics, 2012, 13, 690

Complete genome sequence of the rapeseed plant-growth promoting Serratia plymuthica strain

252 AS9. Standards in Genomic Sciences, 2012, 6, 54-62 25

The fast changing landscape of sequencing technologies and their impact on microbial genome
assemblies and annotation. PLoS ONE, 2012, 7, e48837

Complete genome sequences of Desulfosporosinus orientis DSM765T, Desulfosporosinus youngiae
250 DSM17734T, Desulfosporosinus meridiei DSM13257T, and Desulfosporosinus acidiphilus 3.5 46
DSM22704T. Journal of Bacteriology, 2012, 194, 6300-1

Complete genome sequence of the thermophilic, piezophilic, heterotrophic bacterium Marinitoga
piezophila KA3. Journal of Bacteriology, 2012, 194, 5974-5

High-quality draft genome sequence of the Opitutaceae bacterium strain TAV1, a symbiont of the

wood-feeding termite Reticulitermes flavipes. Journal of Bacteriology, 2012, 194, 2744-5 35 18

248

Draft genome sequence of Rhizobium sp. strain PDO1-076, a bacterium isolated from Populus
deltoides. Journal of Bacteriology, 2012, 194, 2383-4

6 Complete genome sequence of Rahnella sp. strain Y9602, a gammaproteobacterium isolate from
24 metal- and radionuclide-contaminated soil. Journal of Bacteriology, 2012, 194, 2113-4 359
Complete genome sequence of Desulfurococcus fermentans, a hyperthermophilic cellulolytic

crenarchaeon isolated from a freshwater hot spring in Kamchatka, Russia. Journal of Bacteriology,

2012, 194, 5703-4

244 Complete genome sequence of Rahnella aquatilis CIP 78.65. Journal of Bacteriology, 2012, 194,3020-1 3.5 16

Draft genome sequences for two metal-reducing Pelosinus fermentans strains isolated from a

Cr(VI)-contaminated site and for type strain R7. Journal of Bacteriology, 2012, 194, 5147-8
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ain Genome sequence of the mesophilic Thermotogales bacterium Mesotoga prima MesG1.Ag.4.2 .8
4 reveals the largest Thermotogales genome to date. Genome Biology and Evolution, 2012, 4, 700-8 39

Complete genome sequences of six strains of the genus Methylobacterium. Journal of Bacteriology,

2012, 194, 4746-8 35

The whole genome sequence of Sphingobium chlorophenolicum L-1: insights into the evolution of

249 the pentachlorophenol degradation pathway. Genome Biology and Evolution, 2012, 4, 184-98

3.9 68

Genome sequence of the moderately thermophilic, amino-acid-degrading and sulfur-reducing
bacterium Thermovirga lienii type strain (Cas60314(T)). Standards in Genomic Sciences, 2012, 6, 230-9

Genome sequence of Amycolatopsis sp. strain ATCC 39116, a plant biomass-degrading

238 actinomycete. Journal of Bacteriology, 2012, 194, 2396-7 35 31

Complete genome sequence of the moderately thermophilic mineral-sulfide-oxidizing firmicute

Sulfobacillus acidophilus type strain (NAL(T)). Standards in Genomic Sciences, 2012, 6, 1-13

Complete genome sequence of the termite hindgut bacterium Spirochaeta coccoides type strain
236 (SPN1(T)), reclassification in the genus Sphaerochaeta as Sphaerochaeta coccoides comb. nov. and 46
emendations of the family Spirochaetaceae and the genus Sphaerochaeta. Standards in Genomic

Permanent draft genome sequence of the gliding predator Saprospira grandis strain Sa g1 (= HR1).

Standards in Genomic Sciences, 2012, 6, 210-9

Complete genome sequence of Paenibacillus sp. strain JDR-2. Standards in Genomic Sciences, 2012,

234 6,1-10 12

Complete genome sequence of the melanogenic marine bacterium Marinomonas mediterranea

type strain (MMB-1(T)). Standards in Genomic Sciences, 2012, 6, 63-73

Genome sequence of the soil bacterium Saccharomonospora azurea type strain (NA-128(T)).

232 Standards in Genomic Sciences, 2012, 6, 220-9

10

Complete genome sequence of the facultatively anaerobic, appendaged bacterium Muricauda
ruestringensis type strain (B1(T)). Standards in Genomic Sciences, 2012, 6, 185-93

230 Conceptualizing a Genomics Software Institute (GSI). Standards in Genomic Sciences, 2012, 6, 136-44 1

Complete genome sequence of Dehalogenimonas lykanthroporepellens type strain (BL-DC-9(T))
and comparison to "Dehalococcoides"” strains. Standards in Genomic Sciences, 2012, 6, 251-64

Complete genome sequence of Polynucleobacter necessarius subsp. asymbioticus type strain
(QLW-P1DMWA-1(T)). Standards in Genomic Sciences, 2012, 6, 74-83 27

Complete genome sequence of the aerobic, heterotroph Marinithermus hydrothermalis type strain
(T1(T)) from a deep-sea hydrothermal vent chimney. Standards in Genomic Sciences, 2012, 6, 21-30

Complete genome sequence of the aquatic bacterium Runella slithyformis type strain (LSU 4(T)).

Standards in Genomic Sciences, 2012, 6, 145-54 16

226

Complete Genome Sequence of Paenibacillus strain Y4.12MC10, a Novel Paenibacillus lautus strain

Isolated from Obsidian Hot Spring in Yellowstone National Park. Standards in Genomic Sciences,
2012, 6, 381-400
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Genome sequence of the ocean sediment bacterium Saccharomonospora marina type strain

224 (XMU15(T)). Standards in Genomic Sciences, 2012, 6, 265-75 3

Complete genome sequence of the thermophilic sulfate-reducing ocean bacterium
Thermodesulfatator indicus type strain (CIR29812(T)). Standards in Genomic Sciences, 2012, 6, 155-64

Complete genome sequence of Thauera aminoaromatica strain MZ1T. Standards in Genomic

222 sciences, 2012, 6, 325-35 47

Complete genome sequence of Serratia plymuthica strain AS12. Standards in Genomic Sciences,
2012, 6, 165-73

Genome sequence of the homoacetogenic bacterium Holophaga foetida type strain (TMBS4(T)).

229 standards in Genomic Sciences, 2012, 6, 174-84 23

Complete genome sequence of the orange-red pigmented, radioresistant Deinococcus
proteolyticus type strain (MRP(T)). Standards in Genomic Sciences, 2012, 6, 240-50

Complete genome sequence of Thermovibrio ammonificans HB-1(T), a thermophilic,
218 chemolithoautotrophic bacterium isolated from a deep-sea hydrothermal vent. Standards in 8
Genomic Sciences, 2012, 7, 82-90

Complete genome sequence of the plant-associated Serratia plymuthica strain AS13. Standards in
Genomic Sciences, 2012, 7, 22-30

Complete genome sequence of Marinomonas posidonica type strain (IVIA-Po-181(T)). Standards in

216 Genomic Sciences, 2012, 7, 31-43 5

Genome sequence of the flexirubin-pigmented soil bacterium Niabella soli type strain (JS13-8(T)).
Standards in Genomic Sciences, 2012, 7, 210-20

Genome sequence of the Antarctic rhodopsins-containing flavobacterium Gillisia limnaea type

214 strain (R-8282(T)). Standards in Genomic Sciences, 2012, 7, 107-19 9

Complete genome sequence of the sulfate-reducing firmicute Desulfotomaculum ruminis type
strain (DL(T)). Standards in Genomic Sciences, 2012, 7, 304-19

Complete genome sequencing and analysis of Saprospira grandis str. Lewin, a predatory marine

212 pacterium. Standards in Genomic Sciences, 2012, 6, 84-93 9

Complete genome sequence of Halopiger xanaduensis type strain (SH-6(T)). Standards in Genomic
Sciences, 2012, 6, 31-42

L Complete Genome Sequence of Clostridium clariflavum DSM 19732. Standards in Genomic Sciences,
219 2012, 6,104-15 40
Complete genome sequence of the facultatively chemolithoautotrophic and methylotrophic alpha
Proteobacterium Starkeya novella type strain (ATCC 8093(T)). Standards in Genomic Sciences, 2012,

7,44-58

Complete genome sequence of Terriglobus saanensis type strain SP1PR4(T), an Acidobacteria from

tundra soil. Standards in Genomic Sciences, 2012, 7, 59-69 16

208

Complete genome sequence of the sulfur compounds oxidizing chemolithoautotroph

Sulfuricurvum kujiense type strain (YK-1(T)). Standards in Genomic Sciences, 2012, 6, 94-103




MIRIAM L LAND

Complete genome sequence of the facultatively chemolithoautotrophic and methylotrophic alpha

206 Proteobacterium Starkeya novella type strain (ATCC 8093T). Standards in Genomic Sciences, 2012, 7, 44-58 5

Complete genome sequence of the filamentous gliding predatory bacterium Herpetosiphon
aurantiacus type strain (114-95(T)). Standards in Genomic Sciences, 2011, 5, 356-70

Complete genome sequence of Leadbetterella byssophila type strain (4M15). Standards in Genomic

204 Sciences, 2011, 4, 2-12 15

Complete genome sequence of Hydrogenobacter thermophilus type strain (TK-6). Standards in
Genomic Sciences, 2011, 4, 131-43

Complete genome sequence of Paludibacter propionicigenes type strain (WB4). Standards in

202 Genomic Sciences, 2011, 4, 36-44 24

Complete genome sequence of Bacteroides helcogenes type strain (P 36-108). Standards in
Genomic Sciences, 2011, 4, 45-53

Complete genome sequence of Weeksella virosa type strain (9751). Standards in Genomic Sciences,

200 2011, 4, 81-90

Complete genome sequence of Desulfobulbus propionicus type strain (1pr3). Standards in Genomic
Sciences, 2011, 4, 100-10

108 Complete genome sequence of Marivirga tractuosa type strain (H-43). Standards in Genomic
9% Sciences, 2011, 4, 154-62 5

Complete genome sequence of Desulfurococcus mucosus type strain (O7/1). Standards in Genomic

Sciences, 2011, 4, 173-82

106 Complete genome sequence of Cellulophaga lytica type strain (LIM-21). Standards in Genomic
9 Sciences, 2011, 4, 221-32 23

Non-contiguous finished genome sequence of Bacteroides coprosuis type strain (PC139). Standards

in Genomic Sciences, 2011, 4, 233-43

L Complete genome sequence of Rhodospirillum rubrum type strain (S1). Standards in Genomic
94 Sciences, 2011, 4, 293-302 31

Complete genome sequence of the extremely halophilic Halanaerobium praevalens type strain
(GSL). Standards in Genomic Sciences, 2011, 4, 312-21

Complete genome sequence of Nitratifractor salsuginis type strain (E9I137-1). Standards in Genomic

Sciences, 2011, 4, 322-30 10

192

Complete genome sequence of Mahella australiensis type strain (50-1 BON). Standards in Genomic
Sciences, 2011, 4, 331-41

Complete genome sequence of Treponema succinifaciens type strain (6091). Standards in Genomic

Sciences, 2011, 4, 361-70 20

190

Complete genome sequence of Syntrophobotulus glycolicus type strain (FIGlyRT). Standards in

Genomic Sciences, 2011, 4, 371-380
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Complete genome sequence of the hyperthermophilic chemolithoautotroph Pyrolobus fumarii

188 type strain (1A). Standards in Genomic Sciences, 2011, 4, 381-92

10

Complete genome sequence of Staphylothermus hellenicus P8. Standards in Genomic Sciences, 2011
,5,12-20

Complete genome sequence of the acetate-degrading sulfate reducer Desulfobacca acetoxidans

186 type strain (ASRB2). Standards in Genomic Sciences, 2011, 4, 393-401 19

Complete genome sequence of the thermophilic, hydrogen-oxidizing Bacillus tusciae type strain
(T2) and reclassification in the new genus, Kyrpidia gen. nov. as Kyrpidia tusciae comb. nov. and
emendation of the fFamily Alicyclobacillaceae da Costa and Rainey, 2010. Standards in Genomic

Complete genome sequence of the gliding, heparinolytic Pedobacter saltans type strain (113).

Standards in Genomic Sciences, 2011, 5, 30-40 1

184

Non-contiguous finished genome sequence of the opportunistic oral pathogen Prevotella
multisaccharivorax type strain (PPPA20). Standards in Genomic Sciences, 2011, 5, 41-9

Complete genome sequence of Tolumonas auensis type strain (TA 4). Standards in Genomic Sciences

182 5011, 5 112-20 4

Complete genome sequence of Hirschia baltica type strain (IFAM 1418(T)). Standards in Genomic
Sciences, 2011, 5, 287-97

Complete genome sequence of Parvibaculum lavamentivorans type strain (DS-1(T)). Standards in

180 Genomic Sciences, 2011, 5, 298-310 29

Complete genome sequence of Ferroglobus placidus AEDII12DO. Standards in Genomic Sciences,
2011, 5, 50-60

Complete genome sequence of the halophilic and highly halotolerant Chromohalobacter salexigens

type strain (1H11(T)). Standards in Genomic Sciences, 2011, 5, 379-88 28

178

Complete genome sequence of Allochromatium vinosum DSM 180(T). Standards in Genomic
Sciences, 2011, 5, 311-30

16 Genome sequence of the filamentous, gliding Thiothrix nivea neotype strain (JP2(T)). Standards in
7 Genomic Sciences, 2011, 5, 398-406 9

Complete Genome Sequence of a thermotolerant sporogenic lactic acid bacterium, Bacillus

coagulans strain 36D1. Standards in Genomic Sciences, 2011, 5, 331-40

L Complete genome sequence of Desulfurispirillum indicum strain S5(T). Standards in Genomic
74 Sciences, 2011, 5, 371-8

Complete genome sequence of the thermophilic sulfur-reducer Desulfurobacterium
thermolithotrophum type strain (BSA(T)) from a deep-sea hydrothermal vent. Standards in Genomic
Sciences, 2011, 5, 407-15

Complete genome sequence of Calditerrivibrio nitroreducens type strain (Yu37-1). Standards in

172 Genomic Sciences, 2011, 4, 54-62 9

Complete genome sequence of Truepera radiovictrix type strain (RQ-24). Standards in Genomic

Sciences, 2011, 4, 91-9




MIRIAM L LAND

Complete genome sequence of Bacteroides salanitronis type strain (BL78). Standards in Genomic
179 Sciences, 2011, 4, 191-9
Complete genome sequence of Odoribacter splanchnicus type strain (1651/6). Standards in
Genomic Sciences, 2011, 4, 200-9

Complete genome sequence of Oceanithermus profundus type strain (506). Standards in Genomic

168 ¢ iences 2011, 4, 210-20 3

Complete genome sequence of Tsukamurella paurometabola type strain (no. 33). Standards in
Genomic Sciences, 2011, 4, 342-51

Non-contiguous finished genome sequence and contextual data of the filamentous soil bacterium

166 Ktedonobacter racemifer type strain (SOSP1-21). Standards in Genomic Sciences, 2011, 5, 97-111 72

Complete genome sequence of Isosphaera pallida type strain (IS1B). Standards in Genomic Sciences,
2011, 4, 63-71

Complete genome sequence of Cellulophaga algicola type strain (IC166). Standards in Genomic

Sciences, 2011, 4, 72-80 22

Complete genome sequence of Riemerella anatipestifer type strain (ATCC 11845T). Standards in
Genomic Sciences, 2011, 4, 144-153

Complete genome sequence of the thermophilic sulfur-reducer Hippea maritima type strain
(MH(2)). Standards in Genomic Sciences, 2011, 4, 303-11

Complete genome sequence of Haliscomenobacter hydrossis type strain (O). Standards in Genomic
Sciences, 2011, 4, 352-60

Complete genome sequence of the gliding freshwater bacterium Fluviicola taffensis type strain

160 (RW262). Standards in Genomic Sciences, 2011, 5, 21-9 9

Genome sequence of the moderately thermophilic halophile Flexistipes sinusarabici strain (MAS10).
Standards in Genomic Sciences, 2011, 5, 86-96

Complete genome sequence of Deinococcus maricopensis type strain (LB-34). Standards in Genomic

158 Sciences, 2011, 4, 163-72

11

Exploring the symbiotic pangenome of the nitrogen-fixing bacterium Sinorhizobium meliloti. BMC
Genomics, 2011, 12, 235

Complete genome sequence of the filamentous anoxygenic phototrophic bacterium Chloroflexus

156 aurantiacus. BMC Genomics, 2011, 12, 334 45 77

Complete genome of the cellulolytic ruminal bacterium Ruminococcus albus 7. Journal of
Bacteriology, 2011, 193, 5574-5

Genome sequence of the mercury-methylating and pleomorphic Desulfovibrio africanus Strain

154 walvis Bay. Journal of Bacteriology, 2011, 193, 4037-8 35

Genome sequence of the verrucomicrobium Opitutus terrae PB90-1, an abundant inhabitant of rice

paddy soil ecosystems. Journal of Bacteriology, 2011, 193, 2367-8

10
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L Complete genome sequence of the haloalkaliphilic, hydrogen-producing bacterium Halanaerobium L
52 hydrogeniformans. Journal of Bacteriology, 2011, 193, 3682-3 35 4

Genome sequence of Victivallis vadensis ATCC BAA-548, an anaerobic bacterium from the phylum

Lentisphaerae, isolated from the human gastrointestinal tract. Journal of Bacteriology, 2011, 193, 2373-8>

Complete genome sequence of the cellulose-degrading bacterium Cellulosilyticum lentocellum.
159 Journal of Bacteriology, 2011, 193, 2357-8 35 23
Genome sequence of the Arctic methanotroph Methylobacter tundripaludum SV96. Journal of
Bacteriology, 2011, 193, 6418-9

Genome sequence of Thermotoga sp. strain RQ2, a hyperthermophilic bacterium isolated from a
148 geothermally heated region of the seafloor near Ribeira Quente, the Azores. Journal of 3.5 14
Bacteriology, 2011, 193, 5869-70

The evolution of host specialization in the vertebrate gut symbiont Lactobacillus reuteri. PLoS
Genetics, 2011, 7,e1001314

146 Genome Sequence of the ethene- and vinyl chloride-oxidizing actinomycete Nocardioides sp. strain L
4% Jse14. Journal of Bacteriology, 2011, 193, 3399-400 3515

Complete genome sequence of the Thermophilic Bacterium Exiguobacterium sp. AT1b. Journal of

Bacteriology, 2011, 193, 2880-1

Draft genome sequence of the thermoalkaliphilic Caldalkalibacillus thermarum strain TA2.A1. L
144 Journal of Bacteriology, 2011, 193, 4290-1 35 ©

Genome sequence of Chthoniobacter flavus Ellin428, an aerobic heterotrophic soil bacterium.
Journal of Bacteriology, 2011, 193, 2902-3

11> Genome sequence of "Pedosphaera parvula" Ellin514, an aerobic Verrucomicrobial isolate from 5
4 pasture soil. Journal of Bacteriology, 2011, 193, 2900-1 35 3

Genome sequences of Alicycliphilus denitrificans strains BC and K601T. Journal of Bacteriology,

2011, 193, 5028-9

Complete genome sequences of Krokinobacter sp. strain 4H-3-7-5 and Lacinutrix sp. strain 5H-3-7-4,
140 polysaccharide-degrading members of the family Flavobacteriaceae. Journal of Bacteriology, 2011, 3.5 14
193, 4545-6

Genome sequence of Kosmotoga olearia strain TBF 19.5.1, a thermophilic bacterium with a wide
growth temperature range, isolated from the Troll B oil platform in the North Sea. Journal of
Bacteriology, 2011, 193, 5566-7

148 Complete genome sequence of the aerobic marine methanotroph Methylomonas methanica MCO09.
3 Journal of Bacteriology, 2011, 193, 7001-2 35 57
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