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GetOrganelle: a fast and versatile toolkit for accurate de novo assembly of organelle genomes.

Genome Biology, 2020, 21, 241.

A new subfamily classification of the Leguminosae based on a taxonomically comprehensive phylogeny:

The Legume Phylogeny Working Group (LPWG). Taxon, 2017, 66, 44-77. 0.7 803
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Methods, 2019, 15, 50.

Origin of angiosperms and the puzzle of the Jurassic gap. Nature Plants, 2019, 5, 461-470. 9.3 467

Diversification of Rosaceae since the Late Cretaceous based on plastid phylogenomics. New
Phytologist, 2017, 214, 1355-1367.

Evolution of Rosaceae Fruit Types Based on Nuclear Phylogeny in the Context of Geological Times and

Genome Duplication. Molecular Biology and Evolution, 2017, 34, msw242. 8.9 200

Exploration of Plastid Phylogenomic Conflict Yields New Insights into the Deep Relationships of
Leguminosae. Systematic Biology, 2020, 69, 613-622.

Plastid phylogenomic insights into relationships of all flowering plant families. BMC Biology, 2021, 19, 2.8 109
232. )

Plastid phylogenomic insights into the evolution of Caryophyllales. Molecular Phylogenetics and
Evolution, 2019, 134, 74-86.

Molecular phylogeny of the nettle family (Urticaceae) inferred from multiple loci of three genomes

and extensive generic sampling. Molecular Phylogenetics and Evolution, 2013, 69, 814-827. 2.7 99

Plastid Genome Evolution in the Early-Diverging Legume Subfamily Cercidoideae (Fabaceae). Frontiers
in Plant Science, 2018, 9, 138.

Multi-gene analysis provides a well-supported phylogeny of Rosales. Molecular Phylogenetics and

Evolution, 2011, 60, 21-28. 2.7 90

Nuclear phylotranscriptomics and phylo%enomics support numerous polyploidization events and
hypotheses for the evolution of rhizobial nitrogen-fixing symbiosis in Fabaceae. Molecular Plant,
2021, 14,748-773.

Global legume diversity assessment: Concepts, key indicators, and strategies. Taxon, 2013, 62, 249-266. 0.7 85

Molecular phylogenetics and character evolution of Cannabaceae. Taxon, 2013, 62, 473-485.

Phylogenetic and biogeographic diversification of Rhus (Anacardiaceae) in the Northern Hemisphere.

Molecular Phylogenetics and Evolution, 2004, 33, 861-879. 27 82

Complete Sequencing of Five Araliaceae Chloroplast Genomes and the Phylogenetic Implications. PLoS

ONE, 2013, 8, e78568.

Phylogenetics and reticulate evolution in <i>Pistacia</i> (Anacardiaceae). American Journal of Botany,

2008, 95, 241-251. 17 70
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Chloroplast capture and intra- and inter-continental biogeographic diversification in the Asian 4€“ New

World disjunct plant genus Osmorhiza (Apiaceae). Molecular Phylogenetics and Evolution, 2015, 85,
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Gene duplications and phylogenomic conflict underlie major pulses of phenotypic evolution in

gymnosperms. Nature Plants, 2021, 7, 1015-1025. 93 68

Plastome Phylogenetics: 30 Years of Inferences Into Plant Evolution. Advances in Botanical Research,
2018, ,293-313.

Genetic Diversity and Population Structure: Implications for Conservation of Wild Soybean (Glycine) Tj ETQqO 0 O rgBT [Overlock 10 Tf
4.1 60
of Molecular Sciences, 2012, 13, 12608-12628.

Plastomes of Mimosoideae: structural and size variation, sequence divergence, and phylogenetic
implication. Tree Genetics and Genomes, 2017, 13, 1.
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Multiple measures could alleviate long-branch attraction in phylogenomic reconstruction of
Cupressoideae (Cupressaceae). Scientific Reports, 2017, 7, 41005.
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barcodes in <|>Panax<F (Araliaceae). Molecular Ecology Resources, 2019, 19, 1333-1345. )

Genomic basis of high-altitude adaptation in Tibetan Prunus fruit trees. Current Biology, 2021, 31,
3848-3860.e8.

Plastome phylogenomics, biogeography, and clade diversification of Paris (Melanthiaceae). BMC Plant 3.6 40
Biology, 2019, 19, 543. :

Phylogenomic analyses of large-scale nuclear genes provide new insights into the evolutionary
relationships within the rosids. Molecular Phylogenetics and Evolution, 2016, 105, 166-176.

Phylogenetic relationships, character evolution and biogeographic diversification of Pogostemon s.l.

(Lamiaceae). Molecular Phylogenetics and Evolution, 2016, 98, 184-200. 27 38

Secondary Metabolites from <i>Clycine soja</i> and Their Growth Inhibitory Effect against
<i>Spodoptera litura</i>. Journal of Agricultural and Food Chemistry, 2011, 59, 6004-6010.

Plastid phylogenomic analyses of Fagales reveal signatures of conflict and ancient chloroplast

capture. Molecular Phylogenetics and Evolution, 2021, 163, 107232. 2.7 87

Evolution and biogeographic diversification of the witch-hazel genus (Hamamelis L., Hamamelidaceae)

in the Northern Hemisphere. Molecular Phylogenetics and Evolution, 2010, 56, 675-689.

Phylogeny of &lt;1&gt;Rhus&lt;/I&gt; (Anacardiaceae) Based on Sequences of Nuclear
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Plastome characteristics of Cannabaceae. Plant Diversity, 2018, 40, 127-137.

Plastome Reduction in the Only Parasitic Gymnosperm Parasitaxus Is Due to Losses of Photosynthesis
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Biogeographic disjunction between eastern Asia and North America in the <i>Adiantum pedatumc</i>
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Plastid phylogenomic insights into the evolution of subfamily Dialioideae (Leguminosae). Plant
Diversity, 2021, 43, 27-34.
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Nuclear genetic variation of Rosa odorata var. gigantea (Rosaceae): population structure and
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Evolution of biogeographic disjunction between eastern Asia and North America in Chamaecyparis :
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