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ARTICLE IF CITATIONS

Determining the charge distribution and the direction of bond cleavage with femtosecond
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Light-induced protein structural dynamics in bacteriophytochrome revealed by time-resolved x-ray
solution scattering. Science Advances, 2022, 8, .

Femtosecond X-ray Liquidography Visualizes Wavepacket Trajectories in Multidimensional Nuclear

Coordinates for a Bimolecular Reaction. Accounts of Chemical Research, 2021, 54, 1685-1698. 15.6 6

Ultrafast coherent motion and helix rearrangement of homodimeric hemoglobin visualized with
femtosecond X-ray solution scattering. Nature Communications, 2021, 12, 3677.
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Communications, 2021, 12, 4732. 12.8 14

Effect of the abolition of intersubunit salt bridges on allosteric protein structural dynamics.
Chemical Science, 2021, 12, 8207-8217.
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Protein folding from heterogeneous unfolded state revealed by time-resolved X-ray solution
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14996-15005.
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Atomistic characterization of the active-site solvation dynamics of a model photocatalyst. Nature
Communications, 2016, 7, 13678.

Combined probes of X-ray scattering and optical spectroscopy reveal how global conformational
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