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j Paper IF Citations

130 RapidLglobalLphaseoutLofLanimalLagricultureLhasLtheLpotentialLtoLstabilizeLgreenhouseLgasLlevelsLforL
gdLyearsLandLoffsetLjlLpercentLofLwOfLemissionsLthisLcenturyL2022YLeYLeddddded 8

129 xirectedLwhemicalLyvolutionLwithLanLOutsizedLGeneticLwodebLPLoShONEYL2016YLeeYLedeihkji 3.7 20

128 xynamicLuSXLeLyxonLSkippingLandLulternativeLwircularLSplicingLinLSingleLHumanLwellsbLPLoShONEYL
2016YLeeYLedejhdli 3.7 12

127 uutomatedLunalysisLandLwlassificationLofLHistologicalLTissueLzeaturesLbyLMultiaximensionalL
MicroscopicLMolecularLProfilingbLPLoShONEYL2015YLedYLedeflmki 3.7 20

126 yvolutionaryLwonservationLandLxiversificationLofLPufLRNuLvindingLProteinsLandLTheirLmRNuL
TargetsbLPLoShBiologyYL2015YLegYLeeddfgdk 9.7 35

125 wircularLRNuLisLexpressedLacrossLtheLeukaryoticLtreeLofLlifebLPLoShONEYL2014YLmYLemdlim 3.7 457

124 TranscriptomeawideLmappingLofLpseudouridinesnLpseudouridineLsynthasesLmodifyLspecificLmRNusL
inLSbLcerevisiaebLPLoShONEYL2014YLmYLeeedkmm 3.7 227

123 xistinctLstagesLofLtheLtranslationLelongationLcycleLrevealedLbyLsequencingLribosomeaprotectedL
mRNuLfragmentsbLELifeYL2014YLgYLedefik 8.9 195

122 miRaehfLregulatesLtheLtumorigenicityLofLhumanLbreastLcancerLstemLcellsLthroughLtheLcanonicalL
WNTLsignalingLpathwaybLELifeYL2014YLgYL 8.9 128

121 wellatypeLspecificLfeaturesLofLcircularLRNuLexpressionbLPLoShGeneticsYL2013YLmYLeeddgkkk 6 1155

120 wircularLRNusLareLtheLpredominantLtranscriptLisoformLfromLhundredsLofLhumanLgenesLinLdiverseL
cellLtypesbLPLoShONEYL2012YLkYLegdkgg 3.7 1531

119 ySRRuaweeorffdLisLaLrecurrentLgeneLfusionLinLserousLovarianLcarcinomabLPLoShBiologyYL2011YLmYLeeddeeij9.7 44

118 StunnedLsilencenLgeneLexpressionLprogramsLinLhumanLcellsLinfectedLwithLmonkeypoxLorLvacciniaL
virusbLPLoShONEYL2011YLjYLeeijei 3.7 36

117 xNuLmethylationLprofilesLofLovarianLepithelialLcarcinomaLtumorsLandLcellLlinesbLPLoShONEYL2010YLiYLemgim3.7 68

116 xissectingLinterferonainducedLtranscriptionalLprogramsLinLhumanLperipheralLbloodLcellsbLPLoShONEYL
2010YLiYLemkig 3.7 123

115 TheLpreclinicalLnaturalLhistoryLofLserousLovarianLcancernLdefiningLtheLtargetLforLearlyLdetectionbL
PLoShMedicineYL2009YLjYLeedddeeh 11.6 168

114 xiverseLRNuabindingLproteinsLinteractLwithLfunctionallyLrelatedLsetsLofLRNusYLsuggestingLanL
extensiveLregulatoryLsystembLPLoShBiologyYL2008YLjYLefii 9.7 442
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113 womparativeLanalysisLofLviralLgeneLexpressionLprogramsLduringLpoxvirusLinfectionnLaLtranscriptionalL
mapLofLtheLvacciniaLandLmonkeypoxLgenomesbLPLoShONEYL2008YLgYLefjfl 3.7 39

112 xevelopmentLofLtheLhumanLinfantLintestinalLmicrobiotabLPLoShBiologyYL2007YLiYLeekk 9.7 1931

111 GeneLexpressionLpatternsLinLpancreaticLtumorsYLcellsLandLtissuesbLPLoShONEYL2007YLfYLegfg 3.7 74

110 VirtualLNorthernLanalysisLofLtheLhumanLgenomebLPLoShONEYL2007YLfYLehjd 3.7 10

109 GeneLexpressionLprogramsLofLhumanLsmoothLmuscleLcellsnLtissueaspecificLdifferentiationLandL
prognosticLsignificanceLinLbreastLcancersbLPLoShGeneticsYL2007YLgYLekkdalh 6 48

108
ParallelsLbetweenLglobalLtranscriptionalLprogramsLofLpolarizingLwacoafLintestinalLepithelialLcellsLinL
vitroLandLgeneLexpressionLprogramsLinLnormalLcolonLandLcolonLcancerbLMolecularhBiologyhofhthehCellYL
2007YLelYLhfhiajd

3.5 102

107 GeneaexpressionLpatternsLrevealLunderlyingLbiologicalLprocessesLinLKawasakiLdiseasebLGenomeh
BiologyYL2007YLlYLRfje 18.3 76

106 wharacterizationLofLheterotypicLinteractionLeffectsLinLvitroLtoLdeconvoluteLglobalLgeneLexpressionL
profilesLinLcancerbLGenomehBiologyYL2007YLlYLReme 18.3 65

105 TheLtemporalLprogramLofLperipheralLbloodLgeneLexpressionLinLtheLresponseLofLnonhumanLprimatesL
toLybolaLhemorrhagicLfeverbLGenomehBiologyYL2007YLlYLRekh 18.3 72

104 wellatypeLspecificLgeneLexpressionLprofilesLofLleukocytesLinLhumanLperipheralLbloodbLBMChGenomicsYL
2006YLkYLeei 4.5 244

103 xiscoveryLandLvalidationLofLbreastLcancerLsubtypesbLBMChGenomicsYL2006YLkYLfge 4.5 87

102 GenomeascaleLidentificationLofLmembraneaassociatedLhumanLmRNusbLPLoShGeneticsYL2006YLfYLeee 6 76

101 GeneLexpressionLpatternsLinLhumanLplacentabLProceedingshofhthehNationalhAcademyhofhScienceshofhtheh
UnitedhStateshofhAmericaYL2006YLedgYLihklalg 11.5 315

100 unatomicLdemarcationLbyLpositionalLvariationLinLfibroblastLgeneLexpressionLprogramsbLPLoSh
GeneticsYL2006YLfYLeeem 6 329

99
voneLmorphogeneticLproteinLantagonistLgremlinLeLisLwidelyLexpressedLbyLcanceraassociatedL
stromalLcellsLandLcanLpromoteLtumorLcellLproliferationbLProceedingshofhthehNationalhAcademyhofh
ScienceshofhthehUnitedhStateshofhAmericaYL2006YLedgYLehlhfak

11.5 235

98 PredictingLaLlocalLrecurrenceLafterLbreastaconservingLtherapyLbyLgeneLexpressionLprofilingbLBreasth
CancerhResearchYL2006YLlYLRjf 8.3 163

97 fddiLwurtLSternLuwardLaddressbLyxploringLalongLaLcrookedLpathbLAmericanhJournalhofhHumanh
GeneticsYL2006YLkmYLhfmagg 11 1

96 RapidLquantitativeLprofilingLofLcomplexLmicrobialLpopulationsbLNucleichAcidshResearchYL2006YLghYLei 20.1 145

(2006-2008)
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95 GeneLexpressionLprogramsLinLresponseLtoLhypoxianLcellLtypeLspecificityLandLprognosticLsignificanceL
inLhumanLcancersbLPLoShMedicineYL2006YLgYLehk 11.6 476

94 MinimizingLoffatargetLeffectsLbyLusingLdicedLsiRNusLforLRNuLinterferencebLJournalhofhRnaihandhGeneh
SilencingYL2006YLfYLeleamh 22

93 xifferentialLgeneLexpressionLinLanatomicalLcompartmentsLofLtheLhumanLeyebLGenomehBiologyYL2005YL
jYLRkh 18.3 42

92 uLxNuLmicroarrayLsurveyLofLgeneLexpressionLinLnormalLhumanLtissuesbLGenomehBiologyYL2005YLjYLRff 18.3 172

91 yxpressionLProfilingLofLvreastLwancernLzromLMolecularLPortraitsLtoLwlinicalLUtilityL2005YLkkaedd 1

90
RobustnessYLscalabilityYLandLintegrationLofLaLwoundaresponseLgeneLexpressionLsignatureLinL
predictingLbreastLcancerLsurvivalbLProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedh
StateshofhAmericaYL2005YLedfYLgkglahg

11.5 823

89
GeneLexpressionLprofilingLrevealsLmolecularlyLandLclinicallyLdistinctLsubtypesLofLglioblastomaL
multiformebLProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaYL2005YL
edfYLileham

11.5 389

88 xifferentialLGeneLyxpressionLProfilesLinLwxghXLMyelodysplasticLSyndromeLMarrowLwellsbbLBloodYL
2005YLedjYLghfhaghfh 2.2 2

87 xeterminationLofLstromalLsignaturesLinLbreastLcarcinomabLPLoShBiologyYL2005YLgYLeelk 9.7 161

86 TheLTemporalLGeneLyxpressionLPatternsLofLymbryonicLHematopoiesisLafterLHemangioblastL
wommitmentbbLBloodYL2005YLedjYLhellahell 2.2

85 xiverseLandLspecificLgeneLexpressionLresponsesLtoLstressesLinLculturedLhumanLcellsbLMolecularh
BiologyhofhthehCellYL2004YLeiYLfgjeakh 3.5 250

84 GeneLexpressionLinLtheLnormalLadultLhumanLkidneyLassessedLbyLcomplementaryLxNuLmicroarraybL
MolecularhBiologyhofhthehCellYL2004YLeiYLjhmaij 3.5 90

83
TheLhostLresponseLtoLsmallpoxnLanalysisLofLtheLgeneLexpressionLprogramLinLperipheralLbloodLcellsLinL
aLnonhumanLprimateLmodelbLProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofh
AmericaYL2004YLedeYLeiemdai

11.5 93

82 TranscriptionalLremodelingLinLresponseLtoLironLdeprivationLinLSaccharomycesLcerevisiaebLMolecularh
BiologyhofhthehCellYL2004YLeiYLefggahg 3.5 170

81 GeneLexpressionLsignatureLofLfibroblastLserumLresponseLpredictsLhumanLcancerLprogressionnL
similaritiesLbetweenLtumorsLandLwoundsbLPLoShBiologyYL2004YLfYLyk 9.7 698

80 wancerLcharacterizationLandLfeatureLsetLextractionLbyLdiscriminativeLmarginLclusteringbLBMCh
BioinformaticsYL2004YLiYLfe 3.6 23

79 GeneLexpressionLprofilingLidentifiesLclinicallyLrelevantLsubtypesLofLprostateLcancerbLProceedingshofh
thehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaYL2004YLedeYLleeaj 11.5 1047

78 GenomicLtranscriptionalLresponseLtoLlossLofLchromosomalLsupercoilingLinLyscherichiaLcolibLGenomeh
BiologyYL2004YLiYLRlk 18.3 226
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77 GeneLexpressionLpatternsLinLhumanLembryonicLstemLcellsLandLhumanLpluripotentLgermLcellLtumorsbL
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaYL2003YLeddYLeggidai 11.5 557

76 GenomewideLviewLofLgeneLsilencingLbyLsmallLinterferingLRNusbLProceedingshofhthehNationalhAcademyh
ofhScienceshofhthehUnitedhStateshofhAmericaYL2003YLeddYLjghgaj 11.5 249

75 GeneLexpressionLpatternsLinLovarianLcarcinomasbLMolecularhBiologyhofhthehCellYL2003YLehYLhgkjalj 3.5 273

74 GenomeawideLanalysisLofLmRNuLtranslationLprofilesLinLSaccharomycesLcerevisiaebLProceedingshofhtheh
NationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaYL2003YLeddYLgllmamh 11.5 543

73 TLcellLreceptoraindependentLbasalLsignalingLviaLyrkLandLublLkinasesLsuppressesLRuGLgeneL
expressionbLPLoShBiologyYL2003YLeYLyig 9.7 74

72 TissueLmicroarrayLvalidationLofLepidermalLgrowthLfactorLreceptorLandLSuLLfLinLsynovialLsarcomaL
withLcomparisonLtoLtumorsLofLsimilarLhistologybLAmericanhJournalhofhPathologyYL2003YLejgYLehhmaij 5.8 123

71 GeneLexpressionLpatternsLandLgeneLcopyLnumberLchangesLinLdermatofibrosarcomaLprotuberansbL
AmericanhJournalhofhPathologyYL2003YLejgYLfglgami 5.8 115

70 yxplorationLofLglobalLgeneLexpressionLpatternsLinLpancreaticLadenocarcinomaLusingLcxNuL
microarraysbLAmericanhJournalhofhPathologyYL2003YLejfYLeeieajf 5.8 397

69 RepeatedLobservationLofLbreastLtumorLsubtypesLinLindependentLgeneLexpressionLdataLsetsbL
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaYL2003YLeddYLlhelafg 11.5 4262

68 GenomeawideLanalysisLofLmRNuLlengthsLinLSaccharomycesLcerevisiaebLGenomehBiologyYL2003YLiYLRf 18.3 76

67
xifferentialLgeneaexpressionLpatternsLinLgenitalLfibroblastsLofLnormalLmalesLandLhjYXYLfemalesL
withLandrogenLinsensitivityLsyndromenLevidenceLforLearlyLprogrammingLinvolvingLtheLandrogenL
receptorbLGenomehBiologyYL2003YLhYLRgk

18.3 35

66 IndividualityLandLvariationLinLgeneLexpressionLpatternsLinLhumanLbloodbLProceedingshofhthehNationalh
AcademyhofhScienceshofhthehUnitedhStateshofhAmericaYL2003YLeddYLelmjamde 11.5 640

65 VariationLinLgeneLexpressionLpatternsLinLhumanLgastricLcancersbLMolecularhBiologyhofhthehCellYL2003YL
ehYLgfdlaei 3.5 253

64 VariationLinLgeneLexpressionLpatternsLinLfollicularLlymphomaLandLtheLresponseLtoLrituximabbL
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaYL2003YLeddYLemfjagd 11.5 128

63 yndothelialLcellLdiversityLrevealedLbyLglobalLexpressionLprofilingbLProceedingshofhthehNationalh
AcademyhofhScienceshofhthehUnitedhStateshofhAmericaYL2003YLeddYLedjfgal 11.5 597

62 SystemicLandLcellLtypeaspecificLgeneLexpressionLpatternsLinLsclerodermaLskinbLProceedingshofhtheh
NationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaYL2003YLeddYLefgemafh 11.5 334

61 uLgeneaexpressionLprogramLreflectingLtheLinnateLimmuneLresponseLofLculturedLintestinalLepithelialL
cellsLtoLinfectionLbyLListeriaLmonocytogenesbLGenomehBiologyYL2003YLhYLRf 18.3 32

60 TranscriptionalLresponseLofLhumanLmastLcellsLstimulatedLviaLtheLzcUepsilonVRILandLidentificationLofL
mastLcellsLasLaLsourceLofLILaeebLBMChImmunologyYL2002YLgYLi 3.7 45

(2002-2003)
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59 xiversityYLtopographicLdifferentiationYLandLpositionalLmemoryLinLhumanLfibroblastsbLProceedingshofh
thehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaYL2002YLmmYLeflkkalf 11.5 852

58 StereotypedLandLspecificLgeneLexpressionLprogramsLinLhumanLinnateLimmuneLresponsesLtoL
bacteriabLProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaYL2002YLmmYLmkfak11.5 337

57
TransformationLofLfollicularLlymphomaLtoLdiffuseLlargeacellLlymphomanLalternativeLpatternsLwithL
increasedLorLdecreasedLexpressionLofLcamycLandLitsLregulatedLgenesbLProceedingshofhthehNationalh
AcademyhofhScienceshofhthehUnitedhStateshofhAmericaYL2002YLmmYLllljame

11.5 190

56
MicroarrayLanalysisLrevealsLaLmajorLdirectLroleLofLxNuLcopyLnumberLalterationLinLtheLtranscriptionalL
programLofLhumanLbreastLtumorsbLProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedh
StateshofhAmericaYL2002YLmmYLefmjgal

11.5 980

55
GenomicLexpressionLprogramsLandLtheLintegrationLofLtheLwxflLcostimulatoryLsignalLinLTLcellL
activationbLProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaYL2002YL
mmYLeekmjalde

11.5 270

54
PhospholipaseLufLgroupLIIuLexpressionLinLgastricLadenocarcinomaLisLassociatedLwithLprolongedL
survivalLandLlessLfrequentLmetastasisbLProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedh
StateshofhAmericaYL2002YLmmYLejfdgal

11.5 134

53 GenomeawideLanalysisLofLgeneLexpressionLregulatedLbyLtheLcalcineurincwrzepLsignalingLpathwayLinL
SaccharomycesLcerevisiaebLJournalhofhBiologicalhChemistryYL2002YLfkkYLgedkmall 5.4 315

52 IdentificationLofLgenesLperiodicallyLexpressedLinLtheLhumanLcellLcycleLandLtheirLexpressionLinL
tumorsbLMolecularhBiologyhofhthehCellYL2002YLegYLemkkafddd 3.5 1043

51 NonparametricLmethodsLforLidentifyingLdifferentiallyLexpressedLgenesLinLmicroarrayLdatabL
BioinformaticsYL2002YLelYLehihaje 7.2 245

50 InLvivoLregulationLofLhumanLskeletalLmuscleLgeneLexpressionLbyLthyroidLhormonebLGenomehResearchYL
2002YLefYLfleame 9.7 124

49 PrecisionLandLfunctionalLspecificityLinLmRNuLdecaybLProceedingshofhthehNationalhAcademyhofhSciencesh
ofhthehUnitedhStateshofhAmericaYL2002YLmmYLiljdai 11.5 585

48 wharacteristicLgenomeLrearrangementsLinLexperimentalLevolutionLofLSaccharomycesLcerevisiaebL
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaYL2002YLmmYLejehham 11.5 449

47 TranscriptionalLprogramsLactivatedLbyLexposureLofLhumanLprostateLcancerLcellsLtoLandrogenbL
GenomehBiologyYL2002YLgYLRySyuRwHddgf 18.3 140

46 PhysicalLmappingLofLgenesLinLsomaticLcellLradiationLhybridsLbyLcomparativeLgenomicLhybridizationL
toLcxNuLmicroarraysbLGenomehBiologyYL2002YLgYLRySyuRwHddfj 18.3 5

45 GeneLexpressionLpatternsLinLhumanLliverLcancersbLMolecularhBiologyhofhthehCellYL2002YLegYLemfmagm 3.5 680

44 MolecularLcharacterisationLofLsoftLtissueLtumoursnLaLgeneLexpressionLstudybLLancetwhTheYL2002YLgimYLegdeak40 484

43 RoleLofLthioredoxinLreductaseLinLtheLYapepadependentLresponseLtoLoxidativeLstressLinL
SaccharomycesLcerevisiaebLMolecularhMicrobiologyYL2001YLgmYLimiajdi 4.1 93

42 zunctionalLgenomicLanalysisLofLaLcommercialLwineLstrainLofLSaccharomycesLcerevisiaeLunderL
differingLnitrogenLconditionsbLFEMShYeasthResearchYL2001YLeYLeeeafi 3.1 94
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41 GenomicLbindingLsitesLofLtheLyeastLcellacycleLtranscriptionLfactorsLSvzLandLMvzbLNatureYL2001YLhdmYLiggal50.4 927

40 GenomicLexpressionLresponsesLtoLxNuadamagingLagentsLandLtheLregulatoryLroleLofLtheLyeastLuTRL
homologLMecepbLMolecularhBiologyhofhthehCellYL2001YLefYLfmlkagddg 3.5 453

39 ModulationLofLcellularLandLviralLgeneLexpressionLbyLtheLlatencyaassociatedLnuclearLantigenLofL
KaposiTsLsarcomaaassociatedLherpesvirusbLJournalhofhVirologyYL2001YLkiYLhilajl 6.6 182

38 HaaeYLaLproteinLhomologousLtoLtheLcopperaregulatedLtranscriptionLfactorLuceeYLisLaLnovelL
transcriptionalLactivatorbLJournalhofhBiologicalhChemistryYL2001YLfkjYLgljmkakdf 5.4 39

37 TheLStanfordLMicroarrayLxatabasebLNucleichAcidshResearchYL2001YLfmYLeifai 20.1 337

36 RelationLofLgeneLexpressionLphenotypeLtoLimmunoglobulinLmutationLgenotypeLinLvLcellLchronicL
lymphocyticLleukemiabLJournalhofhExperimentalhMedicineYL2001YLemhYLejgmahk 16.6 882

35
GlobalLandLspecificLtranslationalLregulationLinLtheLgenomicLresponseLofLSaccharomycesLcerevisiaeLtoL
aLrapidLtransferLfromLaLfermentableLtoLaLnonfermentableLcarbonLsourcebLMolecularhandhCellularh
BiologyYL2001YLfeYLmejafk

4.8 172

34 RyRGLisLaLnovelLrasarelatedYLestrogenaregulatedLandLgrowthainhibitoryLgeneLinLbreastLcancerbL
JournalhofhBiologicalhChemistryYL2001YLfkjYLhffimajk 5.4 120

33 PromoteraspecificLbindingLofLRapeLrevealedLbyLgenomeawideLmapsLofLproteinaxNuLassociationbL
NaturehGeneticsYL2001YLflYLgfkagh 36.3 576

32 UseLofLcxNuLmicroarraysLtoLanalyzeLdioxinainducedLchangesLinLhumanLliverLgeneLexpressionbL
ToxicologyhLettersYL2001YLeffYLelmafdg 4.4 130

31
womparativeLgenomeascaleLanalysisLofLgeneLexpressionLprofilesLinLTLcellLlymphomaLcellsLduringL
malignantLprogressionLusingLaLcomplementaryLxNuLmicroarraybLAmericanhJournalhofhPathologyYL
2001YLeilYLefgeak

5.8 59

30 RegulationLofLwSzeLpromoterLbyLtheLSWIcSNzalikeLvuzLcomplexbLCellYL2001YLedjYLgdmael 56.2 287

29 womparativeLgeneLexpressionLprofilesLfollowingLUVLexposureLinLwildatypeLandLSOSadeficientL
yscherichiaLcolibLGeneticsYL2001YLeilYLheajh 4 615

28 yxaminingLtheLLivingLGenomeLinLHealthLandLxiseaseLWithLxNuLMicroarraysbLJAMAhxhJournalhofhtheh
AmericanhMedicalhAssociationYL2000YLflgYLffml 27.4 9

27 ShotgunLxNuLmicroarraysLandLstageaspecificLgeneLexpressionLinLPlasmodiumLfalciparumLmalariabL
MolecularhMicrobiologyYL2000YLgiYLjaeh 4.1 187

26 SystematicLvariationLinLgeneLexpressionLpatternsLinLhumanLcancerLcellLlinesbLNaturehGeneticsYL2000YL
fhYLffkagi 36.3 1739

25 uLgeneLexpressionLdatabaseLforLtheLmolecularLpharmacologyLofLcancerbLNaturehGeneticsYL2000YLfhYLfgjahh36.3 1173

24 LargeascaleLidentificationLofLsecretedLandLmembraneaassociatedLgeneLproductsLusingLxNuL
microarraysbLNaturehGeneticsYL2000YLfiYLilajf 36.3 213

(2000-2001)
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23 xistinctLtypesLofLdiffuseLlargeLvacellLlymphomaLidentifiedLbyLgeneLexpressionLprofilingbLNatureYL
2000YLhdgYLidgaee 50.4 7592

22 MolecularLportraitsLofLhumanLbreastLtumoursbLNatureYL2000YLhdjYLkhkaif 50.4 11221

21
NewLcomponentsLofLaLsystemLforLphosphateLaccumulationLandLpolyphosphateLmetabolismLinL
SaccharomycesLcerevisiaeLrevealedLbyLgenomicLexpressionLanalysisbLMolecularhBiologyhofhthehCellYL
2000YLeeYLhgdmafe

3.5 409

20 xesferrioxamineamediatedLironLuptakeLinLSaccharomycesLcerevisiaebLyvidenceLforLtwoLpathwaysLofL
ironLuptakebLJournalhofhBiologicalhChemistryYL2000YLfkiYLedkdmaei 5.4 154

19 GenomicLviewsLofLtheLimmuneLsystemWbLAnnualhReviewhofhImmunologyYL2000YLelYLlfmaim 34.7 152

18 IdentificationLofLtheLcopperLregulonLinLSaccharomycesLcerevisiaeLbyLxNuLmicroarraysbLJournalhofh
BiologicalhChemistryYL2000YLfkiYLgfgedaj 5.4 146

17 xegradationLofLproteinsLfromLtheLyRLofLSbLcerevisiaeLrequiresLanLintactLunfoldedLproteinLresponseL
pathwaybLMolecularhCellYL2000YLiYLkfmagi 17.6 164

16 GenomeLmicroarrayLanalysisLofLtranscriptionalLactivationLinLmultidrugLresistanceLyeastLmutantsbL
FEBShLettersYL2000YLhkdYLeijajd 3.8 218

15 GenomicLexpressionLprogramsLinLtheLresponseLofLyeastLcellsLtoLenvironmentalLchangesbLMolecularh
BiologyhofhthehCellYL2000YLeeYLhfheaik 3.5 3708

14 wombiningLSSHLandLcxNuLmicroarraysLforLrapidLidentificationLofLdifferentiallyLexpressedLgenesbL
NucleichAcidshResearchYL1999YLfkYLeiekafg 20.1 193

13 GenomeawideLanalysisLofLxNuLcopyanumberLchangesLusingLcxNuLmicroarraysbLNaturehGeneticsYL
1999YLfgYLheaj 36.3 712

12 yxploringLtheLnewLworldLofLtheLgenomeLwithLxNuLmicroarraysbLNaturehGeneticsYL1999YLfeYLggak 36.3 1922

11 TheLtranscriptionalLprogramLinLtheLresponseLofLhumanLfibroblastsLtoLserumbLScienceYL1999YLflgYLlgak 33.3 1713

10 xNuLarraysLforLanalysisLofLgeneLexpressionbLMethodshinhEnzymologyYL1999YLgdgYLekmafdi 1.7 747

9 ObservingLtheLlivingLgenomebLCurrenthOpinionhinhGeneticshandhDevelopmentYL1999YLmYLkeiaff 4.9 78

8 ProbingLlymphocyteLbiologyLbyLgenomicascaleLgeneLexpressionLanalysisbLJournalhofhClinicalh
ImmunologyYL1998YLelYLgkgam 5.7 82

7 xrugLtargetLvalidationLandLidentificationLofLsecondaryLdrugLtargetLeffectsLusingLxNuLmicroarraysbL
NaturehMedicineYL1998YLhYLefmgagde 50.5 568

6 PhotoacrossalinkingLstudiesLsuggestLaLmodelLforLtheLarchitectureLofLanLactiveLhumanL
immunodeficiencyLvirusLtypeLeLintegraseaxNuLcomplexbLBiochemistryYL1998YLgkYLjjjkakl 3.2 151
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5 womprehensiveLidentificationLofLcellLcyclearegulatedLgenesLofLtheLyeastLSaccharomycesLcerevisiaeL
byLmicroarrayLhybridizationbLMolecularhBiologyhofhthehCellYL1998YLmYLgfkgamk 3.5 3710

4 wharacterizationLofLthreeLrelatedLglucoseLrepressorsLandLgenesLtheyLregulateLinLSaccharomycesL
cerevisiaebLGeneticsYL1998YLeidYLegkkame 4 137

3 yxploringLtheLmetabolicLandLgeneticLcontrolLofLgeneLexpressionLonLaLgenomicLscalebLScienceYL1997YL
fklYLjldaj 33.3 3744

2 GenomicLmismatchLscanningnLaLnewLapproachLtoLgeneticLlinkageLmappingbLNaturehGeneticsYL1993YLhYLeeal 36.3 116

1 womputationalLMethodsLandLvioinformaticLToolskjmamdh

List of Publications

9


