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N-vinyl-2-pyrrolidinone and acrylamide for highly selective and sensitive enrichment of N-linked
glycopeptides. Talanta, 2016, 146, 225-30




/HEN LIANG

Hydrophobic Tagging-Assisted N-Termini Enrichment for In-Depth N-Terminome Analysis. 3
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highly selective enrichment and on-line deglycosylation of glycopeptides. Analytica Chimica Acta,
2015, 900, 83-9




LIST OF PUBLICATIONS

L A rapid protein sample preparation method based on organic-aqueous microwave irradiation
5 technique. Science China Chemistry, 2015, 58, 526-531 79

Preparation of protein imprinted materials by hierarchical imprinting techniques and application in
selective depletion of albumin from human serum. Scientific Reports, 2014, 4, 5487

L Dendrimer-grafted graphene oxide nanosheets as novel support for trypsin immobilization to 6
3 achieve fast on-plate digestion of proteins. Talanta, 2014, 122, 278-84 237

1.9 th superficially porous packing material with radially oriented pores and tailored pore size for
ultra-fast separation of small molecules and biomolecules. Journal of Chromatography A, 2014,
1356, 148-56

Label-free quantification of differentially expressed proteins in mouse liver cancer cells with high

" and low metastasis rates by a SWATH acquisition method. Science China Chemistry, 2014, 57, 718-722 79 1

Decrease of dynamic range of proteins in human plasma by ampholine immobilized polymer
microspheres. Analytica Chimica Acta, 2014, 826, 43-50

Transferrin recognition based on a protein imprinted material prepared by hierarchical imprinting

9 technique. Mikrochimica Acta, 2013, 180, 1379-1386 58 11

Preparation of polyacrylamide based monolith with immobilized pH gradient and its application for
protein analysis. Science in China Series B: Chemistry, 2007, 50, 526-529

On-line concentration of proteins in pressurized capillary electrochromatography coupled with

7 electrospray ionization-mass spectrometry. Electrophoresis, 2005, 26, 1398-405 36 20

Pressurized electrochromatography coupled with electrospray ionization mass spectrometry for
analysis of peptides and proteins. Analytical Chemistry, 2004, 76, 6935-40

Effects of experimental parameters on the signal intensity of capillary electrophoresis electrospray

5 ionization mass spectrometry in protein analysis. Chromatographia, 2003, 57, 617-621 2120

RETENTION MODELING AND OPTIMIZATION OF pH VALUE AND SOLVENT COMPOSITION IN HPLC
USING BACK-PROPAGATION NEURAL NETWORKS AND UNIFORM DESIGN. Journal of Liquid
Chromatography and Related Technologies, 2002, 25, 1033-1047

Spatially resolved profiling of protein conformation and interactions by biocompatible chemical
b cross-linking in living cells

Improving the Identification Coverage of Protein Interactome by Enhancing the Click

Chemistry-based Cross-linking Enrichment Efficiency

Label-Free Quantitative Proteomics Analysis of the Sorafenib Resistance in HepG2 Cells. Journal of
Analysis and Testing,1 32



