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j Paper IF Citations

181 ModulationLofLtheLmonomeradimerLequilibriumLandLcatalyticLactivityLofLSuRSawoVafLmainLproteaseL
byLaLtransitionastateLanalogLinhibitorbbLCommunicationskBiologyYL2022YLiYLejd 6.7 2

180 wovalentLnarlapreviraLandLbocepreviraderivedLhybridLinhibitorsLofLSuRSawoVafLmainLproteasebbL
NaturekCommunicationsYL2022YLegYLffjl 17.4 10

179 MichaelisalikeLcomplexLofLSuRSawoVafLmainLproteaseLvisualizedLbyLroomatemperatureLXarayL
crystallographybLIUCrJYL2021YLlYLmkgamkm 4.7 5

178 TransientLlipidaboundLstatesLofLspikeLproteinLheptadLrepeatsLprovideLinsightsLintoLSuRSawoVafL
membraneLfusionbLSciencekAdvancesYL2021YLkYLeabkfffj 14.3 0

177 StructuralYLylectronicYLandLylectrostaticLxeterminantsLforLünhibitorLvindingLtoLSubsitesLSeLandLSfLinL
SuRSawoVafLMainLProteasebLJournalkofkMedicinalkChemistryYL2021YLjhYLekgjjaekglg 8.3 7

176 uLweakenedLinterfaceLinLtheLPelfβLvariantLofLïSPfkLassociatedLwithLsevereLwharcotaMarieaToothL
neuropathyLcausesLaberrantLbindingLtoLinteractingLproteinsbLEMBOkJournalYL2021YLhdYLeedglee 13 3

175 MWwLallostericLmodelLexplainsLunusualLhemoglobinaoxygenLbindingLcurvesLfromLsickleLcellLdrugL
bindingbLBiophysicalkJournalYL2021YLefdYLfihgafiie 2.9 3

174 woncentrationaxependentLStructuralLTransitionLofLtheLïüVaeLgpheLMPyRLPeptideLintoL˛–aïelicalL
TrimersbLAngewandtekChemieYL2021YLeggYLejlaekf 3.6

173 woncentrationaxependentLStructuralLTransitionLofLtheLïüVaeLgpheLMPyRLPeptideLintoL˛–aïelicalL
TrimersbLAngewandtekChemiekykInternationalkEditionYL2021YLjdYLejjaekd 16.4 5

172
wonstraintsLonLtheLStructureLofLzibrilsLzormedLbyLaLRacemicLMixtureLofLumyloida˛†LPeptidesLfromL
SolidaStateLNMRYLylectronLMicroscopyYLandLTheorybLJournalkofkthekAmericankChemicalkSocietyYL2021YL
ehgYLegfmmaeggeg

16.4 3

171
ProbingLtheLünteractionLbetweenLïüVaeLProteaseLandLtheLïomodimericLpjjcpjjTLReverseL
TranscriptaseLPrecursorLbyLxoubleLylectronaylectronLResonanceLyPRLSpectroscopybLChemBioChemYL
2020YLfeYLgdieagdii

3.8 2

170
ullostericLcontrolLofLhemoglobinLSLfiberLformationLbyLoxygenLandLitsLrelationLtoLtheL
pathophysiologyLofLsickleLcellLdiseasebLProceedingskofkthekNationalkAcademykofkScienceskofkthekUnitedk
StateskofkAmericaYL2020YLeekYLeidelaeidfk

11.5 14

169 VisualizingLTetrahedralLOxyanionLvoundLinLïüVaeLProteaseLUsingLNeutronsnLümplicationsLforLtheL
watalyticLMechanismLandLxrugLxesignbLACSkOmegaYL2020YLiYLeejdiaeejek 3.9 2

168 zastLthreeacolorLsingleamoleculeLzRyTLusingLstatisticalLinferencebLNaturekCommunicationsYL2020YLeeYLgggj17.4 12

167
yffectsLofLanLïüVaeLmaturationLinhibitorLonLtheLstructureLandLdynamicsLofLwuaSPeLjunctionLhelicesLinL
virusalikeLparticlesbLProceedingskofkthekNationalkAcademykofkScienceskofkthekUnitedkStateskofkAmericaYL
2020YLeekYLedfljaedfmg

11.5 10

166 ProtonLtransferLandLdrugLbindingLdetailsLrevealedLinLneutronLdiffractionLstudiesLofLwildatypeLandL
drugLresistantLïüVaeLproteasebLMethodskinkEnzymologyYL2020YLjghYLfikafkm 1.7 1

165 ünhibitionLofLïüVLMaturationLviaLSelectiveLUnfoldingLandLwrossaβinkingLofLGagLPolyproteinLbyLaL
MercaptobenzamideLucetylatorbLJournalkofkthekAmericankChemicalkSocietyYL2019YLeheYLlgfkalggl 16.4 1
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164 ümportanceLofLtimeaorderedLnonauniformLsamplingLofLmultiadimensionalLNMRLspectraLofLu˛†L
peptideLunderLaggregatingLconditionsbLJournalkofkBiomolecularkNMRYL2019YLkgYLhfmahhe 3 10

163 ObservationLofL˛†aumyloidLPeptideLOligomerizationLbyLPressureaJumpLNMRLSpectroscopybLJournalk
ofkthekAmericankChemicalkSocietyYL2019YLeheYLegkjfaegkjj 16.4 21

162 xiverseLzoldingLPathwaysLofLïüVaeLProteaseLMonomerLonLaLRuggedLynergyLβandscapebLBiophysicalk
JournalYL2019YLeekYLehijaehjj 2.9 3

161 woayvolutionaryLzitnessLβandscapesLforLSequenceLxesignbLAngewandtekChemiekykInternationalk
EditionYL2018YLikYLijkhaijkl 16.4 37

160 woayvolutionaryLzitnessLβandscapesLforLSequenceLxesignbLAngewandtekChemieYL2018YLegdYLikkjaikld 3.6 1

159 ünnenrˆ…cktitelbildnLwoayvolutionaryLzitnessLβandscapesLforLSequenceLxesignLUungewbLwhembL
fdcfdelVbLAngewandtekChemieYL2018YLegdYLjdjeajdje 3.6 1

158 TiltedYLUninterruptedYLMonomericLïüVaeLgpheLTransmembraneLïelixLfromLResidualLxipolarL
wouplingsbLJournalkofkthekAmericankChemicalkSocietyYL2018YLehdYLghagk 16.4 33

157 ProbingLtheLmechanismLofLinhibitionLofLamyloida˛†UeahfVainducedLneurotoxicityLbyLtheLchaperoninL
GroyβbLProceedingskofkthekNationalkAcademykofkScienceskofkthekUnitedkStateskofkAmericaYL2018YLeeiYLyeemfhayeemgf11.5 19

156 ThreeawolorLSingleaMoleculeLzRyTLandLzluorescenceLβifetimeLunalysisLofLzastLProteinLzoldingbL
JournalkofkPhysicalkChemistrykBYL2018YLeffYLeekdfaeekfd 3.4 24

155 RoomLTemperatureLNeutronLwrystallographyLofLxrugLResistantLïüVaeLProteaseLUncoversL
βimitationsLofLXarayLStructuralLunalysisLatLeddLαbLJournalkofkMedicinalkChemistryYL2017YLjdYLfdelafdfi 8.3 20

154
vindingLkineticsLandLsubstrateLselectivityLinLïüVaeLproteaseaGagLinteractionsLprobedLatLatomicL
resolutionLbyLchemicalLexchangeLNMRbLProceedingskofkthekNationalkAcademykofkScienceskofkthek
UnitedkStateskofkAmericaYL2017YLeehYLymliiaymljf

11.5 23

153
OligomerizationLofLtheLtetramerizationLdomainLofLpigLprobedLbyLtwoaLandLthreeacolorL
singleamoleculeLzRyTbLProceedingskofkthekNationalkAcademykofkScienceskofkthekUnitedkStateskofk
AmericaYL2017YLeehYLyjlefayjlfe

11.5 35

152
TransientLïüVaeLGagaproteaseLinteractionsLrevealedLbyLparamagneticLNMRLsuggestLoriginsLofL
compensatoryLdrugLresistanceLmutationsbLProceedingskofkthekNationalkAcademykofkScienceskofkthek
UnitedkStateskofkAmericaYL2016YLeegYLefhijaefhje

11.5 19

151 yvolutionLunderLxrugLPressureLRemodelsLtheLzoldingLzreeaynergyLβandscapeLofLMatureLïüVaeL
ProteasebLJournalkofkMolecularkBiologyYL2016YLhflYLfkldamf 6.5 13

150 unalysisLofLzluorescenceLβifetimeLandLynergyLTransferLyfficiencyLinLSingleaMoleculeLPhotonL
TrajectoriesLofLzastazoldingLProteinsbLJournalkofkPhysicalkChemistrykBYL2016YLefdYLjldamm 3.4 28

149 ünsightsLintoLtheLwonformationLofLtheLMembraneLProximalLRegionsLwriticalLtoLtheLTrimerizationLofL
theLïüVaeLgpheLyctodomainLvoundLtoLxodecylLPhosphocholineLMicellesbLPLoSkONEYL2016YLeeYLedejdimk 3.7 10

148 StructuralLStudiesLofLaLRationallyLSelectedLMultiaxrugLResistantLïüVaeLProteaseLRevealLSynergisticL
yffectLofLxistalLMutationsLonLzlapLxynamicsbLPLoSkONEYL2016YLeeYLedejljej 3.7 25

147 βongaRangeLylectrostaticsaünducedLTwoaProtonLTransferLwapturedLbyLNeutronLwrystallographyLinL
anLynzymeLwatalyticLSitebLAngewandtekChemieYL2016YLeflYLiddlaidee 3.6 6
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146 βongaRangeLylectrostaticsaünducedLTwoaProtonLTransferLwapturedLbyLNeutronLwrystallographyLinL
anLynzymeLwatalyticLSitebLAngewandtekChemiekykInternationalkEditionYL2016YLiiYLhmfhak 16.4 34

145
vindingLofLwlinicalLünhibitorsLtoLaLModelLPrecursorLofLaLRationallyLSelectedLMultidrugLResistantL
ïüVaeLProteaseLüsLSignificantlyLWeakerLThanLThatLtoLtheLReleasedLMatureLynzymebLBiochemistryYL
2016YLiiYLfgmdahdd

3.2 19

144 wompleteLdissociationLofLtheLïüVaeLgpheLectodomainLandLmembraneLproximalLregionsLuponL
phospholipidLbindingbLJournalkofkBiomolecularkNMRYL2015YLjeYLfgiahl 3 13

143 yvidenceLofLxistinctLwhannelLwonformationsLandLSubstrateLvindingLuffinitiesLforLtheLMitochondrialL
OuterLMembraneLProteinLTranslocaseLPoreLTomhdbLJournalkofkBiologicalkChemistryYL2015YLfmdYLfjfdhaek 5.4 22

142 MutationsLProximalLtoLSitesLofLuutoproteolysisLandLtheL˛–aïelixLThatLwoaevolveLunderLxrugLPressureL
ModulateLtheLuutoprocessingLandLVitalityLofLïüVaeLProteasebLBiochemistryYL2015YLihYLihehafh 3.2 8

141 wonformationLofLinhibitorafreeLïüVaeLproteaseLderivedLfromLNMRLspectroscopyLinLaLweaklyL
orientedLsolutionbLChemBioChemYL2015YLejYLfehal 3.8 22

140 TestingLβandscapeLTheoryLforLviomolecularLProcessesLwithLSingleLMoleculeLzluorescenceL
SpectroscopybLPhysicalkReviewkLettersYL2015YLeeiYLdelede 7.4 49

139 PressureainducedLstructuralLtransitionLofLmatureLïüVaeLproteaseLfromLaLcombinedLNMRcMxL
simulationLapproachbLProteins:kStructurexkFunctionkandkBioinformaticsYL2015YLlgYLfeekafg 4.2 17

138 SubstitutedLvisaTïzLProteaseLünhibitorsLwithLümprovedLPotencyLagainstLïighlyLResistantLMatureL
ïüVaeLProteaseLPRfdbLJournalkofkMedicinalkChemistryYL2015YLilYLidllami 8.3 8

137 xependenceLofLdistanceLdistributionsLderivedLfromLdoubleLelectronaelectronLresonanceLpulsedLyPRL
spectroscopyLonLpulseasequenceLtimebLAngewandtekChemiekykInternationalkEditionYL2015YLihYLiggjam 16.4 28

136 TheLwghLPeptideLzusionLünhibitorLvindsLtoLtheLSixaïelixLvundleLworeLxomainLofLïüVaeLgpheLbyL
xisplacementLofLtheLwaTerminalLïelicalLRepeatLRegionbLBiochemistryYL2015YLihYLjkmjaldi 3.2 5

135
xissociationLofLtheLtrimericLgpheLectodomainLatLtheLlipidawaterLinterfaceLsuggestsLanLactiveLroleLinL
ïüVaeLynvamediatedLmembraneLfusionbLProceedingskofkthekNationalkAcademykofkScienceskofkthek
UnitedkStateskofkAmericaYL2014YLeeeYLghfiagd

11.5 36

134 StructuresLofLdarunaviraresistantLïüVaeLproteaseLmutantLrevealLatypicalLbindingLofLdarunavirLtoL
wideLopenLflapsbLACSkChemicalkBiologyYL2014YLmYLegieal 4.9 19

133
vindingLofLïüVaeLgpheadirectedLneutralizingLandLnonaneutralizingLfragmentLantibodyLbindingL
domainLUzabVLandLsingleLchainLvariableLfragmentLUSczvVLantibodiesLtoLtheLectodomainLofLgpheLinLtheL
preahairpinLandLsixahelixLbundleLconformationsbLPLoSkONEYL2014YLmYLeedhjlg

3.7 6

132 ModulatingLalignmentLofLmembraneLproteinsLinLliquidacrystallineLandLorientedLgelLmediaLbyL
changingLtheLsizeLandLchargeLofLphospholipidLbicellesbLJournalkofkBiomolecularkNMRYL2013YLiiYLgjmakk 3 8

131 ynhancedLstabilityLofLmonomerLfoldLcorrelatesLwithLextremeLdrugLresistanceLofLïüVaeLproteasebL
BiochemistryYL2013YLifYLkjklall 3.2 9

130 MeasuringLultrafastLproteinLfoldingLratesLfromLphotonabyaphotonLanalysisLofLsingleLmoleculeL
fluorescenceLtrajectoriesbLChemicalkPhysicsYL2013YLhffYLffmafgk 2.3 38

129 ünternalLdynamicsLofLtheLhomotrimericLïüVaeLviralLcoatLproteinLgpheLonLmultipleLtimeLscalesbL
AngewandtekChemiekykInternationalkEditionYL2013YLifYLgmeeai 16.4 54

John M Louis

4



128
yxtremeLmultidrugLresistantLïüVaeLproteaseLwithLfdLmutationsLisLresistantLtoLnovelLproteaseL
inhibitorsLwithLPeTapyrrolidinoneLorLPfatrisatetrahydrofuranbLJournalkofkMedicinalkChemistryYL2013YL
ijYLhdekafk

8.3 29

127 TheLimpactLofLinfluenzaLhemagglutininLfusionLpeptideLlengthLandLviralLsubtypeLonLitsLstructureLandL
dynamicsbLBiopolymersYL2013YLmmYLelmami 2.2 23

126 ünternalLxynamicsLofLtheLïomotrimericLïüVaeLViralLwoatLProteinLgpheLonLMultipleLTimeLScalesbL
AngewandtekChemieYL2013YLefiYLhddgahddk 3.6 7

125 womplexesLofLneutralizingLandLnonaneutralizingLaffinityLmaturedLzabsLwithLaLmimeticLofLtheL
internalLtrimericLcoiledacoilLofLïüVaeLgphebLPLoSkONEYL2013YLlYLeklelk 3.7 16

124 TerminalLinterfaceLconformationsLmodulateLdimerLstabilityLpriorLtoLaminoLterminalLautoprocessingL
ofLïüVaeLproteasebLBiochemistryYL2012YLieYLedheaid 3.2 27

123 MechanismLofLdissociativeLinhibitionLofLïüVLproteaseLandLitsLautoprocessingLfromLaLprecursorbL
JournalkofkMolecularkBiologyYL2012YLhffYLfgdahh 6.5 7

122
pïatriggeredYLactivatedastateLconformationsLofLtheLinfluenzaLhemagglutininLfusionLpeptideL
revealedLbyLNMRbLProceedingskofkthekNationalkAcademykofkScienceskofkthekUnitedkStateskofkAmericaYL
2012YLedmYLemmmham

11.5 65

121 writicalLdifferencesLinLïüVaeLandLïüVafLproteaseLspecificityLforLclinicalLinhibitorsbLProteinkScienceYL
2012YLfeYLggmaid 6.3 35

120 ïüVaeLproteaseLwithLfdLmutationsLexhibitsLextremeLresistanceLtoLclinicalLinhibitorsLthroughL
coordinatedLstructuralLrearrangementsbLBiochemistryYL2012YLieYLflemafl 3.2 69

119 SingleamoleculeLfluorescenceLexperimentsLdetermineLproteinLfoldingLtransitionLpathLtimesbLScienceYL
2012YLggiYLmleah 33.3 312

118 yxtractingLrateLcoefficientsLfromLsingleamoleculeLphotonLtrajectoriesLandLzRyTLefficiencyL
histogramsLforLaLfastafoldingLproteinbLJournalkofkPhysicalkChemistrykAYL2011YLeeiYLgjhfaij 2.8 82

117 NMRLsolutionLstructureLofLaLcyanovirinLhomologLfromLwheatLheadLblightLfungusbLProteins:kStructurexk
FunctionkandkBioinformaticsYL2011YLkmYLeiglahm 4.2 13

116
ïelicalLhairpinLstructureLofLinfluenzaLhemagglutininLfusionLpeptideLstabilizedLbyLchargeadipoleL
interactionsLbetweenLtheLNaterminalLaminoLgroupLandLtheLsecondLhelixbLJournalkofkthekAmericank
ChemicalkSocietyYL2011YLeggYLflfhak

16.4 32

115 WholeabodyLrockingLmotionLofLaLfusionLpeptideLinLlipidLbilayersLfromLsizeadispersedLeiNLNMRL
relaxationbLJournalkofkthekAmericankChemicalkSocietyYL2011YLeggYLehelhak 16.4 27

114 TheLβkjVLdrugLresistanceLmutationLdecreasesLtheLdimerLstabilityLandLrateLofLautoprocessingLofL
ïüVaeLproteaseLbyLreducingLinternalLhydrophobicLcontactsbLBiochemistryYL2011YLidYLhkljami 3.2 21

113 yvolutionLofLcyclicLpeptideLproteaseLinhibitorsbLProceedingskofkthekNationalkAcademykofkScienceskofk
thekUnitedkStateskofkAmericaYL2011YLedlYLeedifaj 11.5 100

112
ünhibitionLofLautoprocessingLofLnaturalLvariantsLandLmultidrugLresistantLmutantLprecursorsLofLïüVaeL
proteaseLbyLclinicalLinhibitorsbLProceedingskofkthekNationalkAcademykofkScienceskofkthekUnitedkStatesk
ofkAmericaYL2011YLedlYLmdkfak

11.5 56

111 StructuralLbasisLofLïüVaeLneutralizationLbyLaffinityLmaturedLzabsLdirectedLagainstLtheLinternalL
trimericLcoiledacoilLofLgphebLPLoSkPathogensYL2010YLjYLeeddeelf 7.6 37

(2010-2013)
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110 xistinguishingLbetweenLproteinLdynamicsLandLdyeLphotophysicsLinLsingleamoleculeLzRyTL
experimentsbLBiophysicalkJournalYL2010YLmlYLjmjakdj 2.9 52

109
TheLcompleteLinfluenzaLhemagglutininLfusionLdomainLadoptsLaLtightLhelicalLhairpinLarrangementLatL
theLlipidnwaterLinterfacebLProceedingskofkthekNationalkAcademykofkScienceskofkthekUnitedkStateskofk
AmericaYL2010YLedkYLeegheaj

11.5 123

108 uutocatalyticLmaturationYLphysicalcchemicalLpropertiesYLandLcrystalLstructureLofLgroupLNLïüVaeL
proteasenLrelevanceLtoLdrugLresistancebLProteinkScienceYL2010YLemYLfdiiakf 6.3 22

107 ïighlyLconservedLglycineLljLandLarginineLlkLresiduesLcontributeLdifferentlyLtoLtheLstructureLandL
activityLofLtheLmatureLïüVaeLproteasebLProteins:kStructurexkFunctionkandkBioinformaticsYL2010YLklYLedeiafi4.2 18

106
yxperimentalLdeterminationLofLupperLboundLforLtransitionLpathLtimesLinLproteinLfoldingLfromL
singleamoleculeLphotonabyaphotonLtrajectoriesbLProceedingskofkthekNationalkAcademykofkScienceskofk
thekUnitedkStateskofkAmericaYL2009YLedjYLeelgkahh

11.5 236

105 ModulationLofLhumanLimmunodeficiencyLvirusLtypeLeLproteaseLautoprocessingLbyLchargeLpropertiesL
ofLsurfaceLresidueLjmbLJournalkofkVirologyYL2009YLlgYLkklmamg 6.6 13

104
uffinityLmaturationLbyLtargetedLdiversificationLofLtheLwxRaïfLloopLofLaLmonoclonalLzabLderivedL
fromLaLsyntheticLnaˆflveLhumanLantibodyLlibraryLandLdirectedLagainstLtheLinternalLtrimericLcoiledacoilL
ofLgpheLyieldsLaLsetLofLzabsLwithLimprovedLïüVaeLneutralizationLpotencyLandLbreadthbLVirologyYL2009
YLgmgYLeefam

3.6 19

103 ünteractionsLofLdifferentLinhibitorsLwithLactiveasiteLaspartylLresiduesLofLïüVaeLproteaseLandLpossibleL
relevanceLtoLpepsinbLProteins:kStructurexkFunctionkandkBioinformaticsYL2009YLkiYLiijajl 4.2 19

102 RevealingLtheLdimerLdissociationLandLexistenceLofLaLfoldedLmonomerLofLtheLmatureLïüVafLproteasebL
ProteinkScienceYL2009YLelYLfhhfaig 6.3 19

101 VisualizingLtransientLeventsLinLaminoaterminalLautoprocessingLofLïüVaeLproteasebLNatureYL2008YLhiiYLjmgaj50.4 111

100 untibodyLelicitedLagainstLtheLgpheLNaheptadLrepeatLUNïRVLcoiledacoilLcanLneutralizeLïüVaeLwithL
modestLpotencyLbutLnonaneutralizingLantibodiesLalsoLbindLtoLNïRLmimeticsbLVirologyYL2008YLgkkYLekdalg 3.6 45

99 StructuralLevidenceLforLeffectivenessLofLdarunavirLandLtwoLrelatedLantiviralLinhibitorsLagainstLïüVafL
proteasebLJournalkofkMolecularkBiologyYL2008YLglhYLeklamf 6.5 40

98 yffectLofLtheLactiveLsiteLxfiNLmutationLonLtheLstructureYLstabilityYLandLligandLbindingLofLtheLmatureL
ïüVaeLproteasebLJournalkofkBiologicalkChemistryYL2008YLflgYLeghimakd 5.4 65

97 NovelLmacromolecularLinhibitorsLofLhumanLimmunodeficiencyLvirusaeLproteasebLProteinkEngineeringxk
DesignkandkSelectionYL2008YLfeYLhigaje 1.9 7

96 uLdiverseLviewLofLproteinLdynamicsLfromLNMRLstudiesLofLïüVaeLproteaseLflapsbLProteins:kStructurexk
FunctionkandkBioinformaticsYL2008YLkdYLehdlaei 4.2 36

95 TheLpointLmutationLughzLcausesLdimerizationLofLGvebLProteins:kStructurexkFunctionkandk
BioinformaticsYL2008YLkeYLehfdage 4.2 31

94 waughtLinLtheLuctnLtheLebiLuLresolutionLcrystalLstructuresLofLtheLïüVaeLproteaseLandLtheLüihVLmutantL
revealLaLtetrahedralLreactionLintermediatebLBiochemistryYL2007YLhjYLehlihajh 3.2 40

93
wrossareactiveLïüVaeLneutralizingLmonoclonalLantibodiesLselectedLbyLscreeningLofLanLimmuneL
humanLphageLlibraryLagainstLanLenvelopeLglycoproteinLUgpehdVLisolatedLfromLaLpatientLURfVLwithL
broadlyLïüVaeLneutralizingLantibodiesbLVirologyYL2007YLgjgYLkmamd

3.6 55
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92 MixedatimeLparallelLevolutionLinLmultipleLquantumLNMRLexperimentsnLsensitivityLandLresolutionL
enhancementLinLheteronuclearLNMRbLJournalkofkBiomolecularkNMRYL2007YLgkYLemiafdh 3 21

91 MutationalLandLstructuralLstudiesLaimedLatLcharacterizingLtheLmonomerLofLïüVaeLproteaseLandLitsL
precursorbLJournalkofkBiologicalkChemistryYL2007YLflfYLekemdam 5.4 48

90 SolutionLNMRLstructureLofLtheLbarrieratoaautointegrationLfactoraymerinLcomplexbLJournalkofk
BiologicalkChemistryYL2007YLflfYLehifiagi 5.4 63

89 uLmonoclonalLzabLderivedLfromLaLhumanLnonimmuneLphageLlibraryLrevealsLaLnewLepitopeLonLgpheL
andLneutralizesLdiverseLhumanLimmunodeficiencyLvirusLtypeLeLstrainsbLJournalkofkVirologyYL2007YLleYLefmhjaig6.6 35

88
ximerizationLofLtheLclassLuLGLproteinacoupledLneurotensinLreceptorLNTSeLaltersLGLproteinL
interactionbLProceedingskofkthekNationalkAcademykofkScienceskofkthekUnitedkStateskofkAmericaYL2007YL
edhYLefemmafdh

11.5 129

87
wharacterizingLtheLunfoldedLstatesLofLproteinsLusingLsingleamoleculeLzRyTLspectroscopyLandL
molecularLsimulationsbLProceedingskofkthekNationalkAcademykofkScienceskofkthekUnitedkStateskofk
AmericaYL2007YLedhYLeiflagg

11.5 305

86 βocalLandLglobalLstructureLofLtheLmonomericLsubunitLofLtheLpotassiumLchannelLαcsuLprobedLbyL
NMRbLBiochimicakEtkBiophysicakActakykBiomembranesYL2007YLekjlYLgfjdakd 3.8 27

85 ïüVaeLproteasenLstructureYLdynamicsYLandLinhibitionbLAdvanceskinkPharmacologyYL2007YLiiYLfjeaml 5.7 82

84 NMRLstudyLofLtheLtetramericLαcsuLpotassiumLchannelLinLdetergentLmicellesbLProteinkScienceYL2006YL
eiYLjlhaml 6.3 156

83 MechanismLofLdrugLresistanceLrevealedLbyLtheLcrystalLstructureLofLtheLunligandedLïüVaeLproteaseL
withLzigβLmutationbLJournalkofkMolecularkBiologyYL2006YLgilYLeemeam 6.5 45

82 UltraahighLresolutionLcrystalLstructureLofLïüVaeLproteaseLmutantLrevealsLtwoLbindingLsitesLforL
clinicalLinhibitorLTMweehbLJournalkofkMolecularkBiologyYL2006YLgjgYLejeakg 6.5 117

81 SynergisticLinhibitionLofLïüVaeLenvelopeamediatedLmembraneLfusionLbyLinhibitorsLtargetingLtheLNL
andLwaterminalLheptadLrepeatsLofLgphebLJournalkofkMolecularkBiologyYL2006YLgjhYLflgam 6.5 22

80 MeasurementLofLeiNLrelaxationLinLtheLdetergentasolubilizedLtetramericLαcsuLpotassiumLchannelbL
JournalkofkBiomolecularkNMRYL2006YLgjYLefgagj 3 76

79 wonformationalLchangesLinLïüVaeLgpheLinLtheLcourseLofLïüVaeLenvelopeLglycoproteinamediatedL
fusionLandLinactivationbLBiochemistryYL2005YLhhYLefhkeam 3.2 57

78 MappingLtheLbindingLofLtheLNaterminalLextracellularLtailLofLtheLwXwRhLreceptorLtoLstromalL
celladerivedLfactoraealphabLJournalkofkMolecularkBiologyYL2005YLghiYLjieal 6.5 53

77 TheLGveLamyloidLfibrilnLrecruitmentLofLtheLperipheralLbetaastrandsLofLtheLdomainLswappedLdimerL
intoLtheLpolymericLinterfacebLJournalkofkMolecularkBiologyYL2005YLghlYLjlkaml 6.5 39

76
wharacterizationLandLïüVaeLfusionLinhibitoryLpropertiesLofLmonoclonalLzabsLobtainedLfromLaLhumanL
nonaimmuneLphageLlibraryLselectedLagainstLdiverseLepitopesLofLtheLectodomainLofLïüVaeLgphebL
JournalkofkMolecularkBiologyYL2005YLgigYLmhiaie

6.5 27

75 αineticYLstabilityYLandLstructuralLchangesLinLhigharesolutionLcrystalLstructuresLofLïüVaeLproteaseLwithL
drugaresistantLmutationsLβfhüYLüidVYLandLGkgSbLJournalkofkMolecularkBiologyYL2005YLgihYLklmaldd 6.5 62

(2005-2007)

7



74 wrystalLstructuresLofLïüVLproteaseLVlfuLandLβmdMLmutantsLrevealLchangesLinLtheLindinavirabindingL
sitebLFEBSkJournalYL2004YLfkeYLeiejafh 66

73
TheLwaterminalLdomainLofLviralLüuPLassociatedLfactorLUcVüuzVLisLaLstructuralLhomologueLofL
phosducinnLresonanceLassignmentsLandLsecondaryLstructureLofLtheLwaterminalLdomainLofLVüuzbL
JournalkofkBiomolecularkNMRYL2004YLflYLemkal

3 2

72 warbonylLcarbonLtransverseLrelaxationLdispersionLmeasurementsLandLmsamicrosLtimescaleLmotionL
inLaLproteinLhydrogenLbondLnetworkbLJournalkofkBiomolecularkNMRYL2004YLfmYLelkaml 3 72

71 ünLvitroLprocessingLofLïüVaeLnucleocapsidLproteinLbyLtheLviralLproteinasenLeffectsLofLaminoLacidL
substitutionsLatLtheLscissileLbondLinLtheLproximalLzincLfingerLsequencebLBiochemistryYL2004YLhgYLhgdhaef 3.2 4

70 TemperatureadependentLintermediatesLinLïüVaeLenvelopeLglycoproteinamediatedLfusionLrevealedL
byLinhibitorsLthatLtargetLNaLandLwaterminalLhelicalLregionsLofLïüVaeLgphebLBiochemistryYL2004YLhgYLlfgdag 3.2 20

69 ünsightsLintoLconformationLandLdynamicsLofLproteinLGveLduringLfoldingLandLunfoldingLbyLNMRbL
JournalkofkMolecularkBiologyYL2004YLggiYLefmmagdk 6.5 72

68
ïighLresolutionLcrystalLstructuresLofLïüVaeLproteaseLwithLaLpotentLnonapeptideLinhibitorL
UUüwamhdekVLactiveLagainstLmultiadrugaresistantLclinicalLstrainsbLJournalkofkMolecularkBiologyYL2004YL
gglYLgheaif

6.5 182

67 uLcapturedLfoldingLintermediateLinvolvedLinLdimerizationLandLdomainaswappingLofLGvebLJournalkofk
MolecularkBiologyYL2004YLghdYLjeiafi 6.5 39

66 SolutionLstructureLofLtheLmatureLïüVaeLproteaseLmonomernLinsightLintoLtheLtertiaryLfoldLandL
stabilityLofLaLprecursorbLJournalkofkBiologicalkChemistryYL2003YLfklYLhggeeam 5.4 69

65 RevisitingLmonomericLïüVaeLproteasebLwharacterizationLandLredesignLforLimprovedLpropertiesbL
JournalkofkBiologicalkChemistryYL2003YLfklYLjdliamf 5.4 49

64
wovalentLtrimersLofLtheLinternalLNaterminalLtrimericLcoiledacoilLofLgpheLandLantibodiesLdirectedL
againstLthemLareLpotentLinhibitorsLofLïüVLenvelopeamediatedLcellLfusionbLJournalkofkBiologicalk
ChemistryYL2003YLfklYLfdfklali

5.4 80

63 uLrapidLmethodLtoLattainLisotopeLlabeledLsmallLsolubleLpeptidesLforLNMRLstudiesbLJournalkofk
BiomolecularkNMRYL2003YLfjYLemgafdf 3 38

62 uLsolutionLNMRLstudyLofLtheLbindingLkineticsLandLtheLinternalLdynamicsLofLanLïüVaeL
proteaseasubstrateLcomplexbLProteinkScienceYL2003YLefYLegkjali 6.3 79

61
SolutionLstructureLofLaLcircularapermutedLvariantLofLtheLpotentLïüVainactivatingLproteinL
cyanovirinaNnLstructuralLbasisLforLproteinLstabilityLandLoligosaccharideLinteractionbLJournalkofk
MolecularkBiologyYL2003YLgfiYLfeeafg

6.5 30

60 uLproteinLcontortionistnLcoreLmutationsLofLGveLthatLinduceLdimerizationLandLdomainLswappingbL
JournalkofkMolecularkBiologyYL2003YLgggYLeheaif 6.5 66

59 RapidLstructuralLfluctuationsLofLtheLfreeLïüVLproteaseLflapsLinLsolutionnLrelationshipLtoLcrystalL
structuresLandLcomparisonLwithLpredictionsLofLdynamicsLcalculationsbLProteinkScienceYL2002YLeeYLffeagf 6.3 166

58 TheLdomainaswappedLdimerLofLcyanovirinaNLisLinLaLmetastableLfoldedLstatenLreconciliationLofLXarayL
andLNMRLstructuresbLStructureYL2002YLedYLjkgalj 5.2 115

57 yffectLofLsequenceLpolymorphismLandLdrugLresistanceLonLtwoLïüVaeLGagLprocessingLsitesbLFEBSk
JournalYL2002YLfjmYLheehafd 57

John M Louis
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56 xesignLandLinitialLcharacterizationLofLaLcircularLpermutedLvariantLofLtheLpotentLïüVainactivatingL
proteinLcyanovirinaNbLProteins:kStructurexkFunctionkandkBioinformaticsYL2002YLhjYLeigajd 4.2 17

55 wombiningLmutationsLinLïüVaeLproteaseLtoLunderstandLmechanismsLofLresistancebLProteins:k
StructurexkFunctionkandkBioinformaticsYL2002YLhlYLedkaej 4.2 45

54 StructureLandLdynamicsLofLαïLdomainsLfromLzvPLboundLtoLsingleastrandedLxNubLNatureYL2002YLheiYLedieaj50.4 141

53 eïYLegwYLandLeiNLassignmentLofLtheLNaterminalYLcatalyticLdomainLofLtheLreplicationLinitiationL
proteinLfromLtheLgeminivirusLTYβwVbLJournalkofkBiomolecularkNMRYL2002YLfhYLkgah 3 7

52 viosyntheticallyLdirectedLfractionalLegwLlabelingLfacilitatesLidentificationLofLPheLandLTyrLaromaticL
signalsLinLproteinsbLJournalkofkBiomolecularkNMRYL2002YLfhYLfgeai 3 10

51 xesignLofLaLnovelLpeptideLinhibitorLofLïüVLfusionLthatLdisruptsLtheLinternalLtrimericLcoiledacoilLofL
gphebLJournalkofkBiologicalkChemistryYL2002YLfkkYLehfglahi 5.4 111

50 TheLstructureLofLaLreplicationLinitiatorLunitesLdiverseLaspectsLofLnucleicLacidLmetabolismbL
ProceedingskofkthekNationalkAcademykofkScienceskofkthekUnitedkStateskofkAmericaYL2002YLmmYLedgedai 11.5 105

49 StructureLandLorientationLofLaLGLproteinLfragmentLinLtheLreceptorLboundLstateLfromLresidualLdipolarL
couplingsbLJournalkofkMolecularkBiologyYL2002YLgffYLhheaje 6.5 93

48 SolutionLstructureLandLdynamicsLofLtheLhumanayscherichiaLcoliLthioredoxinLchimeranLinsightsLintoL
thermodynamicLstabilitybLBiochemistryYL2002YLheYLmgkjall 3.2 10

47
StructuralLimplicationsLofLdrugaresistantLmutantsLofLïüVaeLproteasenLhigharesolutionLcrystalL
structuresLofLtheLmutantLproteasecsubstrateLanalogueLcomplexesbLProteins:kStructurexkFunctionkandk
BioinformaticsYL2001YLhgYLhiiajh

4.2 111

46 wharacterizationLofLtheLcholestericLphaseLofLfilamentousLbacteriophageLfdLforLmolecularLalignmentbL
JournalkofkMagnetickResonanceYL2001YLehmYLeihal 3 19

45 eïYLegwYLeiNLresonanceLassignmentsLandLfoldLverificationLofLaLcircularLpermutedLvariantLofLtheL
potentLïüVainactivatingLproteinLcyanovirinaNbLJournalkofkBiomolecularkNMRYL2001YLemYLflmamd 3 13

44
OptimizedLlabelingLofLegwïxfLmethylLisotopomersLinLperdeuteratedLproteinsnLpotentialL
advantagesLforLegwLrelaxationLstudiesLofLmethylLdynamicsLofLlargerLproteinsbLJournalkofk
BiomolecularkNMRYL2001YLfeYLejkake

3 25

43 uLsimpleLapparatusLforLgeneratingLstretchedLpolyacrylamideLgelsYLyieldingLuniformLalignmentLofL
proteinsLandLdetergentLmicellesbLJournalkofkBiomolecularkNMRYL2001YLfeYLgkkalf 3 194

42 zoldedLmonomerLofLïüVaeLproteasebLJournalkofkBiologicalkChemistryYL2001YLfkjYLhmeedaj 5.4 81

41 xesignLandLpropertiesLofLNUwwGVagpheYLaLchimericLgpheLmoleculeLwithLnanomolarLïüVLfusionL
inhibitoryLactivitybLJournalkofkBiologicalkChemistryYL2001YLfkjYLfmhliam 5.4 80

40 wharacterizationLofLtwoLhydrophobicLmethylLclustersLinLïüVaeLproteaseLbyLNMRLspinLrelaxationLinL
solutionbLJournalkofkMolecularkBiologyYL2001YLgdiYLieiafe 6.5 46

39 StructuralLbasisLforLSRYadependentLhjaXYYLsexLreversalnLmodulationLofLxNuLbendingLbyLaLnaturallyL
occurringLpointLmutationbLJournalkofkMolecularkBiologyYL2001YLgefYLhleamm 6.5 114

(2001-2002)
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38 StructureLandLdynamicsLofLMaruaxNuLcomplexesnLanLNMRLinvestigationbLJournalkofkMoleculark
BiologyYL2001YLgehYLeegafk 6.5 25

37
womparisonLofLmethylLrotationLaxisLorderLparametersLderivedLfromLmodelafreeLanalysesLofLUfVïLandL
UegVwLlongitudinalLandLtransverseLrelaxationLratesLmeasuredLinLtheLsameLproteinLsamplebLJournalkofk
thekAmericankChemicalkSocietyYL2001YLefgYLjejhake

16.4 89

36 ProbingLtheLstructureLandLstabilityLofLaLhybridLproteinnLtheLhumanaybLcoliLthioredoxinLchimerabL
BiochemistryYL2001YLhdYLeeelhamf 3.2 10

35 womparisonLofLtheLsubstrateLspecificityLofLtheLhumanLTacellLleukemiaLvirusLandLhumanL
immunodeficiencyLvirusLproteinasesbLFEBSkJournalYL2000YLfjkYLjflkami 52

34 wloningLofLtheLbovineLleukemiaLvirusLproteinaseLinLyscherichiaLcoliLandLcomparisonLofLitsLspecificityL
toLthatLofLhumanLTacellLleukemiaLvirusLproteinasebLBBAkykProteinskandkProteomicsYL2000YLehklYLeal 12

33 viophysicalLcharacterizationLofLgpheLaggregatesLsuggestsLaLmodelLforLtheLmolecularLmechanismLofL
ïüVaassociatedLneurologicalLdamageLandLdementiabLJournalkofkBiologicalkChemistryYL2000YLfkiYLemlkkalf 5.4 26

32 ïüVaeLproteasenLmaturationYLenzymeLspecificityYLandLdrugLresistancebLAdvanceskinkPharmacologyYL
2000YLhmYLeeeahj 5.7 60

31
untiviralLagentLbasedLonLtheLnonastructuralLproteinLtargetingLtheLmaturationLprocessLofLïüVaenL
expressionLandLsusceptibilityLofLchimericLVprLasLaLsubstrateLforLcleavageLbyLïüVaeLproteasebLProteink
EngineeringxkDesignkandkSelectionYL2000YLegYLhgeaj

1.9 4

30 üsLhumanLthioredoxinLmonomericLorLdimericsbLProteinkScienceYL1999YLlYLhfjam 6.3 17

29 StabilizationLfromLautoproteolysisLandLkineticLcharacterizationLofLtheLhumanLTacellLleukemiaLvirusL
typeLeLproteinasebLJournalkofkBiologicalkChemistryYL1999YLfkhYLjjjdaj 5.4 46

28 ProteolyticLprocessingLofLïüVaeLproteaseLprecursorYLkineticsLandLmechanismbLJournalkofkBiologicalk
ChemistryYL1999YLfkhYLfghgkahf 5.4 50

27 yffectLofLsubstrateLresiduesLonLtheLPfTLpreferenceLofLretroviralLproteinasesbLFEBSkJournalYL1999YL
fjhYLmfeam 36

26 yffectLofLserineLandLtyrosineLphosphorylationLonLretroviralLproteinaseLsubstratesbLFEBSkJournalYL
1999YLfjiYLhfgam 11

25 uutoprocessingLofLïüVaeLproteaseLisLtightlyLcoupledLtoLproteinLfoldingbLNaturekStructuralkBiologyYL
1999YLjYLljlaki 150

24 zlapLopeningLandLdimerainterfaceLflexibilityLinLtheLfreeLandLinhibitoraboundLïüVLproteaseYLandLtheirL
implicationsLforLfunctionbLStructureYL1999YLkYLedhkaii 5.2 223

23 StructuralLandLkineticLanalysisLofLdrugLresistantLmutantsLofLïüVaeLproteasebLFEBSkJournalYL1999YLfjgYLfglahi 104

22 TransverseLeïLcrossLrelaxationLinLeïaeiNLcorrelatedLeïLwPMGLexperimentsbLJournalkofkMagnetick
ResonanceYL1999YLegkYLflmamf 3 10

21 TransverseLegwLRelaxationLofLwïxfLMethylLüsotopmersLToLxetectLSlowLwonformationalLwhangesLofL
ProteinLSideLwhainsbLJournalkofkthekAmericankChemicalkSocietyYL1999YLefeYLeeilmaeeimd 16.4 77
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20 wrystalLstructureLofLcyanovirinaNYLaLpotentLïüVainactivatingLproteinYLshowsLunexpectedLdomainL
swappingbLJournalkofkMolecularkBiologyYL1999YLfllYLhdgaef 6.5 152

19 ïydrophilicLpeptidesLderivedLfromLtheLtransframeLregionLofLGagaPolLinhibitLtheLïüVaeLproteasebL
BiochemistryYL1998YLgkYLfediaed 3.2 79

18 StructuralLbasisLforLspecificityLofLretroviralLproteasesbLBiochemistryYL1998YLgkYLhielafj 3.2 41

17 PreparationLofLuniformlyLisotopealabeledLxNuLoligonucleotidesLforLNMRLspectroscopybLJournalkofk
BiologicalkChemistryYL1998YLfkgYLfgkhal 5.4 50

16 StudiesLonLtheLsymmetryLandLsequenceLcontextLdependenceLofLtheLïüVaeLproteinaseLspecificitybL
JournalkofkBiologicalkChemistryYL1997YLfkfYLejldkaeh 5.4 27

15
wrystallographicLanalysisLofLhumanLimmunodeficiencyLvirusLeLproteaseLwithLanLanalogLofLtheL
conservedLwuapfLsubstrateLaaLinteractionsLwithLfrequentlyLoccurringLglutamicLacidLresidueLatLPfTL
positionLofLsubstratesbLFEBSkJournalYL1997YLfhmYLifgagd

37

14 ünfluenceLofLflankingLsequencesLonLtheLdimerLstabilityLofLhumanLimmunodeficiencyLvirusLtypeLeL
proteasebLBiochemistryYL1996YLgiYLefmikajf 3.2 45

13 uLtransientLprecursorLofLtheLïüVaeLproteasebLüsolationYLcharacterizationYLandLkineticsLofLmaturationbL
JournalkofkBiologicalkChemistryYL1996YLfkeYLhhkkale 5.4 55

12 TheLregulationLofLxictyosteliumLdevelopmentLbyLtransmembraneLsignallingbLJournalkofkEukaryotick
MicrobiologyYL1995YLhfYLfddai 3.6 27

11 TheLgagLprecursorLcontainsLaLspecificLïüVaeLproteaseLcleavageLsiteLbetweenLtheLNwLUPkVLandLPeL
proteinsbLFEBSkLettersYL1993YLgggYLfeah 3.8 35

10 αineticLandLmodelingLstudiesLofLSgaSgTLsubsitesLofLïüVLproteinasesbLBiochemistryYL1992YLgeYLhkmgaldd 3.2 106

9 yffectLofLsaltLonLtheLkineticLparametersLofLretroviralLandLmammalianLasparticLacidLproteasesbL
BioorganickChemistryYL1992YLfdYLjkakj 5.1 17

8 uutoprocessingLofLtheLïüVaeLproteaseLusingLpurifiedLwildatypeLandLmutatedLfusionLproteinsL
expressedLatLhighLlevelsLinLyscherichiaLcolibLFEBSkJournalYL1991YLemmYLgjeam 59

7 TheLeffectLofLsaltLonLtheLMichaelisLMentenLconstantLofLtheLïüVaeLproteaseLcorrelatesLwithLtheL
ïofmeisterLseriesbLFEBSkLettersYL1991YLfldYLghhaj 3.8 56

6 PurificationLofLïüVaeLwildatypeLproteaseLandLcharacterizationLofLproteolyticallyLinactiveLïüVaeL
proteaseLmutantsLbyLpepstatinLuLaffinityLchromatographybLFEBSkLettersYL1991YLfldYLghkaid 3.8 17

5 StudiesLofLtheLautoprocessingLofLtheLïüVaeLproteaseLusingLcleavageLsiteLmutantsbLAdvanceskink
ExperimentalkMedicinekandkBiologyYL1991YLgdjYLhmmaidf 3.6 5

4 SubstitutionLmutationsLofLtheLhighlyLconservedLarginineLlkLofLïüVaeLproteaseLresultLinLlossLofL
proteolyticLactivitybLBiochemicalkandkBiophysicalkResearchkCommunicationsYL1989YLejhYLgdal 3.4 30

3 whemicalLsynthesisLandLexpressionLofLtheLïüVaeLproteaseLgeneLinLybLcolibLBiochemicalkandkBiophysicalk
ResearchkCommunicationsYL1989YLeimYLlkamh 3.4 48

(1989-1999)
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2 vetaaadrenergicLregulationLofLcafosLgeneLexpressionLinLanLepithelialLcellLlinebLFEBSkLettersYL1988YL
fhdYLeelaff 3.8 17

1 xysregulatedLinteractionsLtriggeredLbyLaLneuropathyacausingLmutationLinLtheLüPVLmotifLofLïSPfk 2

John M Louis

12


